Supplementary Material

Supplementary Table 1 Differentially expressed genes (DEGs) from RNAseq data between

control SKOV3-luc cells and SKOV3-luc cells treated for 72 h with cisplatin at different
concentrations (10 uM and 30 uM) (Control vs Cis 10 uM or 30 uM).

Supplementary Figure 1 (a) Dynamic light scattering diameter distribution (by number) of Cis-

NP nanoparticles (dH= 70+30 nm, Pdl = 0.49; PBS 1X pH 7.4, 20°C). (b) Dynamic light

scattering diameter distribution (by number) of NP nanoparticles (dH= 140+9 nm, Pdl = 0.33;

PBS 1X pH 7.4, 20°C).

Supplementary Figure 2 Flow cytometry data analysis: a sequential gating strategy allowed
excluding dead cells based on FSC-A and SSC-A and to selected singlets based on FSC-A and
FSC-H. Histograms show fluorescence intensity of Cy-5.5 within the singlet’s populations.
Supplementary Figure 3 Heat map of RNAseq expression data showing the genes that were
differentially regulated following treatment with cisplatin 10 uM or 30 puM.

Supplementary Figure 4 Heat map of RNAseq expression data showing the genes that were
differentially regulated following treatment with cisplatin loaded NP 10 uM or 30 pM.
Supplementary Figure 5 Histological analysis of tumor tissues of SKOV3-luc cells’ xenografts. (a)
Representative images of hematoxylin and eosin staining and immunohistochemical staining for E-
cadherin, vimentin, Ki67 and Multi-Cytokeratin (MCK) of one representative tumor section of an
intraperitoneal nodule from the control group of the study. (b) Representative images of hematoxylin
and eosin staining of one representative tumor section at the omentum from the control group of the

study.



Supplementary._Table1_GTRysCIS100130_

‘Symbol Entrez Gene Name 1 Entrez Gene) Expr Log Rtio | Expr p-value | Expr Log Ratio | Expr prvalue | Location Typets)
ANKRD1 ankyrin repeat domain 1 ANKRDT ANKRDI 539 506E25 ras| o
‘cATIP-As2 (GATIP antisense RINAZ cATIP-AS? cATP-AS2 5141 0ooiss 5217 00026 | Other otner
voma upper z0ne o growth plate and cartiage matrx associated | UCMA voma 50| ouz 6059 0,000972 | Extraceluar Space | otner
TMEMSOCR transmembrans protein 30C, pseudogene TMEMS0C. TMEM30C a977|  ogows 5227 000172 | Other otner
RPLIsAPS ribosomal protein L35 pseudogene 4 RPLISAPS RPLISAPL 80| opotie 5491| 000204 | Other otner
SLAMFT ‘SLAM family momber 7 SLAMET SLaMET s8] 0012 5748|  000108 | Plasma Mambrane | other
PAGE! PAGE famly member 1 PAGET PAGE! 467 o001 5212] 00029 | Otner otner
MCSR melanocortin 5 receptor osR MCSR. -455| 0,0000208 5782| 114608
Lvek. Iymphocyte antigen 6 family member K ek Lvex 43| 266618 752631 | Nucleus otner
Texs “Toox ranscripton factor ¢ X Texe a8 oo 365
RN7SL793P RINA, 7SL, cytopiasic 793, pseudogene RN7SLTS3P RANTSLTS3P a1 ooris 5043 00017 | Otner otner
cELASA chymotrypsin ke sastase 34 CcELASA CELASA 207 oonz 8460 226609 | Other pepidase.
oxels ‘G-X-G moif chemakine igand 8 o oxots 42| 106E28 533 7.26E-44 | Extracelblar Space | cytokine
Mozt myozenin 1 mvozt wvoz1 a0 ooers 3783 0032 | Cytopiasm otner
RFPLAARFPLAALY o inger protein ke 44 REPLIA REPLIA 3364| 00000268 -4523|  212609 | Other otner
GLvATLIB glycine-N-acyransforaso like 18 GLYATLIPS GLvaTLiP 22| oo0es 0000212 | Other atner
s intereukin & [ [ 38| o2ess 1,266-108 | Extracelluar Space | cytokine
TED? transmembrane p24 affcking protein 7 TvEDT TMEDT a1 ogmd 0,00408 | Cytopiasm ansporter
crasas crasas 5081 0o0ss 000101 | Otner otner

KLKP1 Kallkein pseudogene 1 K KLKPY 02| 109812 257688 | Other otner
Nop2 nucleotide binding olgomerization domain cortaining 2 | NOD2 oDz 3012 0oosst 0000336 | Cytoplasm otner
o2 isopentenyl-iphosphate deta somerase 2 o2 o2 2958 0000262 00000969 | Cytopiasm enzyme.
LNGoos71 Tong intergenic non-proten coding RNA 671 UNGooeT1 LnNooe71 2935 00000818 0000733 | Other otner
APOBEC3B-AST APOBECSB arfisense ANA 1 APOBECIB AST APOBEC3B-AST 2921 000393 000000365 | Other otner
sPiB ‘Sp1-B wanscripton factor spie spis 2915 0,000000254
ALOXES arachidonate lpoxygenase 3 ALoXEs ALoXEs 291 smEn 545611 | Extracoluar Space | enzyme.
NPPC. natriuretic poptide C NePC NeeC 283 ssE0m 989512 | Extraceluar Space | other
FAMSB famiy with seuence simlarty 8 member B FAMEB FAMSB 23] oges 00000404 | Nuclous. atner
AKAP17BP. Ackinase anchorng protein 178, pseudogene AKAP17BP. AKAP17BP. 2767) 000834 00068 | Oter otner
cLong. claudn cLone clons 2767 | 0.000000569 0.00000657 | Plasma Membrane | otner
T3 tachykinin precursor 3 Tes THes 274 17810 294509 | Extraceluar Space | otrer
cowzo G- moti chemokine Igand 20 coLz0 cozo 262 00038 0000000166 | Extraceluar Space | cytokine.
coot cysteine doxygenase type 1 o001 oot 258 152600 0000000106 | Gytoplasm enzyme.
BoLaL1o BOL2 lke 10 BoL2L10 soLzLi0 2507 00078 0,00268 | Cytoplasm otner
= ‘apoptosis enhancing nuclease = = 2503 98360 761682 | Nuclevs enzyme.
TeR1 Tbox brai transcription factor 1 T8RI TeR1 2485 000605
Aocp. amine oxidase copper cortaining 4, pseudogene Aocap nocep 2482|  s0sEa 551600 | Other otner
MIR378l microRNA 3781 MRa7al MRa78l 2437)  ogorte 00123 | Cytoplasm microANA
MYen myopalacin PN MYeN 2434 000000335 327630 | Oytopiasm otner
RANF222 ing finger protein 222 RNF222 ANF222 242]  oo205 0000502 | Otner otner
sLo3D3 solute caner famiy 35 member D3 sLces0s sLcasns 2419 00033 00177 | Cytoplasm otner
ozvm granzyme M azmm a2 2404 | 0,00000315 000000218 | Cytoplasm pepidase.
oweT1 ‘Gelted n malignant brai tumors 1 owBTH omeT! 2.8 0000000852 208617
vacaH ubiquino-cytoshrome ¢ reductase hinge protein uackH vackH 2a19|  273818 836613 | Cytoplasm enzyme.
1207t chromosome 12 open reacing frame 71 crzor7t 12T 2363 | 0,00000817 00000327 | Other otner
cassa ‘Gas scafoid protein family member 4 casst chss 2352 20018 179612 | Plasma Mambrane | other
swcrs structural maintenance of chromosomes 18 swois suois 2351|1268 1,666-56 | Nucleus. ransporter
vsTM1 Vst and transmembrana domain containing 1 vsTM1 Vst 2337 00817 121612 | Other atner
TNFRSFI3C TN receptor superfamly member 13C. TNFRSF13C TNFRSF13C 2838|  472610 00000585
MMPY matix metaliopeptdase 9 ) ) 2331 [ 00124 | Exvacelluar Space | peptdase
TNFRSFO TN receptor superfamiy member § TNFRSF TNFRSFS 2s14]  17EOS 20622
SFTATP. surfactant associated 1, pseudogene SFTATP. SFTATP. 2283  437E%0 a12| SSIENT | Otner otner
ovoLs ovo ke zinc inger 3 ovoLs ovoLs 2217|  182608 253 | 842611 | Other otner
Locaasezs uncharacterized LOG235626 AC008697.1 ACO0B697.1 2248 000258 2516|  0,000369 | Other otner
A0c3 amine oxidase copper cortaining 3 Aoca 003 2223 478628 1753| 265618 | Plasma Membrane | enzyme.
A ymphotoxin aipha £ [ 2195 376600 2016| 396608 | Exraceluar Space | cytokine
C2oras - c2ortas coortan 2154 120620 1865 491613 | Other otner
ovAKe ual speificty tyrosine phosphorytaton regulated kinase 4 | DYRKA ovaKs 214a]  3arE0 2317|  297E12 | Nucleus. Kinase
SNHG1Z ‘small nucleolar ANA host gene 12 sKHG12 snHG12 2108]  azeeds 2575|  658669 | Other otner
E2r2 E2F tanscripton factor 2 e2r2 ex2 2079] 202610 2404] 4
LING00S70 Tong intorgenic non-protei coding RNA 570 LNGoos70 LnNcoos70 2078|0022 217 0,00087 | Otner otner
sLo10a1 solute carer famly 10 member 1 sLo10A1 stotoar 2073 414608 1,955 | 0,000000142 | Plasma Membrane | ansporter
sBSN. suprabasin sesn sBsN 2085 000403 3046 0,00000355 | Cytoplasm otner
RASLIB. RAS ke family 11 member B RASLITB RAsLITB 2061 48108 2127| 721609 | Plasma Membrane | enzyme.
CEACAMP11 ‘GEA cell adhesion molecie pseudogens 11 CEACAWP11 CEACAMPTI 2052 0,000081 2187 0,000255 | Other otner
SENPS-EIFaAT ‘SENPE-EIF4A1 reacihrough (NMD candicate) SENPS-EFIAT SENPa-EIFIAT 2051 000i0a 1808|  000814 | Other otner
NEURLS neuralized E3 ubiquitn protein igase 3 NEURLS NEURLS 205 0000851 2771| 0,00000123 | Other enzyme.
PMYT1 protein kinase, membrane assosiated tyrosineftreonine 1| PKMYT1 PRMYTI 2005 1a7e18 2434| 795627 | Cytoplasm Kinase
Gst20Fa2 uncharacterzed LOG100652791 Gs124F42 as1-24k42 2042 0,000000541 1559 |  0,000127 | Other otner
vsiGz V-set and immunoglobulin domain contaning 2 vsi2 vsic2 2001 o008 201| 000598 | Plasma Mambrane | other

