Supplementary Table 1 Clinicopathologic and genetic features of 137 GISTs in this study

	Patient No.
	Age(years)
	Gender
	Primary tumor
	Primary genotype
	Secondary mutation
	SDHB IHC
	MGMT methylation status

	
	
	
	Primary site
	Size(cm)
	Mitotic index/50 HPF
	Morphology
	NIH risk group
	
	
	
	

	1
	67
	M
	Small intestine
	6
	8
	S
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	2
	81
	F
	Small intestine
	5
	2
	S
	L
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	3
	57
	F
	Small intestine
	3
	1
	S
	L
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	4
	49
	M
	Small intestine
	10
	4
	S
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	M

	5
	49
	M
	abdominal cavity
	12
	3
	S
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	6
	38
	M
	Small intestine
	15
	3
	S
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	7
	53
	M
	Small intestine
	6
	4
	S
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	8
	52
	M
	Stomach
	4
	1
	S
	L
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	9
	53
	F
	Stomach
	1.5
	2
	S
	VL
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	10
	66
	M
	Small intestine
	7.5
	3
	M
	H
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	11
	65
	F
	Small intestine
	3.5
	2
	S
	L
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	12
	46
	M
	Small intestine
	5
	2
	S
	L
	KIT exon 9 p.A502_Y503 dup (c.1504_1509dup6)
	No
	POS
	U

	13
	56
	F
	Small intestine
	4.5
	3
	S
	L
	KIT exon 11 p.V559D (c.1676 T>A)
	No
	POS
	U

	14
	60
	M
	Stomach
	5.5
	3
	S
	I
	KIT exon 11 p.W557R (c.1669 T>C)
	No
	POS
	U

	15
	63
	F
	Retroperitoneum
	10
	4
	S
	H
	KIT exon 11 p.V560E (c.1679_1680 TT>AG)
	No
	POS
	U

	16
	84
	M
	Small intestine
	3.2
	1
	S
	L
	KIT exon 11 p.L576P (c.1676 T>C)
	No
	POS
	U

	17
	67
	F
	Stomach
	5
	2
	S
	L
	KIT exon 11 p.L576P (c.1727 T>C)
	No
	POS
	U

	18
	57
	F
	Stomach
	6
	3
	S
	I
	KIT exon 11 p.V559D (c.1676 T>A)
	No
	POS
	U

	19
	55
	M
	Small intestine
	2.5
	1
	S
	L
	KIT exon 11 p.L576P (c.1727 T>C)
	No
	POS
	U

	20
	77
	F
	Pelvic cavity
	23
	3
	M
	H
	KIT exon 11 p.V560E (c.1679_1680 TT>AG)
	No
	POS
	U

	21
	56
	F
	Stomach
	5
	2
	S
	L
	KIT exon 11 p.V560E (c.1679_1680 TT>AG)
	No
	POS
	U

	22
	55
	F
	Stomach
	1.7
	1
	S
	VL
	KIT exon 11 p.V559D (c.1676 T>A)
	No
	POS
	U

	23
	74
	F
	Pelvic cavity
	15
	4
	S
	H
	KIT exon 11 p.V560D (c.1679 T>A)
	No
	POS
	U

	24
	49
	M
	Stomach
	12
	7
	S
	H
	KIT exon 11 p.557W_558K del (c.1669_1674 del6)
	No
	POS
	U

	25
	50
	F
	Small intestine
	12
	4
	S
	H
	KIT exon 11 p.555V_559V del (c.1663_1677 del15)
	No
	POS
	U

	26
	35
	M
	Small intestine
	3.5
	2
	S
	L
	KIT exon 11 p.558K_563I del (c.1672_1689 del18)
	No
	POS
	U

	27
	63
	F
	Stomach
	2.5
	3
	S
	L
	KIT exon p.554E_559V del (c.1660_1677 del18)
	No
	POS
	U

