Supplementary material
The DNA Sequences of β-tubulin，D1D2 and ITS to identify Sporothrix globosa
01-β-tubulin (BT)
BT2A-S1.BT2A.7406909.H02 (forward sequence)
GTTTGATCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTCTGGCGAGCACGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCTGGAGCGTCTGAGCGTCTACTTCAACGAGGTTTGTTTTTTGGTTTACCTACCGGCTTTGGTGTCACGTCACAGTTTTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAACAAGTACGTCCCCCGTGCCGTCCTGGTCGATCTCGAGCCCGGTACCATGGATGCCGTCCGTGCCGGTCCTTTCGGTCAGCTGTTCCGTCCCGACAACTTCGTTTTCGGCCAGTCGGGTGCCGGCAACAACTGGGCCAAGGGTCACTCACCTGAGGGTAAAAC
BT2A-S1.BT2B.7406910.H03 (reverse sequence)
CGGCCCGACTGGCCGAACGAAGTTGTCGGGACGGAACAGCTGACCGAAAGGACCGGCACGGACGGCATCCATGGTACCGGGCTCGAGATCGACCAGGACGGCACGGGGGACGTACTTGTTGCCAGAGGCCTATCAAAAATTGTTAGAATCGTGCCAAAACTGTGACGTGACACCAAAGCCGGTAGGTAAACCAAAAAACAAACCTCGTTGAAGTAGACGCTCAGACGCTCCAGCTGGAGGTCCGAGGTGCCGTTGTAGACGCCATTGTTGTCGAGGCCGTGCTCGCCAGAAATCTGCTGCCTATACCTTCGTTAACATAACTTGCGTCCAGTCCAAGGATTCAAACGCTCGTTGTACATACCAGAAAGCAGCACCGATTTTGGTTACCAAAG
Trimmed-Sporothrix globosa (assembly sequence)
TCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTCTGGCGAGCACGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCTGGAGCGTCTGAGCGTCTACTTCAACGAGGTTTGTTTTTTGGTTTACCTACCGGCTTTGGTGTCACGTCACAGTTTTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAACAAGTACGTCCCCCGTGCCGTCCTGGTCGATCTCGAGCCCGGTACCATGGATGCCGTCCGTGCCGGTCCTTTCGGTCAGCTGTTCCGTCCCGACAACTTCGTT













The Blast result of assembly sequence as query (https://blast.nlm.nih.gov/Blast.cgi)
[image: ]