14 ARL | ADP rosy/ation factor ke GTPase 14 4 AR 14 ARL 204 ssE00 31| 219620 oter otner
LING00158. Tong intorgenic non-protei coding RNA 158 LNcootss Uncootss 2012] 112615 1815 26413 | Otmer otner
RBFOX3 RINA binding fox-1 homolog 3 RBFOX3 RBFOX3 2008 15408 2214] 129610 Nuclews otner
HH2D hematopoletic SH2 domain containing HsHeD HsHeD 2008 o035 3114|  0,000164 | Cytoplasm otner
™ tumor necrosi factor ™ ™ 1995 246614 2088 | 129626 | Extraceluar Space | cytokine
BESTS bestrophing BESTS BesTS 199a]  o00017t 827 14EAT | Nuclews fon channel
LaG3 ymphocyt activating 3 LAGa Les 1991 | 0,00000374 1575|  0.000242
sue ‘SiX homeobox 2 s s 199 00008 2155
o1 Gentiieess E3 ubiquitn protei lgase homolog o on 97|  s2aE20 2319|  6336-42 | Nucleus. otner
KaTB0 Keratin 80 KeTeO KATeD -1.97| 000000481 2,111 0,000000412 | Cytoplasm otner
TRs3AIPT tumor protein p53 reguiated apoptosis inducing protein 1| TPS3AIPY PSPt 45| 409613 718]  1,066-10 | Cytoplasm otner
SNHG1 ‘small nucleolar ANA host gere 1 sKHG1 NGt 38| 446ET 2089| 884690 | Other otner
SNHG17 ‘small nucleolar ANA host gene 17 SnHG17 sNHG17 8| 781EST 1913|  444E57 | Otner otner
PoLa DNA potymerase teta pola pola est| essEAT 2038  2.18619 | Nuclews enzyme.
‘WoRe2 WD repeat domain 62 woRe2 woRs2 e sgeer 2352 269641 | Nucleus otner
‘coHRa ‘cadherin relate family member 4 coHRe coHRe 1525|  0.000864 2349| 00000114 | Other otner
TAS2RS taste 2 receptor memoer 5 Ths2Rs Tas2Rs sez| ot 288 1
BOKDHA branched chan keto acid dehydrogenase ET subunit alpha | BOKDHA BOKDHA 90| ooema 2054 00117 | Cytoplasm enzyme.
CTasa10/CTASAS cancertests antigen family 45 member AS oTisas crasas 1903 000298 2122|  0,000485 | Other otner
oxerz G-X-G motf chemakine igand 2 oo oxotz 80| 287E28 2613| 375655 | Exracoluar Space | cytokine
csH/CsH2 chorionic somatomammotropia hormone 1 = s gme|  oo0us7 2977| 0,044 | Extracoluar Space | other

1 DKK | dickkopt WNT signaling pathway inhibitor 1 1DKK 10KK 88| 415613 2999 | 725633 | Extracellar Space | growth factor
oAW1 Gynein assembly factor with WO repeats 1 oAW1 oAW1 ges| 00176 3581 | 0,000000249 | Other atner
ACRVI acrosomal vesicle potein 1 AcAvi AcAvI 82| saTE08 1844 201608 | Cytoplasm otner
MALTI MALT! paracaspase ATy MALTY 86| 000876 2342|  0,000243 | Cytoplasm peptdase.
AREG amphieguin AREG AREG ass| sTEZ 2081|  3676-16 | Extacelular Space | growth factor
mES malic enzyme 3 Es MEs aass| ooz 3.186| 00000125 | Gytoplasm enzyme.
Tex21 “Toox ranscripton factor 21 Cal a2 1855 00000105 154 0000241 | Nucleus ransarition regulator
CREB3L3. ‘CAMP responsive slement binding protein 3 ke 3 cReBILs cReB3L3 81| 000385
c2c04n G2 calcium dependent domain containing 48 c2c0a8 cacois 1844 | 000000113 Plasma Membrane | other
wTFR2 mitochondrial fission rguiator 2 wFR2 wTFR2 84| 52650 Cytopiasm otner
CATSPERD cation channel sperm associtad auxiiary subunitdelta | CATSPERD. CATSPERD 2| oomed Extracellar Space | other
RAN7SKP236 RIN7SK psoudogene 236 APODO233.4 AP000233.4 1835  0,000051 Otner otner
FAMBIE famiy witn sequence similrty 83 member £ FAMBIE FAMBIE 183 ogo113 omer otner
scas. secretogranin v scas scas 88| 21410 449514 | Extracelar Space | otter
noc2 ‘amine oxidase copper containing 2 Aoc2 nocz e8| 79sE78 625667 | Plasma Membrane | enzyme.
ADAMTS ADAM metalopepidase with thombospondin type 1 motf { ADAMTS ADATS! e eekEls 6,885-20 | Extraceluar Space | peptidase
ANVUT-S FINA, variant U1 small nuciear & ANVUTS AWUTS 83| oows 000159 | Otner otner
com1 chromatin icensing and DNA replication factor 1 con cort 80| 195E15 425620 | Nucleus otner
1a64P3 1Q motit containing GTPase activating proten 3 106aP3 106aP3 80| 125E10 703613 | Plasma Mambrane | other
2rp30 26P30 zinc finger protein 26030 zep30 79| asrEss
cvpace cytochrome P450 famil 2 subfarmily G member & oveace cveeca 78] asTEn 139619 | Oytoplasm enzyme.
PARPTS POly{ADP-rbose) poymerase famly member 15 PARP1S PARP1S 7s| ooers 0033 Oter otner
sLo7ase1 ‘solute carer family 7 member 5 psoudogene 1 sLo7as sLo7AsP e8| 271E18 1.766-13 | Other otner
MAIN membrane anchored junction protein Crtorss Cirortss 1,762 | 0000000941 0000127 | Nucleus otner
PRPH2 peripherin 2 PRPH2 PRPH2 azer| oo 0000573
APOBEC3A APOBEC3A APOBEC3A 752 18409 47618 | Oytoplasm enzyme.
WNKs WNK Iysine deficient protein kinase & Whike Whike 7as| a7aE20 315621 | Plasma Membrane | kinase
=3 pregnancy specific beta-1-glycoprotein 9 Psas P59 1738 00000183 1243 000229 | Extraceluar Space | otrer
ANUSB-2P FINA, US8 small nuclear 2, pseudogene RNUSB-2P ANUSB 2P 73| 0gos7s 1555 0018 Otner otner
GADDasA ‘growth arrest and DNA damage nducibl alpha GADDASA GADD45A 73| 20013 1985| 579618 | Nuclevs otner
ORCs origin recognition complex subunit & oRos orcs 70| 2g2ET 712| 258E-116 | Nucleus. atner
coc2sa. cell aision cycle 254 coo2sa coc2sa 2] sieEn 2225| 276618 | Nucleus. phosphatase
PoCDILG2 programmod cell death 1 ligand 2. PDCDILG PoCDILG2 21| aaze0s 9342 995635  Plasma Mombrano | enzyme
SH2D5 ‘SH2 domain containing 5 sHzDs sHeos 28] 64E17 2042|  252632 | Plasma Membrane | otner
LEAP2 fver enriched antimicrobialpeptide 2 Lea2 Ler2 | saaes 1785| 421617 | Extracelular Space | otner
Clortis2 chromosome 1 open reading fame 162 Crotez Clos 708 s2sEs 208 28622 | Otmer wansporter
APIM2 ‘adaptorrlated protein complex 1 suburit mu 2 APz APv 1707| 00000316 2349| 158509 | Cytoplasm transporter
[l Pt oncogene 22l 2l -1706|  596623 1917| 928E30 | Otner otner
TRAIP TRAF nteractng protein TRAP TRAP 7] 19Ea0 1746|5954 | Oytoplasm enzyme.
aFP alpha fetoprotein s P 69|  0gossa 151 0,00823  Extracelular Space | ransporter
AJaP1 ‘adherons junctions associated protein 1 APt APt 87|  assEt0 2918| 87631 | Plasma Mambrane | otner