	28
	70
	M
	Small intestine
	4.5
	2
	S
	L
	KIT exon 11 p.560V del (c.1677_1680 del3)
	No
	POS
	U

	29
	61
	M
	Small intestine
	3
	3
	S
	L
	KIT exon 11 p.560V_578Y del (c.1678_1734 del57)
	No
	POS
	U

	30
	56
	M
	Stomach
	3
	1
	S
	L
	KIT exon 11 p.557W_561E del (c.1669_1683 del15)
	No
	POS
	U

	31
	32
	M
	Stomach
	2
	1
	S
	VL
	KIT exon 11 p.557W_559V del (c.1671_1676 del6)
	No
	POS
	U

	32
	49
	M
	Stomach
	7
	3
	S
	I
	KIT exon 11 p.558K_562E del (c.1672_1686 del15)
	No
	POS
	U

	33
	73
	F
	Stomach
	6
	3
	S
	I
	KIT exon 11 p.579D del (c.1735_1737 del3)
	No
	POS
	U

	34
	68
	F
	Abdominal cavity
	6.5
	5
	S
	H
	KIT exon 11 p.579D del (c.1735_1737 del3)
	No
	POS
	U

	35
	48
	F
	Abdominal cavity
	21
	3
	E
	H
	KIT exon 11 p.583E ins (c.1747 ins GAAACTTATGATCACAAATGG)
	No
	POS
	U

	36
	64
	F
	Stomach
	8.6
	4
	S
	I
	KIT exon 11 p.575Q_580H dupins I (c.1723_1740 dupins ATA)
	No
	POS
	U

	37
	42
	F
	Stomach
	4
	2
	S
	L
	KIT exon 11 p.A578_Y579 dup (c.1732_1737 dup6)
	No
	POS
	U

	38
	50
	M
	Stomach
	2.5
	1
	S
	L
	KIT exon 11 p.558K ins (c.1673 ins TCC)
	No
	POS
	U

	39
	30
	F
	Stomach
	5
	2
	S
	L
	KIT exon 11 p.584 ins (c.1753 ins CATGATCACAAATGGGAGTTT)
	No
	POS
	M

	40
	54
	F
	Stomach
	2.5
	1
	S
	L
	KIT exon 11 p.573P_581K dup (c.1717_1743 dupins T)
	No
	POS
	U

	41
	70
	F
	Stomach
	2
	1
	S
	VL
	KIT exon 11 p.577P_585P dup (c.1729_1755 dup27)
	No
	POS
	U

	42
	65
	F
	Colon
	14
	5
	S
	H
	KIT exon 11 p.P573_H580 dup (c.1717_1740 dup24)
	No
	POS
	U

	43
	64
	M
	Stomach
	4
	2
	S
	L
	KIT exon 11 p.575Q_577P dup (c.1723_1731 dup9)
	No
	POS
	U

	44
	46
	F
	Stomach
	5
	2
	S
	L
	KIT exon 11 p.573P_580H dup (c.1717_1740 dup24)
	No
	POS
	U

	45
	56
	F
	Retroperitoneum
	7
	4
	S
	H
	KIT exon 11 p.559V_576L delins DMF (c.1675_1728 delins GATATGTTT)
	No
	POS
	U

	46
	55
	F
	Pelvic cavity
	14
	2
	S
	H
	KIT exon 11 p.560V_564N delins D (c.1678_1692 delins GAT)
	No
	POS
	U

	47
	66
	F
	Small intestine
	4
	1
	S
	L
	KIT exon 11 p.558K_559V delins E (c.1672_1677 delins GAG)
	No
	POS
	U

	48
	67
	M
	Stomach
	15
	8
	S
	H
	[bookmark: _GoBack]KIT exon 11 p.551P_558K delins Q ( c.1651_1674 delins CAG)
	No
	POS
	U

	49
	61
	F
	Small intestine
	5
	6
	S
	H
	KIT exon 11 p.551P_555V delins P (c.1651_1665 delins CCA)
	No
	POS
	U