02-D1D2
F63-S1.F63.7406905.G10 (forward sequence)
ATGCATTGCCCAGTACGGCGAGTGAAGCGGCAACAGCTCAAATTTGAAATCTGGCCCCCCGGCCCGAGTTGTAATTTGGAGAGGATGCTTCTGGCGCGGCGCCGTCCGAGTTCCTTGGAACAGGACGCCACAGAGGGTGAGAGCCCCGTACGGACGGACGCCTAGCCTCTACGAAGCTCCTTCGACGAGTCGAGTAGTTTGGGAATGCTGCTCAAAATGGGAGGTAAATTTCTTCTAAAGCTAAATACCGGCCAGAGACCGATAGCGCACAAGTAGAGTGATCGAAAGATGAAAAGCACTTTGAAAAGAGGGTTAAAAAGTACGTGAAATTGTTGAAAGGGAAGCGCCTGTGACCAGACTTGCGCCTCGCGGACCACCCGGCGTTCTCGCCGGTGCACTCTGCGTGGCGCAGGCCAGCATCGGTTCTCCCAGGGGGACAAAGGCCGCGGGAACGTAGCTCCTTTGGGAGTGTTATAGCCCGCGGCGGCATGCCCCTGGGGGGACCGAGGACCGCGCTTCGGCAAGGATGCTGGCGTAATGGTCACCAGCGACCCGTCTTGAA
F63-S1.R635.7406906.G11  (reverse sequence)
CGCTCCTTGCCGAGCGCGGTCCTCGGTCCCCCCAGGGGCATGCCGCCGCGGGCTATAACACTCCCAAAGGAGCTACGTTCCCGCGGCCTTTGTCCCCCTGGGAGAACCGATGCTGGCCTGCGCCACGCAGAGTGCACCGGCGAGAACGCCGGGTGGTCCGCGAGGCGCAAGTCTGGTCACAGGCGCTTCCCTTTCAACAATTTCACGTACTTTTTAACCCTCTTTTCAAAGTGCTTTTCATCTTTCGATCACTCTACTTGTGCGCTATCGGTCTCTGGCCGGTATTTAGCTTTAGAAGAAATTTACCTCCCATTTTGAGCAGCATTCCCAAACTACTCGACTCGTCGAAGGAGCTTCGTAGAGGCTAGGCGTCCGTCCGTACGGGGCTCTCACCCTCTGTGGCGTCCTGTTCCAAGGAACTCGGACGGCGCCGCGCCAGAAGCATCCTCTCCAAATTACAACTCGGGCCGGGGGGCCAGATTTCAAATTTGAGCTGTTGCCGCTTCACTCGCCGTTACTGGGGCAATCCCTGTTGGTTTCTTTTCCTCCGCTATTTGGAATATGAAAAA
Trimmed-Sporothrix globosa (assembly sequence)
CGGCGAGTGAAGCGGCAACAGCTCAAATTTGAAATCTGGCCCCCCGGCCCGAGTTGTAATTTGGAGAGGATGCTTCTGGCGCGGCGCCGTCCGAGTTCCTTGGAACAGGACGCCACAGAGGGTGAGAGCCCCGTACGGACGGACGCCTAGCCTCTACGAAGCTCCTTCGACGAGTCGAGTAGTTTGGGAATGCTGCTCAAAATGGGAGGTAAATTTCTTCTAAAGCTAAATACCGGCCAGAGACCGATAGCGCACAAGTAGAGTGATCGAAAGATGAAAAGCACTTTGAAAAGAGGGTTAAAAAGTACGTGAAATTGTTGAAAGGGAAGCGCCTGTGACCAGACTTGCGCCTCGCGGACCACCCGGCGTTCTCGCCGGTGCACTCTGCGTGGCGCAGGCCAGCATCGGTTCTCCCAGGGGGACAAAGGCCGCGGGAACGTAGCTCCTTTGGGAGTGTTATAGCCCGCGGCGGCATGCCCCTGGGGGGACCGAGGACCGCGCT
The Blast result of assembly sequence as query (https://blast.nlm.nih.gov/Blast.cgi)
[image: ]


03-ITS
ITS-S1.ITS1.7198127.H05 (forward sequence)
CCCTTGCGACCGTACCCAATCTCGTTCTCGTTGCTTCTGGCGGGGGGGGACGGGGGGGCGCCCGAGACGGCCCCCTCCGCCCCGCCCGCCAGGGGCGGCGGGCCCTACGAACCTTTGTATCTCAACCACTAGAAAACCGTCTGAGGAAAACAAACAAAATAATCAAAACTTTCAACAACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGCGAAATGCGATACGTAATGTGAATTGCAGAATTCAGCGAACCATCGAATCTTTGAACGCACATTGCGCCCGCCAGCATTCTGGCGGGCATGCCTGTCCGAGCGTCATTTCCCCCCTCACGCGCCCCGTTGCGCGCTGGTGTTGGGGCGCCTCCGCCTGGCGGAGGCCCCCGAAAGCGAGTGGCGGGCCCTGTGGATGGCTCCGAGCGCAGTACCGAACGCAACGTTCTCCCTCGCTCCGGACGCCCCCCAGGTGCCCTGCCGTGAAAACGCGCATGACGTGCAACTCTTACCCAAGGTTGACCTCGGATCAGGTAGGACTACCCGCTGAACTTAAGCATATCTAA
ITS-S1.ITS4.7198128.H06 (reverse sequence)
CCTGATCCGAGGTCACCTTGGGTAAGAGTTGCACGTCATGCGCGTTTTCACGGCAGGGCACCTGGGGGGCGTCCGGAGCGAGGGAGAACGTTGCGTTCGGTACTGCGCTCGGAGCCATCCACAGGGCCCGCCACTCGCTTTCGGGGGCCTCCGCCAGGCGGAGGCGCCCCAACACCAGCGCGCAACGGGGCGCGTGAGGGGGGAAATGACGCTCGGACAGGCATGCCCGCCAGAATGCTGGCGGGCGCAATGTGCGTTCAAAGATTCGATGGTTCGCTGAATTCTGCAATTCACATTACGTATCGCATTTCGCTGCGTTCTTCATCGATGCCAGAGCCAAGAGATCCGTTGTTGAAAGTTTTGATTATTTTGTTTGTTTTCCTCAGACGGTTTTCTAGTGGTTGAGATACAAAGGTTCGTAGGGCCCGCCGCCCCTGGCGGCGGGGCGGGAGGGGGCCGTCTCGGGCGCCCCCCCGTCCCCCCCCGCCAGAAGCAACGAGAACGAGATTGGGTACGGTTCGCAAGGGTTGGGAGTTGTGAAAACTCTGTAATGATCCCTCCGCAGGCCCCCCTAACGGAGGTCA
Trimmed-Sporothrix globosa (assembly sequence)
CCCTTGCGAACCGTACCCAATCTCGTTCTCGTTGCTTCTGGCGGGGGGGGACGGGGGGGCGCCCGAGACGGCCCCCTCCCGCCCCGCCGCCAGGGGCGGCGGGCCCTACGAACCTTTGTATCTCAACCACTAGAAAACCGTCTGAGGAAAACAAACAAAATAATCAAAACTTTCAACAACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGCGAAATGCGATACGTAATGTGAATTGCAGAATTCAGCGAACCATCGAATCTTTGAACGCACATTGCGCCCGCCAGCATTCTGGCGGGCATGCCTGTCCGAGCGTCATTTCCCCCCTCACGCGCCCCGTTGCGCGCTGGTGTTGGGGCGCCTCCGCCTGGCGGAGGCCCCCGAAAGCGAGTGGCGGGCCCTGTGGATGGCTCCGAGCGCAGTACCGAACGCAACGTTCTCCCTCGCTCCGGACGCCCCCCAGGTGCCCTGCCGTGAAAACGCGCATGACGTGCAACTCTTACCCAAGGT
The Blast result of assembly sequence as query (https://blast.nlm.nih.gov/Blast.cgi)
[image: ]