Tama transglutaminase 4 Tama Tama 169a]  ooos7t 0,020 | Extraceluar Space | enzyme.
SAL sarcatumenin SAL SR 1691|  0ooset 1,366-08 | Oytoplasm otner
PYv2 peplde YY 2 (pseudogene) Prv2 vz 1691 | 0,00000542 00000161 | Other otner
MMt minichromosome maintenance 10 eplication niaion actol MCM10 mowio ee7|  2s7Eat 55117 Nucleus otner
swoct ‘SPARC related modular calum binding 1 smoct smoct g7|  31ae20 326620 | Extraceluar Space | other
cascia cancer suscoplvity 19 cascrs cascis 88| os2e1s 248669 | Othor otner
SIGLECT0 slac acid binding Ig ke lectn 10 SIGLEG10 SIGLEGT0 81| 259816 227609 | Plasma Membrane | other
ToHH trchonyain TouH ToHH 81| 0000878 1.878-10 | Exvracellar Space | otner
co22s C0226 molecule co226 co2zs. 681|  3aeET 1,356-10 | Plasma Membrane | otner
cLoNs. dlaudns clons. cLons 67| oo 00132 otner
cvpzret cytochome P4s0 family 27 subfariy B member 1 ovparet cvperel e8| 751E19 1.01E-23 | ytoplasm enzyme.
mB2102 Mal-21 domain cortaining 2 wB2102 wB2102 1065  aoee2r 974829 | Otrer otner
ATPase He/K-+ transporting suburit lpha ATPaA ATPan 85| 0026 0,00272 | Plasma Membrane | ransporter
neuromedin B N e 1653 | 0,00000144 0000000698 | Extracelluar Space | other
BROA2 DNA repalr associated BRCA2 BRCA2 82| 10634 X
call duision cycla s coce cocs e 211E2s 1,59E-42 | Nucleus atner
itric oxide synthase taficking NOSTRIN NOSTRIN 1638|  633E20 134612 | Oytoplasm ranscrption regulator
CO177 molecule cor7 o177 1637) 0000159 0000426 | Cytopiasm otner
matsx metalopepidase 14 P14 MMP1 -1628| 00000443 00000155 | Extraceluar Space | peptidase
2 finger protein 296 2nF2s6 2nF2s6 67| ssaE20 X
PSNICS ineracting protein PsMCIP PsuCaP 61| seEd0 359672 | Nuclews ranseription reguiator
acid phosphatase ¢ AcPT e 1611|  o000ze9 000000267 | Plasma Membrane | prosphatase.
SNHa1s small nucleolar ANA host gene 15 snHG1s SNHG1S. 60| 1iEst 1,488-52 | Other otner
ATADS ATPase family AAR domain containing 5 ATADS ATADS 60| 708E28 178630 | Nuclevs enzyme.
Exo1 ‘oxonuclease 1 B0t B0t e0t| 27822 261634 | Nuclevs enzyme.
NuTM1 NUT midine carcinoma family member 1 NUTM NUTMT 5| oowr 0,00523 | Otner otner
‘SNORD3IC small nucleolar ANA, G/D box 3C. sNoRDIC SNOADIC ses] 000 0000000245 | Other otner
LING00s18. Tong intergenic non-protein coding RNA 618 LNcoos1s Lncoos1s 1584|  0o0109 00041 |Other otner
TP typtophan hycroxyiase | TPHI TPHI -1579] 0,0000833 1.778-09 | Nucleus enzyme.
csTR-DT (CSTFS divergent transcipt CSTRo-AST csTF-AS 1579 | 00000137 46616 | Other otner
NTSDC4. 5-nucleotdase domain containing 4 NTSDCH NTSDC4 672|  esE0 0000000014 | Other otner
myBL2 MY proto-oncogene ke 2 uveL2 veL2 58| 552619
ceNPM centromers protein M cenPM ceNPM 56| soiE2t 125828 | Cytoplasm otner
cocas el dvision cycle associated 5 cocas cooas 53| 10720 1,66-36 | Cytoplasm otner
EmEr ‘ssential et sincture-specific endonucease 1 EE) Bl 1559 0,000653 000000101 | Nucleus enzyme.
TMEMSS transmembrane protein 89 TEMss TMEMSS 553 000sa3 0,00165 | Nucleus otner
TAS2R6P. tasto 2 recoptor member 6 pseudogene TasoRee TAs2REP 1552 ooooes 00000125 | Other atner
Has1 hyaluronan synthase 1 Hast Hast 151 o027 0,0202 | Plasma Mombrane | onzyme.
oRct origin ecognition complex subunit 1 oRc1 oRct 1,544 0000000712 748613 | Nucleus otner
ovapt oviductal glycoprotein 1 ovept overt s 28E2 256521 | Extracoluar Space | enzyme.
Psce pregnancy specifc beta-1-glycoprotein & Psas Psas. 154 0000401 00000745 | Extracelar Space | otter
MRPLAOP1 mitochondria ribosomal protein L40 pseudogene 1 MRPL20P MRPL40PY 153 000095 0,00607 | Otner otner
aass growth arrest specifc s aass arss 53| 4sE20 157622 | Oter otner
2nFas 2in fingerprotein 257 227 2nF2sT 53| asuE2s 1.
FosL1 FOS fike 1, AP-1 transcription factor subuit FosLt FosLt 53| aEsEst X
Cttortss chromosome 11 open reading frame 85 rtorss Gtiortes. s oot 555619 | Other otner
o1t DEAD/H-box heiicase 11 ooxt1 ooxi1 53] 2007 947625 | Oytoplasm enzyme
FNDCs fbronectin type Il domain containing 8 FnDOS FnDC8 g27)  asteds 574614 | Nucleus atner
ATF3 actating transcripton factor 3 ATF3 ATF3 28| toeE2s
MND1 meloti nucear divisions | N1 MND? 25| BeeE2e 8E34 | Nucleus otner
c210ri91-0TH C210r91 overlapping transaript 1 c2torar-0Tt catorter-oTt -1528]  0,000471 000151 | Otner otner
TMEM236 transmemorane protei 205 TvEN23s TMEM238 -1521| 0,00000281 00001 |Otner otner
XRCc3. Xray ropai cross complementing 3 xACC3 xrccs 1519 | 0,00000802 36615 | Nucleus enzyme.
DuAPHS dlaphanous related formin 3 DIAPHS. DiAPHS. 51| aseear 294626 | Cytoplasm enzyme.
was WASP actin nucleaton promoting factor whs was 1505 | 0,00000113 3609 | Cytoplasm otner
svoe2 ‘synaptonemal complex centralslement protein 2 svoe2 svoez 50| amEt0 38912 | Nuclevs otner
Foxas. forkhead box A3 Foxas Foxas 1495 00003
LINCo0s37. Tong intergenic non-proten coding ANA 337 LNcooss7 LNcoo3s7 1494 | oo000148 322615 | Other otner
PLAZGIC phospholiase A2 group IVC. PLAZGAC pLrGIC s 113800 511613 | Plasma Mambrane | onzyme.
NPTX1 neuronal pentraxin 1 et NPT 1,489 0000000131 858610 | Extracellar Space | other
LRRC43 leucine rch repeat containing 43 LARCS3 LRRCE3 1483] 000887 00145 |Otner otner
RiBC2 RIB43A domain with colled-cols 2 RiBC2 ABC2 478 a09E1S 1.448-28 | Exvracelluer Space | otner
cenPy centromers protein U cenpy cenpy 1475|  673E48 153664 | Nucleus otner
MIRS-3HG MIRS-3 host gene. LNGo0s25 LNCD0925 “1471| 00000707 0000505 | Otrer otner
LNGot494. fong ntergenic non-proten coding RNA 1434 UNGo1ass UNGoTdss 1469 00000196 0000000157 | Other otner
oox12p DEAD/H-box helicase 12, pseudogene ooxize ooXi2P. 1,469 | 0,000000485 441611 | Otner otner
cPas carboxypeptidase Ad cPat oPt 469 179608 273634 | Extraceluar Space | peptidase
RASSF1 Ras assaciation domain family member 1 RassF1 RASSF1 67| asess 7] 455673 Nucleus otner
