
[image: ]Supplementary Figure 1: A-B. LncRNA ChIP sequencing of blood samples of 2 WT and 2 healthy controls revealed 32 upregulated lncRNAs. RT-qPCR analysis of 49 pairs of matched WT and adjacent non-tumor samples showing the relative expression levels of C. Relative XIST lncRNA levels; and D-G. ENST00000446912.2, AL157834.2, LINC01168, AK027145.1 in WT and adjacent normal tissues. *P <0.05, **P <0.01, ***P <0.001. C, tumor tissue; N, normal tissue.

image1.tiff
IncRNA_case vs control

*
M
M
b T3
© 891LOONIT JO uossaidx:
& & & ¥ & o
1SIX Jo uoissaidxe aanejey RPN “,
%
g
2 - %
8 H — T
. W L S T
& ZPEBLSITV Jo Uoissaidxe oneloY
8
. < %
= %,
$ v %
BE L :
w
Pl o,
%,
%
“,
E\o\e

o) e a3 L

2Z169YP00000LSN 4O UOISSa1dXa BAEIY