image1.png
Sporothrix globosa culture NCCPF:220149 beta-tubulin gene, partial cds
Sequence ID: MN257636.1 Length: 395 Number of Matches: 1

Range 1: 37 to 360 GenBank Graphics

Score Expect Identities Gaps Strand
599 bits(324) 4e-167 324/324(100%) 0/324(0%) Plus/Plus

Query 1 TCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTCTGGCGAGCA 60

TCCLLETELEEETET LT L L TE LTI TTTTT T
Sbjet 37  TCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTCTGGCGAGCA 96

Query 61  CGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCTGGAGCGTCTGAG 120

TCCLLELEEECEECETEECE T CEE LT TEL LTI T
Sbjet 97  CGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCTGGAGCGTCTGAG 156

Query 121 CGTCTACTTCAACGAGGTTTGTTTTTTGGTTTACCTACCGGCTTTGGTGTCACGTCACAG 180

CCLLLCLELEECEECTLL L ELELE LT LTI
Sbjet 157 CGTCTACTTCAACGAGGTTTGTTTTTTGGTTTACCTACCGGCTTTGGTGTCACGTCACAG 216

Query 181 TTTTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAACAAGTACGTCCCCCGTGCC 240

ILLLEETTEEELETELECE L ECE LT LTI TTET LTI
Sbjet 217 TITTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAACAAGTACGTCCCCCGTGCC 276

Query 241 GTCCTGGTCGATCTCGAGCCCGGTACCATGGATGCCGTCCGTGCCGGTCCTTTCGGTCAG 300

CLLLLCCTEEEETLEEEE T ET LTI L LTI T I
Sbjet 277 GICCTGGTCGATCTCGAGCCCGGTACCATGGATGCCGTCCGTGCCGGTCCTTICGGTCAG 336

Query 301 CTGTTCCGTCCCGACAACTTCGIT 324

CLCLLEELTELETTTTTLITT
Sbjct 337 CIGTTCCGTCCCGACAACTTCGTT 360




image2.jpg
Sporothrix globosa strain CBS 129718 large subunit ribosomal RNA gene, partial sequence
Sequence ID: MH876823.1 Length: 892 Number of Matches: 1

Range 1: 50 to 551 GenBank Graphics

Score Expect Identities Gaps Strand
928 bits(502) 0.0 502/502(100%) 0/502(0%) Plus/Plus