sco1 shugostin 1 oLt seoL 463 a3eear 1368 | 199633 | Nucleus. otner
cxeut G-X-G ot chemakine igand 1 oxeu oxeut 62| 208615 2647| 257650 | Extracoluar Space | cytokine
PoRYH puinergc receptor P2Y11 PavI PoRvIT 81| 176812 53]  s6Ens
= ‘gastrulation brain homeobox 2 ame e 458]  96E1S 1.
2NFe 20 finger protein 367 2NFas7 2nFos7 as7| 70410
T thymidine kinase 1 T T ase| 169608 -1888| 321614 | Cytoplasm Kinase
BRIP1 BRCAT interactng protein C-terminal hficase 1 BRP AP 45| 939E10 1,626-10 | Nucleus enzyme.
TYmsos TYIS opposte strand TYusos TYmsos a8 000133 000000159 | Nucleus enzyme.
MoMs-AST MOMS antsense ANA 1 oM St MoMB-AS1 B 1,396-27 | Other otner
NEXN nexiin F-actin binding protein NExN NEXN s s7Ets 1,96E-42 | Plasma Mambrane | other
AP aurora kinase A and ninei interacting prfein AunP AUNIP. 45| 9seear 1,236-52 | Oytoplasm otner
C7orts3 chromosome 17 open reading frame 53 7orss ci7orts3 48] os7EAD 1,47E26 | Other atner
coars CD274 molecule cozr4 cbers 2] 1aeEm 418628 | Plasma Mambrane | onzyme.
PiTx2 paired ke homeodomain 2 e e caa| oo 00000311 | Nucleus. ranscrption regulator
mPiGes megakaryocyte and piateet inibitory receptor Geb Csort2s Ceor2s 144 o003 0000109 Plasma Membrane | other
oLRRz alyoine reeptor apna 2 oL e 43|  273800 1,42E-08 | Plasma Membrane | on channel
oPF1 ‘Gouble PHD fingers 1 oPFt opFt 143 28840 335699 | Nuclews otner
oRP2 ystrophin elted protein 2 oRP2 oRP2 43| 11E08 000000352 | Plasma Membrane | otner
Lsmemz leucine rch single-pass membrane proten 2 LsmEM LsvEM2 1435 oo00120 00000231 | Other otner
Faxt fourointed box kinase 1 Foxt Faxt 1432|  0.000692 0000153 | Extracellar Space | other
MSANTD Myb/SANT DNA binding domain containing 1 MSANTDT MSANTD1 143 0000619 00000401 | Other otner
Tepc2 tubuiin epsion and deta complex 2 C6ortsa Clsortss 22| assear 194824 | Other otner
E2r1 E2F tanscripton factor 1 E2F1 21 417) 872610 1
RADS1APT RADS1 associated protein 1 RADS1AP! RADS1APY qata] aasE2s 349632 Nucleus. otner
AND1 R famiy GTPase | RNDI AND1 418]  8sE1e 117821 | Cytoplasm enzyme.
LNGo1032 Tong intergenic non-protein coding RNA 1032 Lincotos2 Lcotos2 42| oo0ss 000000249 | Other otner
coces el gvision cycle 45 cocss coces Sa2| sseE0 367616 | Nucleus otner
2NFas1 2 fingerprotein 431 2nFast 2nFast a07| 1w 7
masTL microtubule associated serne/teonine kinase ke masTL ASTL 407 136E28 1,085-33 | Cytoplasm Kinase
s intereukin 32 = =3 1403 479620 1,056-39 | Extraceluar Space | cytokine
cenctso called-cofldomain containing 150 ccooi50 ceootso 402 64308 418610 Other otner
HeLLS helicase, lymphoid specific HeLs HELLS. 01| 9sie0s 111612 | Nucleus enzyme.
cReBS. ‘CAMP responsive olement binding protein 5 cress cress am|  1mE2 442627 | Nucleus ranscription regulator
ZGRF1 zinc finger GAF-type containing 1 z68¢1 26771 98| 526614 274619 | Other otner
xacez Xray repai cross complementing 2 xacc2 xpoca -1.396 | 0000000195 699612 | Nucleus. enzyme.
SLPNT2L schiafen family member 12 ke SN2l stAnaL -1:894] 00000113 0000000312 | Other enzyme.
Ii2RB2 Intereukin 12 receptor subunit beta 2 [ L12r82 1388 | 0,00000261 .
PpzD9 PDZ domai containing & PozDY PozD -1388| 00000254 0,00257 | Otner otner
RYRS. ryanodine receptor 3 RS AYR3 1388|5062 11| 425608 | Plasma Membrane | on channel
Lsm1 leukooyte specifc ranscript 1 st sm 1383 | 0,00000132 1,168 | 00000407 | Plasma Membrane | otrer
MROH2A mastro heat ke repeat famiy member 2A MROHZA MROHZA -1382| 00000881 otner
sTRIP2 striatin interacting protein 2 sTAIR2 sTRIP2 aars| 1erEat otner
cestp2 carboxylestrase 1 pseudogene 2 cestP2 cesip2 37| oose otner
MAFF MAF b2IP transcrption factor F naFE naaFE cars| 7eeas ranscrption regulator
ZNFas2ZNFSB 2inc fingorprotoin 492 2NFag2 2nFa2 ars| 774Em Y
FAAHPT faty aci amide hydrolase pseudogene | FANHPY LNo0s0s 174] 0000157 00257 |Other otner
TMEM106A transmemorane protein 108 TMEM108A TMEM106A 1388 o1 00211 | Cytoplasm otner
A ant-Mullerian hormone A A 1386 00000779 000000252 | Extraceluer Space | growth factor
TUFTH el 1 T TUFTH 366|  202630 825632 | Gytoplasm otner
2ZNFes0 2inG finger protein 850 2nFBs0 2nFes0 1385|2498 824827 | Other otner
FOLR3 foate receptor gamma FOLRS FoLRs EEI 0 914613 | Extraceluar Space | other
HAuss HAUS augrin ke complex subunit 8 Hauss HaAUSS. 2| eoe2t 83625  Cytoplasm otner
cLoNe. claudn© cLons ctons 31| ooies 0000159  Plasma Membrane | other
2east ZNPXT antisense ANA 1 zen81 zeast 98| 10E19 1,086-25 | Other otner
KiF24 Kinosi family member 24 w24 wr2e 98] 1s1E21 129627 | Oytoplasm otner
Sak1 ‘serumiglucocorticold regulated knase 1 saK1 ek ass| e 375633 | Oytoplasm Kinase
RECaLY Roca ke helcaso 4 RECOLS RECOLS s 17se2 117628 | Nucleus enzyme.
LINGO1337 long intergenic non-protein coding RNA 1337 Lncotas? Uncotas? 35| 528810 1.05E-17 | Other otner
MROHS maesiro heat ke repeat famiy member & MROHe MROHE -1352| 00000979 00000524 | Other otner
KNTCT Kinetochore associated 1 KnTC! KNTC! o8| 22es 11622 | Nucleus otner
MYo1A myosin 1A oA MYOIA EER 0,00405 | Oytopiasm pepidase.
[l widine phosphonlase 1 [ et aa7| 10Es 461612 | Cytoplasm enzyme.
Gucats ‘quanylate cyclase activator 18 Gucats. Gucate a16|  11300 891612 | Oytoplasm otner
2NFs30. 2inc finger protein 530 2530 2530 R 20651 | Other otner
cavs caveoln3 cavs ca 41| 00000184 0000846 | Plasma Mombrane | enzyme
1Di2-AS1 D12 antisonse ANA 1 1Di2-481 1Di2-AST -1.84] 0,0000508 000000118 | Other otner
Ticoss TLC doman containing 38 FAMSTE. FANSTE 1339 | 0,00000039 504€:09 | Oytoplasm enzyme.
SHisAy shisa family member 9 SHisAs usis1e 1338 | 0,0000396 0000355 | Plasma Membrane | other
VIRNAL-2 Vault RNA 1-2 VIRNAT2 VTANAT 2 3| 00w 599609 | Other otner
sv12 synaptotagmin 2 s s 133 00000975 1378 | 00000362 | Cytoplasm transporter
FES FES proto-oncogene, tyrosine kinase Fes FEs EEIRY 00448 | Cytoplasm Kinase