	50
	64
	F
	Small intestine
	2.5
	2
	S
	L
	KIT exon 11 p.564N_574T delins SP (c.1693_1722 delins TCTCCT)
	No
	POS
	M

	51
	36
	F
	Stomach
	5
	6
	S
	I
	KIT exon 11 p.551P_553Y delins H (c.1651_1659 delins CAT)
	No
	POS
	U

	52
	61
	M
	Stomach
	25
	9
	S
	H
	KIT exon 11 p.558K_560V delins S (c.1672_1680 delins AGT)
	No
	POS
	U

	53
	58
	M
	Stomach
	35
	4
	S
	H
	KIT exon 11 p.556Q_558K delins S (c.1666_1674 delins TCT)
	No
	POS
	U

	54
	48
	M
	Small intestine
	1.5
	1
	S
	VL
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	55
	65
	M
	Small intestine
	4
	1
	S
	L
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	56
	56
	M
	Small intestine
	4.5
	5
	S
	L
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	57
	73
	F
	Small intestine
	3.5
	2
	S
	L
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	58
	68
	M
	Retroperitoneum
	14
	1
	S
	H
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	59
	55
	M
	Small intestine
	9.5
	3
	S
	H
	KIT exon 13 p.K642E (c.1924 A>G)
	No
	POS
	U

	60
	66
	M
	Stomach
	1
	1
	S
	VL
	KIT exon 17 p.N822K (c.2466 T>A)
	No
	POS
	U

	61
	75
	F
	Pelvic cavity
	14
	3
	E
	H
	KIT exon 17 p.N822K (c.2466 T>G)
	No
	POS
	U

	62
	69
	M
	Stomach
	3
	1
	S
	L
	KIT exon 17 p.N822K (c.2466 T>A）
	No
	POS
	U

	63
	68
	F
	Stomach
	2
	6
	S
	I
	KIT exon 17 p.N822K (c.2466 T>A）
	No
	POS
	U

	64
	52
	M
	Stomach
	5
	29
	S
	I
	KIT exon 17 p.N822K (c.2466 T>A）
	No
	POS
	U

	65
	35
	F
	Small intestine
	5
	8
	S
	H
	KIT exon 17 p.D816H (c.2449 G>C)
	No
	POS
	U

	66
	44
	M
	Stomach
	7
	9
	S
	H
	KIT exon 11 p.W557_V559 delins C (c.1671_1676 del6) 
	KIT 13 p.V654A (c.1961 T>C)
	POS
	U

	67
	57
	F
	Small intestine
	9
	4
	S
	H
	KIT exon 11 p.L576P (c.1727 T>C) 
	KIT 17 p.D820G (c.2459 A>G)
	POS
	U

	68
	53
	M
	Small intestine
	5
	3
	M
	L
	KIT exon 11 p.551P_554E del (c.1651_1662 del12)
	KIT 14 p.T670I(c.2009 C>T)
	POS
	U

	69
	52
	M
	Abdominal cavity
	18
	15
	S
	H
	KIT exon 11 p.557W_558K del (c.1669_1674 del6) 
	KIT 13 p.V654A (c.1961 T>C）
	POS
	U

	70
	57
	M
	Small intestine
	6
	3
	S
	H
	KIT exon 11 p.570Y_578Y del (c.1708_1734 del27) 
	KIT 18 p.A829P (c.2485 G>C)
	POS
	U

	71
	52
	M
	Pelvic cavity
	11
	5
	S
	H
	KIT exon 11 p.557W_558K del (c.1669_1674 del6) 
	KIT 17 p.N822K (c.2466 T>G）
	POS
	U

	72
	55
	F
	Small intestine
	10
	12
	S
	H
	KIT exon 11 p.553Y_571I del (c.1658_1711 del54)
	KIT 13 p.V654A(c.1961 T>C)
	POS
	U

