
Fig S1: PCR amplification of the candidate reference genes; M-100 bp ladder, 1. Act2, 
2. Act3, 3. Act7, 4. EF1-A, 5. GAPDH, 6. H2A, 7. TUB-A, 8. TUB-B, 9. 18SrRNA, 10. 
hyp1
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Fig S2 melting curve analysis of 9 reference genes; Fig S2: Agarose Gel Electrophoresis of 
PCR amplification of 9 reference genes; 1. Act2, 2. Act3, 3. Act7, 4. EF1-A, 5. GAPDH, 6. 
H2A, 7. TUB-A, 8. TUB-B, 9. 18SrRNA, 10. hyp1
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