Esr2 estrogen receptor 2 Esre Esme 1,33 0.000000235 239
TmEMSS transmemorane protein 88 TvENse TMEMSS 1,326 0,0000001 11 1,192 | 0,00000137 | Plasma Mambrane | otner
BRICDS. BRICHOS domain containing 5 BRICDS BRICDS gea|  1seErz 1388 | 339614 | Other enzyme.
NAPA-AS1 NAPA antisense RNA 1 NAPAAS1 NapaAS] Rt 298| 35613 | Otmer otner
e 2inc fingor protoin 729 ) 2720 1318|  o000s08 1,874 0,000000222 | Other otner
NI el ke DNA gycosylase 3 NEws NEws 18] 121818 .708]  3.126-28 | Nuclous enzyme.
cTsw cathepsin W cTsw crsw 1812] 000085 2025] 652609 Cytoplasm peptdase
RADS1 RADS1 recombinase. RADST RADST s rseEte 1645|  267E91 | Nucleus enzyme.
LNGo1224 - Uncoiz2s UncoT224 181 00000156 1992|4462 | Otner otner
MIRS24HG MIRS24 host gene LNGOoBss Lncooss? 81 7aeEs 1083|  sE21 | Otner otner
skas pindie and kinetochore associated complex subunit | SKA3 siaa 81 281ES 1505 251642 | Nuclews otner
KoND1 potassium voltage-gated channelsubfamiy D member 1| KOND1 KoND1 309|  20900 1328| 49610 Plasma Membrane | ion channel
nstRA intereukin 31 receptor A wsiRA (R 308 o028 EXTIRL
FANCD2P2 FANCD2 pseudogens 2 FANCDZP2 FaNCDZP2 1307 | 0,00000162 48| 167608 | Other otner
oxews G-X-G moif chemakine igand 3 oxols oxoLs 30| 559610 1,405 | 676612 | Exraceluar Space | cytokine
RPGRIP RPGR interacting proten 1 RPGRIPT RPGAIPT 801]  asoE0s 1,123 000000191 | Extracelular Space | other
PocL2 phosduci ke 2 PoCL2 PooL2 298] oot s22] 00111 | Oter otner
LRATDY LRAT domain contaning 1 FAMBIA FAMBIA 1298 00000035 1511 0000000488 | Other otner
ATCay. ATCAY kinesin light chain interacting caytaxin ATCAY. ATCAY 28] ooas 1218 0,0342 | Plasma Membrane | otner
(= ubiguitn conjugating enzyme E2 T usezr usezt 28| 1aE1s 1508 | 146620 | Nuclews enzyme.
‘SNORD3A small nucleolar ANA, G/D box 3A SNORDIA SNoAD3A 281 001 2483 198608 | Other otner
canpz culin assosiated and neddylaton dissociated 2 (puative) | CAND2. canDz Gzst| ssEAT ss| e
aveny arginine vasopressin induced 1 Aveit AP 279 easE20 67| 871635 | Otner otner
2nF90 2in fingr protein 90 2nF90. 2nFo0 RERE ) 1,402 | 304824 Nuclevs ranscription regulator
Esam ‘ondothelial el achesion molecul Esam Esam 27| ooson7 1279 | 00000675 | Plasma Mambrane | otner
HiURP Holiday juncton recogniton protein HauRe HIURP. 22| 1ssers 33| 134817 | Nucleus. otner
FAMTIF2 famiy with sequence simlarty 71 mermber F2 FAMTIF2 FAMTIE 1272 0000000122 1,156 | 000000104 | Other otner
2NFses 2 finger protein 566 2Fsse 2nFses 2m|  1osets 28 2
HESs. hes family BHLH transeription factor 4 Hesa Hess a2n| elee10 1267) 281610 | Otner otner
ToAmIP testcular celladhesion molecule 1, pseudogene ToAMIP ToAMTP 27| oosorrs 1253 0000142 | Other otner
BM BLM Reca ke helicase LM T 28| 184E18 1414] 147618 Nuctews enzyme.
cHAFIA chromatin assembly factor 1 subunt A CHAFIA CHAFIA 268 18T 1633 261629 | Nucleus otner
Duss ual spesifcity phosphatase & ousPs ouss 26| soee2t 1091 | 126616 | Nuclevs phosphatase
Escoz Escoz escoz 2| ez 317 |  3336-14 | Nucleus enzyme.
ATAD2 ATPase family AAA domain containing 2 a2 ATAD2 27| e7ES 464 |  1,426-20 | Nuclevs enzyme.
TuLe2 TUB lke protein2 U2 TP 1258|0023 1838 | 0,000001485 | Other enzyme.
MELK maternal mbryonic aucine zippor kinase LK MELK A2se| 721 -1588|  520834 | Oytoplasm Kinase
KIF188 Kinosi family membor 188 KFi88 KF188. 25| oaseos 1618]  7.096-13 ] Cytoplasm otner
NANOS3. nanos C2HC-type 2nc finger 3 NANOS3 NANOS3 -1249] 0000207 1284 0,0000696 | Cytoplasm otner
TRIMSY trpartte motf containing 59 TRIMSS TRIMSS 1249 000000768 1,188 | 0,0000144  Cytoplasm enzyme.
LING00634. Tong intergenic non-protei coding ANA 634 LNcoosas Lncoosss 1248 0gotes 1398 0000223 | Other otner
Racc reguiator of cel cycle RacC RGCG 1248 0,000000803 2171| 745621 | Cytoplasm otner
B 2inG finger protein 714 2nFr1e T 24| 8928 27| 72920 Other otner
Ras2 reguiator of G protein signaling 2 Ros2 Ras2 pez|  1suE2e 1529|  1.99E-38 | Nuclevs enzyme.
2NFsT0 2inc finger protein 570 2570 250 pi2|  sseer EE
var VGF nerve growth factor inducibie var veF. 1239|  0.000399 1121|  000109 | Exvacelular Space | growth factor
LiNCooa31 Tong intergenic non-proten coding RNA 431 LNGooas1 U004z 257 soE0 1128|  1,34€-08 | Other otner
ADRB2 adrenaceptor beta 2 AvRE2 AoAE2 1235 0.0000869 2721
MIR1SSHG MIR155 host gene MIRISSHG MRIsSHG -1284] 00000108 1439 875608 | Otrer otner
Amiz RecQ mediated genome nstabilty 2 Ru2 M2 1288 13 65| G7E21 | Nuceus otner
TIcRR TOPBP! interacting checkpoint and replcaton reguiator | TICRR TicAR 23| 3s9E0s 1505|  277E12 | Nuclews otner
FAM236C famiy witn sequence simiarty 238 mamber C. LINGO0202-1 LNGD0202-1 -1232|  o0000705 1369 | 00000875 | Otner otner
GPROSA G protein-coupled receptor class C group S member A | GPROSA GPROSA “1232| 0.00000126 2586  sseE2r
‘cenPH centromers protein H cenpH cenpH 231|  sases 1632|7764 Nuclews otner
SNHos2 ‘small nucleolar ANA host gene 32 Ceortes Geortas 229  oeet 128 32618 | Otver otner
PHYHIPL Phytanoyl-Coa 2-hycroxylase ineracting proten ke PHYHPL PHYHIPL 228 BoE0 1,017 0,000000351 | Cytoplasm otner
OR7E19P o7ETeP 1228 opus 11| 113609 Omer otner
AsF1B antistlencing function 18 histone chaperone AsFiB asFi8 1227 0,00000771 1,402 | 0,000000118 | Nucleus. otner
2 ‘coagulaton astor I, thrombin 2 3 a221]  oosis 1435 | 0,00701 | Extracelllar Space | poptidase
ucat wrothelia cancer associated 1 T ucal -1227] 00000678 9544 573638 | Otner otner
psca prostate stom cel antigen psca Psca 1225|0018 ~1.788 | 000000003 otner
s0s. serine denyoratase sos. sos 223 oootes -1482| 00000895 | Cytoplasm enzyme.
PTAFR plateletactvating factor receptor PTAFR PAFR -1219|  oo00165 X
PoLA2 DNA potymerase alpha 2, accessory subunit PoLA PoL 218 s1sEa 8.066-30 | Nucleus enzyme.
BROAT BRCA1 DNA repair assosiated BROAT BROAT 218 977Es 229621 | Nuclevs transaription reguiator
caBP7 calcium binding protein 7 e casp7 218 ogoaz 00102 | ytoplasm otner
soat2 sterol O-acylransterase 2 soar2 soar2 218 ogoant 612609 | Oytoplasm enzyme.
‘SNORD3B-2 ‘smal nucleolar ANA, G/D box 382 sNoRD3B 2 sNORD3B2 217 ogosea 371600 | Other otner
PKD2L2 polyeystin 2 ke 2, ransient receptor potenta cation channi PKD2L2 Pro2L2 218 17600 20411 | Plasma Mambrane | ion channel
