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Supplementary Table 1 Genes involved in inflammation (RT² Profiler™ PCR Array Human NFkB Signaling Pathway (PAHS-025Z, Qiagen) and redox metabolism (RT² Profiler™ PCR Array Human Oxidative Stress Plus (PAHS-065Y, Qiagen)
	Ligands and receptors: CD40 (TNFRSF5), CD83, EGFR, FASLG (TNFSF6), IL10, IL1A, IL1B, IL1R1, IL8, LTBR, NOD1 (CARD4), TLR1, TLR2, TLR3, TLR4, TLR6, TLR9, TNF, TNFRSF1A, TNFRSF10A, TNFRSF10B, TNFSF10.

	Downstream signalling: BIRC2 (c-IAP2), FADD, IRAK1, IRAK2, IRF1, MYD88, RIPK1, TBK1, TICAM1 (TRIF), TNFAIP3, TRADD, TRAF2, TRAF3, TRAF6. 

	Cytoplasmic sequestering/releasing of NF-κB: BCL3, CHUK (IKKa), IKBKB, IKBKG, NFKBIA, NFKBIE.

	Transcription factors: NFKB1, NFKB2, REL, RELA, RELB.

	General immune response: CCL2 (MCP-1), CCL5 (RANTES), CSF1 (MCSF), CSF2 (GM-CSF), CSF3 (GCSF), ICAM1, IFNA1, IFNG, IL8, LTA (TNFB), TNF. 

	Apoptosis: AGT, BCL2A1 (BCL-X), BCL2L1, BIRC3 (c-IAP1). 

	Other factors involved in the NF-κB pathway: 
Kinases: AKT1, MAP3K1, RAF1. 
Transcription factors: ATF1, EGR1, ELK1, FOS, JUN, STAT1. 
Other genes: CARD11, CASP1 (ICE), CASP8, CFLAR (CASPER), HMOX1, MALT1, PSIP1, RHOA, TIMP1.
Pathway Activity Signature Genes:  BIRC3, CCL20, CD83, CXCL2, CXCL3, ICAM1, IL8, IRF1, NF-KB1, NF-KBIA, NF-KBIE, STX11, TIFA, TNF, TNFAIP2, TNFAIP3.

	Endogenous antioxidant systems: 
Glutathione peroxidases: GPX1, GPX2, GPX3, GPX4, GPX5, GSTP1, GSTZ1. 
Peroxiredoxins: PRDX1, PRDX2, PRDX3, PRDX4, PRDX5, PRDX6 (AOP2).
Other Peroxidases: CAT, CYBB, CYGB, DUOX1, DUOX2, EPX, LPO, MPO, PTGS1, PTGS2 (COX2), TPO, TTN. 
Other antioxidants: ALB, APOE, GSR, MT3, VIMP, SOD1, SOD3, SRXN1, TXNRD1, TXNRD2. 

	Metabolism of reactive oxygen species:
Superoxide dismutases: SOD1, SOD2, SOD3. 
Other genes involved in superoxide metabolism: ALOX12, CCS, DUOX1, DUOX2, MT3, NCF1, NCF2, NOS2 (iNOS), NOX4, NOX5, UCP2. 
Other genes involved in ROS metabolism: AOX1, BNIP3, EPHX2, MPV17, SFTPD. 

	Oxidative stress responsive genes: APOE, ATOX1, CAT, CCL5 (RANTES), CYGB, DHCR24, DUOX1, DUOX2, DUSP1 (PTPN16), EPX, FOXM1, FTH1, GCLC, GCLM, GPX1, GPX2, GPX3, GPX4, GPX5, GSR, GSS, HMOX1, HSPA1A, KRT1, LPO, MBL2, MPO, MSRA, NQO1, NUDT1, PDLIM1, PRDX2, PRDX5, PRDX6 (AOP2), PRNP, RNF7, VIMP, SEPP1, SIRT2, SOD1, SOD2, SQSTM1, SRXN1, TPO, TTN, TXN, TXNRD1, TXNRD2. 

	Oxygen transporters: CYGB, MB.

	Pathway activity signature genes: AKR1C2, BAG2, FHL2, GCLM, GLA, HMOX1, HSP90AA1, LHPP, NCOA7, NQO1, PTGR1, SLC7A11, SPINK1, TRAPPC6A, TXN, TXNRD1.
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Supplementary Table 2 Cardiovascular markers in the serum of a sub-group of elderly subjects (24 CVD patients and 22 controls), assessed by protein multiplexing using the MILLIPLEX MAP Human Cardiovascular Disease (CVD) Magnetic Bead Panel 1 (Merck Millipore) on the Luminex 200 equipment. Results are presented as mean concentration ± standard error of the mean (SEM). The Mann-Whitney U test was used for comparisons between groups

	Serum cardiovascular markers
	CVD patients (n=24)
	Controls (n=22)
	p-value

	Abbreviation
	Molecule
	Mean concentration (pg/mL)
	SEM
	Mean concentration
(pg/mL)
	SEM
	

	CK_MB
	Creatinine kinase - MB isoenzyme1 
	6462.9
	920.3
	6255.9
	1123.4
	0.717

	TROPONIN1
	Troponine2 
	22.2
	13.1
	142.4
	133.7
	0.647

	CXCL6
	CXC chemokine (granulocyte chemotactic protein 2)3
	195.0
	14.7
	200.2
	12.2
	0.468

