[bookmark: _GoBack][image: ]Supplementary figure 1. (A-B) The expression levels of EMT-related proteins (E-cadherin, N-cadherin and Vimentin) after treatment of sevoflurane for various concentrations (1%, 2% or 4%) were measured by western blot assay in U251 and U343 cell lines. (C-D) The EMT-related proteins was analyzed after transfection with miR-NC mimics or miR-218-5p mimics in U251 and U343 cells. (E-F) The Vimentin, E-cadherin and N-cadherin expression levels were detected by western blot after transfection with 4%SEV+miR-NC inhibitors, 4%SEV+miR-218-5p inhibitors or control in glioma cells. (G-H) The related EMT proteins were measured after transfection with sh-control, sh-DEK+miR-NC inhibitors or sh-DEK+miR-218-5p inhibitors. (I-J) The vimentin, E-cadherin or N-cadherin expression levels were detected by western blot assay after transfection with 4%SEV+pcDNA3.1, 4%SEV+pcDNA3.1/DEK or control. 
[image: ]Supplementary figure 2. (A) The target relationship between miR-218-5p and target genes was predicted by Starbase and miR walk software. (B-C) Dual luciferase reporter assay was utilized to confirm the target relationships between miR-218-5p and DEK, NFIA, HIPK1, LMO3, CBX5 or CCND2 in U251 and U343 cells. *P<0.05. ***P<0.001.
[image: ]
Supplementary figure 3. (A-B) The expression level of DEK in glioma tissues was shown in miRCancer Database. *P<0.05. 
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Search miRCancer Database

Search by miRNA name: [hsa-miR-218—5p } DOor ® And  cancer name: [glioma
Example: mir-145, hsa-mir-21, let-7 Example: breast cancer, lung

Search result for miRNA = 'hsa-miR-218-5p' And cancer = ‘glioma’ Total: 2 relations found.

mirld Family/Cluster Cancer Profile PubMed Article
miR-218-5p inhibits the stem cell properties and
hsa-miR-218-5p glioma down  invasive ability of the A2B5+CD133- subgroup of

human glioma stem cells.
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