Query 1 (CGGCGAGTGAAGCGGCAACAGCTCAAATTTGAAATCTGGCCCCCCGGCCCGAGTTGTAAT - 60

Shjct 50  CGGCGAGTGAAGCGGCAACAGCTCAAATTTGAAATCTGGCCCCCCGGCCCGAGTTGTAAT 109
Query 61  TTGGAGAGGATGCTTCTGGCGCGGCGCCGTCCGAGTTCCTTGGAACAGGACGCCACAGAG 120
Shjct 110 TTGGAGAGGATGCTTCTGGCGCGGCGCCGTCCGAGTTCCTTGGAACAGGACGCCACAGAG 169
Query 121 GGTGAGAGCCCCGTACGGACGGACGCCTAGCCTCTACGAAGCTCCTTCGACGAGTCGAGT 180

Shjct 170  GGTGAGAGCCCCGTACGGACGGACGCCTAGCCTCTACGAAGCTCCTTCGACGAGTCGAGT 229
Query 181 AGTTTGGGAATGCTGCTCAAAATGGGAGGTAAATTTCTTCTAAAGCTAAATACCGGCCAG 240
Shjct 230 AGTTTGGGAATGCTGCTCAAAATGGGAGGTAAATTTCTTCTAAAGCTAAATACCGGCCAG 289
Query 241 AGACCGATAGCGCACAAGTAGAGTGATCGAAAGATGAAAAGCACTTTGAAAAGAGGGTTA 300
Shjct 290 AGACCGATAGCGCACAAGTAGAGTGATCGAAAGATGAAAAGCACTTTGAAAAGAGGGTTA 349
Query 301 AAAAGTACGTGAAATTGTTGAAAGGGAAGCGCCTGTGACCAGACTTGCGCCTCGCGGACC 360
Shjct 350 AAAAGTACGTGAAATTGTTGAAAGGGAAGCGCCTGTGACCAGACTTGCGCCTCGCGGACC 409
Query 361 ACCCGGCGTTCTCGCCGGTGCACTCTGCGTGGCGCAGGCCAGCATCGGTTCTCCCAGGGG 420
Shjct 410 ACCCGGCGTTCTCGCCGGTGCACTCTGCGTGGCGCAGGCCAGCATCGGTTCTCCCAGGGG 469

Query 421 GACAAAGGCCGCGGGAACGTAGCTCCTTTGGGAGTGTTATAGCCCGCGGCGGCATGCCCC 480

Shjct 470 GACAAAGGCCGCGGGAACGTAGCTCCTTTGGGAGTGTTATAGCCCGCGGCGGCATGCCCC 529

Query 481 TGGGGGGACCGAGGACCGCGCT 502

Shjct 530 TGGGGGGACCGAGGACCGCGCT 551




image3.tiff
Sporothrix globosa strain CBS 129721 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1,
5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene,

partial sequence.
Sequence ID: MH865360.1 Length: 623 Number of Matches: 1

Range 1: 63 to 577 GenBank Graphics

Score Expect Identities Gaps Strand
939 bits(508) 0.0 513/515(99%) 2/515(0%) Plus/Plus

R I

Sbjct 63  CCCTTGCGAACCGTACCCAATCTCGTTCTCGTTGCTTCTGGCGGGGGGGGACGGGGGGGE 122

Query 61 ACGGCCCCC —CCGCCAGGGGCGGCGGGCCCTACGAACCTTTG 118

I\H\\IIIH\\IIII\HH\IIIIH\ | CLLEEELEREEEEELLLEEETEL LT L |
Shjct 123 GCCCGAGACGGCCCCCTCCCGCCCCCGCCCGCCAGGGGCGGCGGGCCCTACGAACCTTTG 182

Query 119 178
|\H\\|||H\\llll\HH\||||H\Hllll\\\\\|||H\\HllllHH\llllH\HHllll
Sbjct 183 TATCTCAACCACTAGAAAACCGTCTGAGGAAAACAAA TCAAAACTTTC 242

Query 179 ACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGCGAAATGCGATACGTAATGTGAA 238

LECEELLEEELLETEEEEE LR PR LT LT
Shjct 243 ACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGCGAAATGCGATACGTAATGTGAA 302