Lear lecithin-cholestorol acyansferase Loar Loar 21 sEa7 143614 | Extraceluar Space | enzyme.
KCNABS. potassium voltage-gated channelsubfamiy A regulatory bet KCNABS KoNABS. -1208] 00000182 on channel
GPRIS G protein-coupled receptor 19 aPR19 P19 208 00152 2324 0000000114
PoLE2 DNA potymerase epsilon 2, accessory suburit PoLe2 PoLE2 208 74E18 131852 | Nucleus enzyme.
KIA17SS. KIAAT755 KIAA1755 KIARI7SS 1202 00000582 7.09E-49 | Other otner
stozza1 solute carer famiy 22 member 1 sLo2A1 sLozeat -1199 | 0,00000178 1,088 | 00000151 | Plasma Membrane | transporter
PoLE DNA potymerase epsilon, catalytic subunit FoLE PoLE 1,198 0,000000251 1598 7.99E13 | Nuclews enzyme.
1FFo1 intermediate flament family orphan 1 1FFO1 1FFO1 1198|0057t 1,885 | 0,00000145 | Other otner
PRIMI DNA primase subunit 1 PRI PRIM 95| 1ssEaz 778| 121627 | Nuclevs enzyme.
NocT nocturnin coRNaL coANaL 1189 ogoros 1,461
RFC3. replcation factor G subunit3 ) ReC3 s 2722 128|  2.41E27 | Nuclous enzyme.
coKNzAP ‘COKN2A intoracting protein COKN2AIP coRN2AP s8] aasese 78] 14854 | Nuclous ranscription regulator
TENTSB. torminal nucleotayvansiorase 5B FAM4B. FAM4SE 1188 | 00000212 2.147) 187616 | Otrer otner
vexz box binding protein 2 Yo B s 18eE26 243
Mom7. minichromosome maintenance complex component 7 | MCMT. M7 78| 7sEte 133 |  1,966-25 | Nuctews enzyme.
LNGo1186 Tong ntergenic non-protein coding RNA 1185 Uncor1es UnCot188 1177|00000108 2073 |  632635 | Other otner
ase2 ankyrin repeat and SOCS box contaning 2 As82 hsB2 71| ogozer 2377|8612 | Nuclews transaription reguiator
CKMTIA/CKMT1E. creatine kinase, mitochondrial 18 oKmTiA cKuTie 7] oooes 1,699 | 0,00000824 | Gytoplasm Kinase
POPDC2 popeye domain containing 2 PoroC2 PoPDC2 1,169 | 00000047 1,22 0000000854 | Plasma Membrane | other
sLosaas. solute caror family 38 member 5. sLcssas sicasas 65| 000313 1,7 0,00000252 | Plasma Mombrane | ransporter
MIR1-1HG-AS1 MIR1-1HG antisense RNA 1 C200r166-AS1 Canort1es-AST 6| oour 00000857 | Other otner
2nFas 2in fingorprotoin 331 2nFaa 2nFsat 59| 528E50 X
NCAPH 10n-SMC condensin | complex subunit H NeaPH NCAPH s8] 281 2617 Nucleus otner
NUDTH nudix hycrolase 1 NupT! NupT 58| 243813 1.238:27 | Exvracelliar Space | phosphatase
HeX hemopexin HeX X 1,155 0,00000344 1.156-09 | Extracellar Space | vansporter
FANCA FA complementation group A FANCA FANGA. 1157 | 00000247 967E11 | Nucleus otner
NYX nyctalopin v N s 00108 00000171 | Extraceluar Space | otrer
CHRNATO choliergi receptor icotni alpha 10 subunit CHRNATO GHRNATO 1,154 0,000000376 48
C19ortas chromosome 19 open reacing frame 48 C1goras C19orias. 52| 20642 107659 | Other otner
FANCD2 FA complementation group D2 FANGD2 FANCD2 1,152 | 0,000000827 506611 | Nuclevs otner
2nFes 2inc fingerprotein 85 2nres 25 5| aarest 918637 | Nucleus ranscription regulator
LHx2 LM homeobox 2 e e 42| 139800 128614 Nuclous ranscription regulator
GPBARY G protain-coupled bile acid receptor 1 GPaART GPeAR 2| ooura 000254
ceTers. chaperonin containing TCP1 subuni 6 pseudogene 3 | GCTEPG corers 4] esE2s 538623 | Other otner
wTBaR leukotriene B4 receptor uBeR BeR 1139 | 0,0000282 1:352 0000000231
TRIM39.RPP21 TRIM3S-APP21 readthrough TRIMIS-RPP2 TRIMS-RPP2 13| oot 1443 000105 | Otmer otner
NRGN neurogranin RGN NRGN se| a7eEs 1308 | 312617 | Cytoplasm otner
FANCI FA complementation group | FANCI FANCI 7| 776E0 1619|  1.01E19 | Nuclews. otner
2569 2inG finger protein 569 ) 2nFses 3] 16919 EE
Esprp espin paeudogene Espre esere 1133 000529 142 00035 | Otmer otner
ADGRE adhesion G protein-coupled receptor E1 E B 131|  o000s7T 2837|7758
sLoteat-ast ‘SLC16AT antisense ANA 1 sLoteAt-AST sLCtAt-AST 13 2508 1965|  129627 | Other atner
FBXO4 F-box protein 43 FBX043 FBX043 28] 872es 184] 079615 | Nucleus otner
NKXG-1 NK3 homeobor 1 N3 KX 27| raeEas 48] 398E.62 | Nucleus ranscription regulator
cenct7 colled-coll domain containing 17 ccoct? ceoer? 1,126 | 000000697 1,182 000000116 | Oter otner
LING00601 Tong intergenic non-protein coding RNA 601 LINCO0B01 LNCooeo1 125|  126610 2324|  7.06E-48 | Other otner
PoLM2 PDZ and LM domain 2. PoLIMZ PoLIMZ 22| ooz 198 921610 Cytoplasm otner
PBXS. PBX homeobox 4 =3 PBXe I 1281| 597613 Nuclews transeription reguiator
ANDS Ao famiy GTPase 3 RND3. ANDS aae| e 1367 | 205628 | Oytoplasm enzyme.
RHEBLY FHEB e 1 RHEBLT RHEBLT 1,118 0,000000481 1482 295612 | Gytoplasm enzyme.
s ubiquitn conjugating enzyme E2 G usezc ueezo s 1eTEs 177| 993E-18 | Cytoplasm enzyme.
skat ‘spindie and Kinetochore associated complax subunit 1| SKAT swat s isieer 1291|  1,04829 | Nuclevs otner
MYBL1 MYB proto-oncogens lke 1 MveLy nveLy ama| ssEt0 872| 1.41627 | Nuclews. ranscription regulator
NP2 2inc fingor protoin 724 2NFr2ep 2nFr20p 18] 184810 1488 | 3636-18 | Otrer otner
Docaap ‘Gouble G2 domain gamma, pseudogens Doc2Ge DocaGe. 112] 0000496 1,044 0000808 | Otner otner
nuclear nvelope Integral memorane protein 1 TvEMIS4A TMEMI4A | 24 14| 677651 | Nuctews otner
‘Gamage specific DNA binding protein 2 oo ooB2 Aan| e 1648  5.42623 | Nucleus otner
ceoctes ‘coled-coll domain containing 183 c16ort9s Ciaorie3 -1.107 | 0,00000163 55| 161612 Otner otner
PCGFTP. polycomb group ring finger 7 pseuogene PoGFTP PoaF7P 1107 000288 1049|  000329 | Otner otner
PLKs polo ke kinase ¢ PLKs PLKs 007 1eEz 1362 |  4,698-19 | Cytoplasm Kinase
GADDAsB. ‘growth arrest and DNA damage nducible beta GADDASE, GADD5B 00| 1eEs 1027 |  8998-23 | Oytoplasm otner
ReLB RELB proto-oncogens, NF-KB subunit RELS ReLs 100  613E08 1,485 369614 Nuclevs ranscription requlator
LINCO1293 long intergenic non-proten coding FINA 1293 Uncoize3 Unco1203 01| ooe 3361|1847 |Over otner
23 20na pellucida glycoprotein 3 2 203 1] 2eeas 1505 | 279625 | Extracoluar Space | other
TMM23B. Tz 238 1.1 000000142 1248] 131608  Cytoplasm otner
GNRHZ ‘gonadotropin eeasing hormone 2 GNRK2 A2 1099 |  0000063 1,548 | 0000000833 | Extracelular Space |other
TRIPTS. thyroid hormone receptor iteractor 13 TIPS TRP1S 1.097) 535615 R
C210rts8 chromosome 21 open reading frame 58 c2tom58 catoriss. 103 25900 156 114610 Otner otner
NFKBIB NFKB inhibitor beta NFKBIB NFKBIB 09| 13Es 878
ROPN1 hophiin associated tal protein 1 RoPNT ROPNT S0s| oouss 1294 00107 | Cytoplasm otner




