
 

 
 



 

 
 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Supplementary Table 1.  
Statistics of clinical features and molecular characteristics 
 

Clinical features and molecular characteristics (cases) 

ERα  + 25  - 15 

PR  + 21  - 19 

HER2  + 22 
18  - 

Lymph node metastasis  + 20 
20  - 

Pathological grade 
 Low 1 

24 
15 

 Medium 
High 
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Supplementary Table 2. Primer sequences used to amplify target genes in human 
by real-time RT-PCR. 

Target Gene Primer Sequence 
FAM171A1  

forward 5′- GCAGATGCGCTCATCGAGAT-3′ 
reverse 5′- GCCCAGCTTATACTGGAACTTG-3′ 

NDFIP1  
forward 5′-�TACAACACTGCCCAGTTATGATG -3′ 
reverse 5′-�ATCCCGACCCACAAAATCCTC-3′ 

SKP1  
forward 5′-�GACCATGTTGGAAGATTTGGGA-3′ 
reverse 5′-�TGCACCACTGAATGACCTTTT-3′ 

REEP5  
forward 5′-�AAGAACTGCATGACTGACCTTC-3′ 
reverse 5′-�GAGGCTCCATAACCGAACACC-3′ 

CIRBP  
forward 5′-�AGGGCTGAGTTTTGACACCAA-3′ 
reverse 5′-�ACAAACCCAAATCCCCGAGAT-3′ 

BTF3  
forward 5′-�CCAAGGAACAGTGATCCACTTT-3′ 
reverse 5′-�AGCTGCTTTGTCTCAGCATGG-3′ 

TBC1D9  
forward 5′-�CTGTGGATCACCGAGAGGG-3′ 
reverse 5′-�ACAGGCGATGGTCCAGTAGA-3′ 

GAPDH  
forward 5′-GAAGGTGAAGGTCGGAGTC-3′ 
reverse 5′-GAAGATGGTGATGGGATTTC-3′ 