	73
	70
	F
	Stomach
	8
	6
	S
	H
	KIT exon 11 p.556Q_572D del (c. 1666_1716 del51)
	KIT 9 p.L455L (c. 1663 C>T)
	POS
	U

	74
	62
	M
	Stomach
	15
	8
	E
	H
	KIT exon 11 p.L576P (c. 1727 T>C)
	KIT 13 p.V654A (c. 1961 T>C)
	POS
	U

	75
	51
	M
	Stomach
	6
	4
	S
	I
	KIT exon 11 p.551P_558K del (c.1652_1672 del)
	KIT 17 p.V823D (c.2467 T>G)
	POS
	U

	76
	53
	M
	Abdominal cavity
	18
	11
	S
	H
	PDGFRA exon 12 p.D583G (c.1748 A>G）
	No
	POS
	U

	77
	56
	M
	Small intestine
	3
	3
	E
	L
	PDGFRA exon 12 p.S566_E571 delins R (c.1698_1712 del)
	No
	POS
	U

	78
	54
	M
	Stomach
	0.9
	2
	E
	VL
	PDGFRA exon 12 p.584S_586W delins R (c.1750_1758 delins CGG)
	No
	POS
	U

	79
	25
	F
	Stomach
	8
	6
	E
	H
	PDGFRA exon 14 p.N659H(c.1975 A>C)
	No
	POS
	U

	80
	53
	M
	Stomach
	7
	8
	E
	H
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	81
	59
	F
	Stomach
	11
	3
	E
	H
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	82
	64
	M
	Stomach
	4.5
	2
	E
	L
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	83
	59
	M
	Stomach
	6
	1
	E
	I
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	84
	56
	F
	Stomach
	14
	3
	E
	H
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	85
	53
	M
	Stomach
	7.5
	4
	E
	I
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	86
	50
	M
	Stomach
	3.5
	8
	E
	I
	PDGFRA exon 18 p.D842V (c.2525 A>T)
	No
	POS
	U