RFWDS ing fnger and WD repeat domain 3 RFWDS RFWDS 00|  aeseze 1256 | 236639 Nuctews enzyme.
HTRID 5hydronytryptamine receptor 1D HIRID HTRID 091 |  soren 008 4

ATPSMCTPS ATP synthase membrane subunit ¢ locus 1 pseudogene d | ATPSG1P ATPSGTPA 1091|  o0000201 1800 237611 | Other otner
UHRF1 ubiquitn ke with PHD and ingfinger domains 1 [ Uk o] 1osE10 2| o

PLACBLY PLACS ke 1 PLACSLY pLACSLY 1089 000000114 1,149 | 0,000000124 | Other otner
WDHD1 WO ropeat and HMG-box DNA binding protoin 1 WoHD1 WoHD 88| 7asen 155 67722 | Nucteus ranscription regulator
zrpe2 2FP82 2nc finger protein zp82 P2 1.087) 200818 1059|  a

EspL1 xtra spindle pole bodies ke 1, separase. EsPL EspL 1,088 | 0,0000238 1213000000101 | Nucleus pepidase.
GPATCHA G-patch domai contaiing 4 ‘GPATCHe GPATCHE 08|  20E%0 1784 559684 | Otner otner
AURKS aurora kinase B AURKS AURKE. 1082 103818 1042|  246821 | Nuclews Kinase
(3 melanocyte inducing ransarition factor e [ 01| aoEs 23| 285624 | Nucleus transaription reguiator
2nesT 2inG fingerprotein 57 s anesT 108 00000189 1008 00000476 | Other otner
Taccs transforming acid cofled-col confaining protein 3 Taces Tacos 08| sseEn 241|  1.03E14 | Nuclevs otner
A2 replcation factor G subunit2 RFO2 RFc2 0| 22338 47| 30463 | Nucleus otner
LRRCTI loucine rch repeat containing 71 LRRCT! LrRCTH o8| oot 1316|  000238 | Other otner
HBEGF heparin binding EG like grovih factor HBEGF HBEGE 77| 1aze2 1.894]  1,09-67 | Extracelular Space | growth factor
POLAF. PONA clamp associated factor KiARD101 KaRo101 077 a77E0S 1649]  5.136-20 | Nuclous otner
meB1BP2 integrin subunit beta 1 binding protein 2 GB18P2 rGs1gP2 1,076 | 0,0000867 1821 0000000116 | Other otner
pLCXD2 phosphatidyinositl specic phospholipase G X domain cor PLOXD2 PLOXD2 0| 2e0E22 1653|  4348-54 | Otmer enzyme.
APsB2 ‘adaptor rlated protein complex 3 subunit beta 2 A3z = 07| oorse 12| 00043 | Cytoplasm otner
DX3A DEXD-box helcase 393 DDX39A oOX3oA 06| 776616 1218]  527E21 | Nuctews enzyme.
spo2s. 'SPC2 component of NDC8O kinetochore complex spozs spozs. 1069| 00000103 1,153 0,000000889 | Cytoplasm otner
BotaLiz BOL lke 12 BoLzL12 o2tz 0| 1eEs 1349|  478625 | Nuclevs otner
PDSS1 ‘decapreny ciphosphate synthase subunt 1 PosST Poss1 1067 sose2s 1313|  1588-45 | Cytoplasm enzyme.
HoXD1 omeobox D1 HoXD1 HOXO1 1065 000265 307

cHTF1s chromasome ransmission fdelty factor 18 CHTFIS. cHFiB -1065| 00000216 1502 31E10  Nucleus otner
sLc2sazs ‘solute caror famiy 25 member 25 sLcasazs sLoasas oed| 31263 1.118|  5,656-43 | Cytoplasm ansporter
A AXL receptor tyrosine kinase A X 08| 13eat 1.708| 1.448-29 | Plasma Mombrane | kinase
DusPs ual speifcity phosphatase 5 ouses ousPs 1089|  5.42617 1388 | 1,998-29 | Nucleus phosphatase
usp3s ubiquitn specifc peptdase 36 Uspas. uspas 0se|  asEde 1165 |  5596-57 | Nuclews pepidase.
LINGO1433 Tong intergenic non-protein coding RANA 1433 LNco1433 Lncot4s3 1057 00o0sas 1407 0,000151 | Other otner
NDCB0 NDC8O kinstochore complex component NDCsD NDCao 10s6|  1esE21 1008| 409E-20 | Nucleus. otner
NUF2 NUF2 component of NDC8O kinetoshore compiex NUF2 NUF2 1056 525615 1085|  294E15 | Nuclevs otner
coTept chaperonin containing TGP1 suburit 6 pseudogene 1 | COTEPT coTePt 05| 2620 1158 649635 | Other otner
coKN1A ycin dapendent kinase nhibitor 1A coKNTA coRNTA 053] asiErz 123|  696E17 | Nuclevs Kinase
cENPK centromere protein K cenpk cENPK 053] esiEts 1575| 399E-31 | Nucleus otner
cep1s2 controsomal potein 152 cepis2 cepis2 053] 3t 1326|  7,766-18 | Cytoplasm otner
TeFis transcrption factor 15 ToFis ToF1s 1058|  osse1a 1021 19613 | Nuclous ranscription regulator
DOK3. Gocking protein 3 DoKks. 00K3 102 0000058 1.754]  8,89E-13  Cytoplasm otner
Fors fbroblast growth factor 8 FGF8. FaFs ose] ooz 71 00109 Extracelular Space | growth factor
SYNES SvEs B 1046| 00000727 19| 0,0000025 | Nucieus otner
A intereukin 1 alpha WA WA 1,045 0,000000806 2308| 186631 | Extraceluar Space | cytokine
KLRATP Kiler el letin i receptor AT, pseudogene KLRAPY KLRAPT 1045 00000128 1,193 | 0,000000221 | Other otner
C190rts7 chromosome 18 open reacing frame 57 C190rs7 C1g0rtsT 1044]  0.000163 1,449 0,000000267 | Other otner
ainst ‘GINS complex subunit 1 ains1 st 0| 7aE00 27 335613 Nucleus otner
™ TTK proten kinase ™" " 03| 21810 1038| 106610 | Nuclevs Kinase
LINCoos44. Tong intergenic non-proten coding ANA 844 LNcoosat UNooosas ou|  27e00 43| 124847 |Other otner
ALas2 5'-aminolevulnate synthase 2 ALas2 ALas2 04| oot 1059|  00131) Cytoplasm enzyme.
TonsL. tonsoku ke, DNA repalr protein TonsL ToNsL 04| arrE0s 154 o

LING009B9. Tong intergenic non-proten coding RNA 889 LNcoosss Lncoosse 104] 000201 2035|  141E24 | Oter otner
TMPO-AST TMPO antisense RNA 1 TMPO-AST TMPO-AST 03| apaEre 01| 813614 | Otmer otner
RPLZ2LY ribosomal protein L22 ke 1 RPL22LY RPL22LT 0m| 1aEts 1294]  159E21 | Otner otner
oLsen claspin oLspN cLsen -1038|  0,00023 84| 512612 | Nuclews otner
spaca7 ‘spem acrosome associated 7 SPAOAT SPACAT 057 ogoies -1628|  8435-08 | Oytoplasm otner
s STIL centriolr assembly protein st s 053] saEs 1252|  352624 | Nuclews otner
ETs2 ETS proto-oncogene 2, ranscription factor eTse eTse 05| 10Ear 1561| 2826111 | Nuclevs ranscription regulator
ATADSB ATPase family AAA domain containing 38 ATAD3B ATAD3B 02| 37eEts 477 | 268633 | Nuclevs otner
ToPVL2 TSPV ko2 P2 TSPYL2 05| esiEon 1,456 |  421615 | Nucleus. atner
sps ‘S05 vanseription factor sps sps | oo 0,00584 | Nuclous ranscription regulator
DDX11-AS1 DDX11 antisense ANA 1 DoX11-AS1 o1 1-AST 1,029 | 0000000179 1831 204612 | Otner otner
TERBY tolomere repeat binding bouquet formation protein 1 ccocrs ceocrs 1027] 0000668 1,129 | 0,0000837 | Nucleus peptdase.
KIFs Kinesin famiy member 15 wF1s KF1s 06| 13E1s 1052| 592617 | Nuclews otner
2NFsazp 2inG finger protein 542, pseudogens. 2NFse2p ZnFsa2p 05| 91sE-16 1078 |  584E18 | Otner otner
NFKB2 nuclear factor kappa B subunit 2 NFKE2, NFKBZ os| 1seEst s

