
	
Supplementary Figure 1 Data mining of the expression of m6A regulators in leukocyte differentials from Human Protein Atlas (HPA) database. (A-C) Histogram showing RNA-seq data of m6A writer METTL3 (A), METTL14 (B) and WTAP (C) in blood cell type lineages. (D-E) Histogram showing RNA-seq data of m6A eraser ALKBH5 (D) and FTO (E) in blood cell type lineages.
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