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Supplemental Fig. S1. Characterization of plasma exosomes. (A) Plasma exosomes were observed using TEM (scale bar = 50 nm). (B) Representative western blot of an exosome preparation.
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Supplemental Fig. S2. Summary of high-throughput sequence analysis of circRNA expression in LUAD plasma exosomes. (A) Counts of total circRNAs according to component categories. (B) Classification of total circRNAs. (C) Chromsomal locations of circRNAs.
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Supplemental Fig. S3. The circRNA–miRNA–mRNA network. The yellow circles indicate circRNA, red triangles indicate miRNA, and blue squares indicate mRNA. 
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Supplemental Fig. S4. Knockdown of circ_0102537 did not affect the growth of H1299 cells. (A) Growth curves of H1299 cells transfected with si-NC or si-circ_0102537. Proliferation of these cells was measured using a CCK-8 assay. Silencing circ_0102537 expression did not affect apoptosis (B) or colony formation (C) of H1299 cells.