	CXCL16
	CXC chemokine4,5
	367.0
	41.2
	355.6
	24.2
	0.509

	Endocan1
	Endothelial cell-specific molecule-16,7 
	1240.1
	83.4
	1145.8
	101.0
	0.312

	FABP3
	Fatty acid-binding proteins8
	3992.4
	466.2
	3196.0
	231.7
	0.281

	FABP4
	
	12257.4
	1431.5
	12536.2
	1664.3
	0.852

	PGF
	Placental growth factor9
	6.2
	1.3
	4.4
	1.3
	0.215

	OSM
	Oncostatin M10
	13.9
	5.5
	15.7
	6.2
	0.454



Supplementary Table 3 Gene expression changes in the blood of elderly patients with various co-morbidities: CVD, hypertension (HT), dyslipidemia (DL), out of which hypercholesterolemia (HC) and type 2 diabetes mellitus (T2DM), as compared to the corresponding controls (C). Results are expressed as Fold of Regulation (FR) as follows: when the fold of change value was above 1, FR was equal to FC, and results were reported as fold up-regulation; when the FC value was less than 1, FR was expressed as the negative inverse of FC, and results were reported as fold down-regulation. The table is based on particular genes that were found down-regulated in CVD patients (absolute value of FR>1.8 and p<0.005, marked in bold), and their FR values in other comorbidities (marked in grey if 1.5<FR<1.8 and p<0.05)
	 
	CVD (N=39) vs 
C (N=91)
	HT (N=74) vs 
C (N=56) 
	DL (N=46) vs
C (N=84) 
	HC (N=33) vs 
C (N=97)
	T2DM (N=21) vs 
C (N=109)

	Genes
	FR
	p
	FR
	p  
	FR
	p
	FR
	p
	FR
	p

	
	
	
	
	
	
	
	
	
	
	

	Inflammatory genes

	NFKB2
	-2.28
	< 0.001
	-1.02
	0.810
	1.25
	0.804
	1.62
	0.115
	1.61
	0.202

	NFKBIA
	-2.20
	< 0.001
	1.10
	0.914
	-1.01
	0.930
	1.25
	0.051
	1.85
	0.546

	RELA
	-1.92
	< 0.001
	-1.09
	0.504
	1.05
	0.700
	1.29
	0.138
	1.28
	0.187

	RELB
	-2.95
	< 0.001
	1.16
	0.501
	-1.04
	0.386
	1.24
	0.332
	1.50
	0.156

	AKT1
	-1.87
	< 0.001
	1.05
	0.825
	1.12
	0.690
	1.39
	0.033
	1.31
	0.194

	IRF1
	-1.93
	< 0.001
	1.13
	0.452
	1.32
	0.450
	1.63 
	0.037 
	1.58
	0.109

	STAT1
	-1.89
	< 0.001
	-1.08
	0.689
	1.22
	0.658
	1.49
	0.037
	1.16
	0.730

	CD40
	-2.47
	< 0.001
	-1.12
	0.441
	1.08
	0.984
	1.41
	0.073
	1.35
	0.405

	LTA
	-2.17
	< 0.001
	1.21
	0.544
	1.54
	0.744
	1.95
	0.573
	2.16
	0.485

	TRAF2
	-1.97
	< 0.001
	-1.11
	0.568
	1.31
	0.630
	1.64 
	0.049 
	1.57
	0.402

	PTGS1
	-2.16
	<0.001
	1.16
	0.798
	1.02
	0.869
	1.24
	0.156
	1.14
	0.674

	ALOX12
	-1.88
	<0.001
	1.05
	0.983
	-1.02
	0.763
	1.15
	0.217
	1.10
	0.837

	Redox genes

	DUOX1
	-2.43
	<0.001
	1.12
	0.724
	1.04
	0.957
	1.31
	0.101
	1.11
	0.778

	DUOX2
	-2.20
	<0.001
	1.05
	0.976
	1.16
	0.695
	1.40
	0.103
	1.16
	0.771

	MPO
	-1.85
	0.002
	1.16
	0.871
	1.16
	0.804
	1.20
	0.443
	1.19
	0.107

	GSR
	-1.87
	0.003
	1.02
	0.679
	1.26
	0.268
	1.51 
	0.019 
	1.68
	0.014 

	TXNRD2
	-2.02
	<0.001
	1.01
	0.957
	1.04
	0.963
	1.32
	0.065
	1.06
	0.724

	HSPA1A
	-2.83
	<0.001
	1.07
	0.869
	-1.27
	0.644
	-1.04
	0.182
	1.54
	0.515

	MSRA
	-1.96
	<0.001
	-1.10
	0.554
	-1.02
	0.779
	1.11
	0.153
	1.29
	0.407

	PDLIM1
	-1.95
	<0.001
	-1.01
	0.849
	-1.16
	0.089
	1.04
	0.906
	1.13
	0.402
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Supplementary Figure 1 Polyvalent medication in the group of CVD patients, presented as Venn diagram showing the drug combinations of the main represented drug classes
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