	87
	25
	F
	Stomach
	8
	3
	E
	I
	WT
	No
	NEG
	M

	88
	35
	M
	Stomach
	7
	4
	E
	I
	WT
	No
	NEG
	M

	89
	10
	M
	Stomach
	8
	2
	M
	I
	WT
	No
	NEG
	M

	90
	36
	F
	Stomach
	8
	4
	M
	I
	WT
	No
	NEG
	M

	91
	33
	F
	Stomach
	5
	5
	E
	L
	WT
	No
	NEG
	U

	92
	5
	F
	Stomach
	5
	5
	E
	L
	WT
	No
	NEG
	U

	93
	21
	F
	Stomach
	6
	3
	E
	I
	WT
	No
	NEG
	U

	94
	36
	F
	Stomach
	10
	13
	M
	H
	WT
	No
	POS
	M

	95
	66
	M
	Colon
	6
	9
	S
	H
	WT
	No
	POS
	M

	96
	51
	F
	Stomach
	1.2
	3
	E
	VL
	WT
	No
	POS
	M

	97
	46
	F
	Stomach
	1.5
	1
	E
	VL
	WT
	No
	POS
	M

	98
	64
	M
	Stomach
	2.5
	1
	E
	L
	WT
	No
	POS
	M

	99
	56
	F
	Stomach
	8
	4
	E
	I
	WT
	No
	POS
	M

	100
	42
	M
	Colon
	9
	3
	S
	H
	WT
	No
	POS
	M

	101
	52
	F
	Small intestine
	1
	1
	S
	VL
	WT
	No
	POS
	M

	102
	62
	M
	Stomach
	3.5
	2
	S
	L
	WT
	No
	POS
	U

	103
	55
	M
	Small intestine
	1
	2
	S
	VL
	WT
	No
	POS
	U

	104
	48
	M
	Stomach
	3
	3
	S
	L
	WT
	No
	POS
	U

	105
	69
	M
	Retroperitoneum
	23
	3
	S
	H
	WT
	No
	POS
	U

	106
	43
	F
	Small intestine
	0.4
	1
	S
	VL
	WT
	No
	POS
	U

	107
	57
	M
	Small intestine
	7
	2
	S
	H
	WT
	No
	POS
	U

	108
	46
	F
	Small intestine
	5
	1
	S
	L
	WT
	No
	POS
	U

	109
	51
	F
	Stomach
	2
	1
	S
	VL
	WT
	No
	POS
	U

	110
	53
	F
	Stomach
	1
	1
	S
	VL
	WT
	No
	POS
	U

	111
	41
	M
	Colon
	3.7
	2
	S
	L
	WT
	No
	POS
	U

	112
	39
	F
	Stomach
	2
	1
	S
	VL
	WT
	No
	POS
	U

	113
	66
	M
	Colon
	9
	1
	S
	H
	WT
	No
	POS
	U

	114
	61
	F
	Stomach
	4
	3
	S
	L
	WT
	No
	POS
	U

	115
	68
	F
	Small intestine
	2.5
	4
	M
	L
	WT
	No
	POS
	U

	116
	42
	F
	Stomach
	0.7
	0
	S
	VL
	WT
	No
	POS
	U

	117
	46
	F
	Stomach
	0.4
	0
	S
	VL
	WT
	No
	POS
	U

	118
	62
	F
	Stomach
	2
	1
	E
	VL
	WT
	No
	POS
	U

	119
	58
	F
	Small intestine
	1.5
	3
	M
	VL
	WT
	No
	POS
	U

	120
	52
	M
	Small intestine
	1.5
	1
	S
	VL
	WT
	No
	POS
	U

	121
	62
	M
	Stomach
	1.8
	1
	S
	VL
	WT
	No
	POS
	U

	122
	59
	M
	Stomach
	2.6
	1
	S
	L
	WT
	No
	POS
	U

	123
	53
	F
	Mesentery
	14
	9
	S
	H
	WT
	No
	POS
	U

	124
	59
	M
	Small intestine
	3.5
	2
	S
	L
	WT
	No
	POS
	U

	125
	69
	M
	Stomach
	4
	1
	S
	L
	WT
	No
	POS
	U

	126
	47
	F
	Small intestine
	1.5
	1
	S
	VL
	WT
	No
	POS
	U

	127
	74
	M
	Colon
	8
	3
	S
	H
	WT
	No
	POS
	U

	128
	52
	M
	Small intestine
	1
	0
	S
	VL
	WT
	No
	POS
	U

	129
	68
	M
	Small intestine
	5
	2
	S
	L
	WT
	No
	POS
	U

	130
	63
	M
	Retroperitoneum
	15
	11
	S
	H
	WT
	No
	POS
	U

	131
	64
	F
	Stomach
	2
	1
	S
	VL
	WT
	No
	POS
	U

	132
	35
	F
	Stomach
	4
	5
	E
	L
	WT
	No
	POS
	U

	133
	59
	M
	Small intestine
	14
	15
	E
	H
	WT
	No
	POS
	U

	134
	49
	M
	Stomach
	0.8
	0
	E
	VL
	WT
	No
	POS
	U

	135
	36
	M
	Small intestine
	4
	1
	E
	L
	WT
	No
	POS
	U

	136
	58
	F
	Small intestine
	10
	3
	E
	H
	WT
	No
	POS
	U

	137
	53
	F
	Abdominal cavity
	7
	9
	M
	H
	WT
	No
	POS
	U


Abbreviations: S, spindle cell; E, epithelioid; M, mixed spindle cell and epithelioid; H, high risk; I, intermediate risk; L, low risk; VL, very low risk; WT, wild-type; N, no; M, methylated; POS, positive; NEG, negative; U, unmethylated; M, methylated.
