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Supplementary Figure 1 GO enrichment results of differentially expressed genes. For enrichment analysis, a P-value ＜0.05  is taken to indicate statistical significance.
A. The GO- CC (Cellular Component) enrichment terms of upregulated genes.
B. The GO- MF (Molecular Function) enrichment terms of upregulated genes.
C. The GO- CC (Cellular Component) enrichment terms of downregulated genes.
D.The GO- MF (Molecular Function) enrichment terms of upregulated genes.
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Supplementary Figure 2 Gene set enrichment analysis (GSEA) results of LanCL1 overexpression in prostate cancer cells (Top 10-15). In the analysis, we used the following values as cut-off values: the P-value cut-off value is 0.05 and the false discovery rate (FDR q-val) is <0.25.
[bookmark: _GoBack]
image1.jpeg
A GO terms-CC GO terms-MF

proteinaceous extracellular matrix sequence-specific DNA binding:
integral component of plasma membrane extracellular matrix structural constituents
extracellular matrix calcium ion bindings
plasma membrane RNAPII core promoter proximal region sequence-specific binding
o e RNAPIf Sore promoter proximal regmn

cell junction calcium-d5pandent Shosplionb bindin
cell surface Ras guanyl-nucleotide exchange factor actwlw

extracellular region heparin bi

endoplasmic reticulum lumen tyrosine kinase mumy
collagen trimer: clathrin binding
neuron projection: protein tyrosine kinase activity:
synapse: transcription factor activity:
postsynaptic membrane: collagen binding
voltage-gated sodium channel complex ked ephrin receptor activity’
2 disc: delayed rectifier potassium channel ncllvlly

c -Lngm P value D

GO terms-CC

endoplasmic reticulum membrane hydrolase activity:
extracellular exosome protein binding

-acyl-CoA bindin
cytosol phesphot%ns orass acthity?.
lysosomal membrane i Sicohol group as accepter

15 reth ubiquitin-protein transforase actlv

endopiesmic reficuhm o iransferase activity,
‘mitochondrion {ranstering o el
Integral component of ER membrane cadhar g e B Ry T cel el g rsalB:
melanosome: ligase activity
lysosome acyl-CoA dehydrogenase activity
mitochondrial matrix catalytic activity
intracellulars polyubiquitin binding

i oxidoreductase activit
Solgl membrang oxidoreductase activity:
e mbrane acting on CH.0H group,of donors.
endosome feceptor activity
microtubule organizing center transferase activity, |ransfamnq acyl groups

0 5 10 15

-Logy, P value

.Logw P value

GO terms-MF

»Lngm P value




image2.tiff
Enrichment plot: HALLMARK_KRAS_SIGNALING_DN Enrichment plot: HALLMARK_IL2_STAT5_SIGNALING Enrichment plot:
[ HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

P<0.0001

ALRMCLIR A 1 AL 1 00

P<0.0001

LA 1

iment score (ES)

Enrichment score (ES)

bbsooos

Enric
-
Enrichment score (ES)

Lhowa

L howa

Rank n Ordered Dataset

[ Ennchmentprofie — Fits Ranking metrc scores] [ Ennchmentprotie — s Ranking meticscores [=Envcnmentprofie — Hits_ Ranking metn scores

Ranked istmetic (Sgnal2Noise)

Rankin Ordered Dataset Rank in Ordered Dataset

Ranked istmevic (Sgnal2Noise)

Enrichment plot: HALLMARK_ALLOGRAFT_REJECTION Enrichment plot: HALLMARK_PANCREAS_BETA_CELLS Enrichment plot: HALLMARK_MITOTIC_SPINDLE
038

Bo

Foas

P<0.0001 § 020 P<0.0001

P<<0.0001

AN AL

£ oas
g

H
E oos
000

Enrichment score (ES)
& o
Enrichment score (ES)

WL il

LI L

Lhowa

Sl s

Rankin Ordered Dataset Rank n Ordered Dataset

Ranked istmetic (Sgnai2Noise)

Rankin Ordered Dataset

[ Ennchmentprofie — Fits Rariking metric scores [ Ennchmentprofie — s Ranking metic scores] [ Enenmentprofie — it Ranking metnic scores]

Ranked istmeric (Sgnai2Noise)
Ranked istmetic (Sgnai2Noise)