Query 239 GCGCCCGCCAGC 298

||I|||\\H\\|||H\HH\|||I|||H\\\IIIIII\\H\\IIIH\HH\IIIIIIIH\HII
Sbjct 303 TTGCAGAATTCAGCGAACCATCGAATCTTTGAACGCACATTGCGCCCGCCAGCATICTGG 362

Query 299 GCATGCCTGTCC GTTGCGCGCTGG 358

||||||\\H\\|||H\HH\IIIIIIIH\\\IIIIII\\H\\IIIH\HH\IIIIIIIH\HII
Sbjct 363 CGGGCATGCCTGTCCGAGCGTCATTTCCCCCCTCACGCGCCCCGTTGCGCGCTGGTGTTG 422

Query 359 CGCCTCCGCCTGG 418

||I|||\\H\\|||H\HH\|||I|||H\\\IIIIII\\H\\IIIH\HH\IIIIIIIH\HII
Shjct 423 GGGCGCCTCCGCCTGGCGGAGGCCCCCGAAAGCGAGTGGCGGGCCCTGTGGATGGCTCCG 482

Query 419 TCGCTCCGGACGCCCCCCAGGTGCCCTGCC 478

||||||\\H\\|||H\HH\IIIIIIIH\\\IIIIII\\H\\IIIH\HH\IIIIIIIH\HII
Shjct 483 AGCGCAGTACCGAACGCAACGTTCTCCCTCGCTCCGGACGCCCCCCAGGTGCCCTGCCGT 542

Query 479 GAAAACGCGCATGACGTGCAACTCTTACCCAAGGT 513

LELELLEEEEEELE LT EETELEEE LT
Shjct 543 GAAAACGCGCATGACGTGCAACTCTTACCCAAGGT 577
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Supplementary material   The  DNA  Sequences of β - tubulin ， D1D2 and ITS to identify  Sporothrix globosa   01 - β - tubulin ( BT )   BT2A - S1.BT2A.7406909.H02   (forward   sequence )   GTTTGATCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTC TGGCGAGCACGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCT GGAGCGTCTGAGCGTCTACTTCAACGAGGTTTGTTTTTTGGTTTACCTACCGGCTTT GGTGTCACGTCACAGTTTTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAAC AAGTACGTCCCCCGTGCCGTCCTGGTCG ATCTCGAGCCCGGTACCATGGATGCCGTC CGTGCCGGTCCTTTCGGTCAGCTGTTCCGTCCCGACAACTTCGTTTTCGGCCAGTCG GGTGCCGGCAACAACTGGGCCAAGGGTCACTCACCTGAGGGTAAAAC   BT2A - S1.BT2B.7406910.H03   (reverse   sequence)   CGGCCCGACTGGCCGAACGAAGTTGTCGGGACGGAACAGCTGACCGAAAGGACCGGC ACGGACGGCATCCATGGTACC GGGCTCGAGATCGACCAGGACGGCACGGGGGACGTA CTTGTTGCCAGAGGCCTATCAAAAATTGTTAGAATCGTGCCAAAACTGTGACGTGAC ACCAAAGCCGGTAGGTAAACCAAAAAACAAACCTCGTTGAAGTAGACGCTCAGACGC TCCAGCTGGAGGTCCGAGGTGCCGTTGTAGACGCCATTGTTGTCGAGGCCGTGCTCG CCAGAAATCTGCTGCCTATACCTTCGTTAACATAACTTGCGTCCAGTCC AAGGATTC AAACGCTCGTTGTACATACCAGAAAGCAGCACCGATTTTGGTTACCAAAG   T rimmed - Sporothrix globosa   (assembly sequence)   TCCTTGGACTGGACGCAAGTTATGTTAACGAAGGTATAGGCAGCAGATTTCTGGCGA GCACGGCCTCGACAACAATGGCGTCTACAACGGCACCTCGGACCTCCAGCTGGAGCG TCTGAGCGTCTACTTCAACGAGGTTTGTTTTTTGGT TTACCTACCGGCTTTGGTGTC ACGTCACAGTTTTGGCACGATTCTAACAATTTTTGATAGGCCTCTGGCAACAAGTAC GTCCCCCGTGCCGTCCTGGTCGATCTCGAGCCCGGTACCATGGATGCCGTCCGTGCC GGTCCTTTCGGTCAGCTGTTCCGTCCCGACAACTTCGTT                      