ASGR1 1 Asa1 AsaR1 02| ooz 12 0000207

RAETIL retinoic acid eary ransaript 1L RAETIL RAETIL -1.02| 000000419 1.176|  3386-08 | Plasma Membrane | other
ATPOVOE2-AST ATPBVOE2 antisense ANA 1 ATPOVOEZ-AST ATPOVOE2-AST 02| s1sE0m 1216|  568E13 | Other otner
NEK2 NIMA reated kinase 2 NeKz NEK2 07| 2seat 1022|  686E12 | Cytoplasm Kinase
PROCA1 proten nteracting with cyclin AT PROCA! PROCAT 1017 0,00000043 1,007 | 0,00000029 | Cytoplasm otner
Pust pseudouidine synthase 1 PUSt PUST 018] a11Eas 1285 | 1,986-54 | Nuclous enzyme.
NFKBID NFKB inhibitor deta NFKBID NFKBID 018] 831E08 s

mTBP. MOM2 binding protein s s cor2| rasEss 02| 7.77641 | Oytoplasm otner
ceart ‘colon cancer associated ransorpt 1 ceatt conTt -1012| 00000168 5222|  559-50 | Other otner
NUSAPT nucleolar and spindle associated protein 1 NUSAPT NUSAPY 1009 175610 1009 676611 | Nucleus otner
cepcss ‘coled-cofl domain containing 35 ccocs concss 1008 407609 1755 20627 | Nuclews otner
‘SuvsoHt ‘suppressor of variegation 3-9 homolog 1 SuvasHT suvasn 008 og0z1a 1,399 | 0,00000435 | Nuclevs. enzyme.
Dscet DNA repication and sister chromatid cohesion 1 pscot oscot 002 1eE1s 1351| 999625 | Nuclevs otner
sLo22a3 solute caror family 22 member 3 sLozas stcezaa 1001| 0000283 2,008| 50314 Plasma Membrane | ransporter
YeEL2 Vippae ko2 veeL2 PEL2 1001|  essEte 1609 582645 | Nusleus. otner
PRRX1 paired rlated homeobox 1 PRRXT PRRXI 1001| 0000476 2867|  1,63E27 | Nucteus ranscrption regulator
coLens colagen type IV aipha § chain coLas coLans 1008  oors 2217 0,000000024 | Extraceilar Space | other
sLcoze1 ‘solute carer organic anion transporte family member 281 | SLCO2B1 sLcozst 1003 o006t 1,822 0 ansporter
poaTt prostate cancer associated transcrpt 1 PoATI poaTt 1008 o012 2199 0.000000245 | Otner otner
ARMHA ‘armadilo ke helical domain containing 4 C1dora7 Crsorta? 00|  azeE2s 1931 | 808643 | Extracelular Space | otner
LING00s45. Tong ntergenic non-protein coding ANA 648 LNGOo628 LNCo0648 1,005 0000015 1581 421612 Oter otner
cons oyoin B3 cones cones 1008 o082 1573|  0,000461 | Nucleus. otner
TENM2 teneuin transmembrane protein 2 TN TN 1,007 | 0000000092 1431| 959E-15 | Plasma Membrane | otner
mar2 microtubule assocated protein 2 APz napz 1007| 112616 3822| 3126225 | Plasma Membrane | other
UBE2E1-AS1 UBEZE1 antisense ANA 1 UBEzE1-AS1 UBE2E1-AS1 1008 o010 2001|  667E.08 | Omer otner
R toloid ke 1 T [ 008|  19E08 2776|  1,65E51 | Extacelular Space | peptcase
KLHL14 Kolch ko family mombor 14 KA1 KLHL1a 1009| 419616 2202|  1,09E77 | Oytoplasm otner
sco stearoyl-Co desaturase sco sco 1011]  1stE1s 2112|5398 | Oytopiasm enzyme.
ASXL3 ASXL ranseriptional regulator 3 Asxs AsxLs 1015|  esE0s 1711] 992620 Otner otner
SEMAID ‘semaphorin 3D SEMASD sEmAsD 1017 0.00000365 2432|  839E27 | Extracellar Space | otrer
BTBDS BT doman containing 8 BT80S BT80S 1.022| 00000304 1,189 | 0.000000607 | Nuclevs. otner
TENMA teneuin transmembrane protein ¢ TENMe TENMa 1028|1762 1772| 955673 | Plasma Mombrane | otner
LINGo0sS5. Iong intergenic non-protein coding RNA 856 LINGOoBSS LNGoosss 1028] 0000265 2198 99416 Otner otner
EpiLs EGF like repeats and discoidin domains 3 EoLs eois 1029|  5o8E-18 2166 157678 | Extracelllar Space | other
EPHB1 EPH receptor 81 e epriBt 1031|  azsEt0 2.794| 2,626-130 | Plasma Membrane | kinase
AHNAK2 AHNAK nucieoprotein 2 AHnAR AHNAKZ 10%2|  aeeto 1205 151626 | Cytoplasm otner
NKAIN2 ‘sodum/potassium transporting ATPass interacting 2 NN NKAN2 1,032| 00000801 2082| 656616 | Plasma Membrane | other
LEMD1 LEM domain containing 1 Lewpt Lemp1 1,034 | 0000000133 1258 326611 | Otrer otner
cnpyz. ‘canopy FGF signaling regulator 2 onev2 onpv2 03|  oooset 1,046 0,000355 | Plasma Membrane |other
sLoan ‘solute carer famly 7 memoer 11 siorar Lozt 1057| 100608 11| 816611 | Plasma Membrane | vansporter
ERBB2 erbb2 receptor yrosine kinase 2 ERBB2 ERBB2 1097 | 4geEas 1228|  5,08E-50 | Plasma Mambrane | kinase
a1 DAB adaptor protein 1 oaB1 oAB1 1048|  azEr2 2183|  822642 | Cytoplasm otner
FRRST foric chelate eductase 1 FRRST FRRST 1044 273815 1082| 4

PosTN periostin PosTN PoSTN 1047|  ooosas 23%| 154611 | Exracellular Space | oter
23R intereukin 23 receptor 23R 23R 1049 oous 2583 o0

TmEMS08 transmembrane protei SOB. TvEMS08 TMEMS08 1051|  ogoros 1,346 00000185 | Plasma Membrane | otner
LiNCoosa2 Tong intergenic non-proten coding ANA 882 UNcooss2 Lncooss2 1056 20tE41 1792 248831 | Otrer otner
PCDHIS protocadheri reated 15 PoDHIS pooHIS 1082  asae0s 207|  241E31 | Plasma Mombrane |otner
aseiL GsG1 ke aseil = 1084 | 319E08 289| 877634 | Plasma Mombran |otner
sLcosct solute carer organic anion transporter famiy member 4C1 | SLCOACT sicodct 1064 o0 3,078| 882610 Plasma Membrane | vansporter
AMTN amelotin AN AMTN 1065 0000373 4126| 218851 | Extracellar Space | other
ADAMTS2 ADAM metalopepidase with thombospondin type 1 motf 4 ADAMTS2 ADAMTS2 107 241808 2968 6.06E 51 | Extracelular Space | pepticase
EEF1ATPS eukaryotic ransation elongationfactor 1 alpna 1 pseudoger EEF1ATPS EEFIATPE 07| ogorer 2009 882610 Otner otner
myoss myosin Ve mvoss. wvose. 08| 435E10 2489| 109545 | Cytoplasm enzyme.
HHAT hedgehog acytransierase HiAT HHAT 1081|  2meE2s 3374| 1.29E177 | Gytoplasm enzyme.
sTasiA sTesiAd 1081|  Bo2Ets 2301 | 129559 | Oytoplasm enzyme.
coviat callagen type | apha 1 chain coLiat coLat 1082 6atE0s 1824 224824 | Extracelular Space | otner
KonB1 potassium voltage-gated channelsubfamiy B member 1 | KONB1 Konst 1.083| 0000445 1,805 on channel
2nFazep 2inc fingorprotoin 826, pseudogene 2nFa2ee 2nFe2ce 1,083 o00is 193] 0000242 | Other otner
sLo1as ‘solute carer famly 1 member 3 s sioms 1,085 | 0000000192 1638 |  9,156-16 | Plasma Mombrane | vansporter
Trc30A tetratricopeptide repeat domain 30A TToaon Trcaon 08| o013 110 0,0085 | Extracelular Space | otner
GALNTS polypeptide N-acetyigalactosaminylransierase GANTS GALNTS 100 o002 2374 147609 | Cytopiasm enzyme.
coLtaat alpha 1 chain coLiaar coLaal 1093 o017 2262 pace |otner
BBSY Barcet-Bled! syndrome 9 BBSY B850 1004 262651 3,098| 3516285 | Extracellar Space | otrer
ONER Geta/notch ke EGF repeat cortaining ONER oNeR 1095 1.71E10 318]  7

SELENBP1 ‘seenium binding protein 1 SELENBPT SELENBP 1007 o0ze0 2721 0,000000143 | Cytopiasm otner
DoCKs. dedicator of cytokinesis 4 DocKa bocka 1099 423820 1533 4,98E-38 | Plasma Membrane | otner
ARHGAP2S Fino GTPase activatig protein 28 ARHGAP2S ARHGAP2S. 1,103 0000124 2013 33412 | Oytoplasm otner
craco ‘capping protein inhibiting reguiator of actn dynamics | KIAAT211 a2t 1108 213808 2247|  338E.28 | Omer atner
GRIPY lutamat ecoptor interacting prteln 1 GRIP1 APt 1104  7Ea a924| 22

BaALC BAALC binder of MAPSK and KLF4. BAALC BAALC 1,105 | 0,00000003 36| 746626 | Oytopiasm otner
cACNATD calcium voltage-gated channel subunt aiphat D cACNATD cACNATD 1105|0002 27| 297618 | Plasma Mambrane | ion channel
oNTNS. contactin3 oG oS 1105 0000167 2613 568616 | Plasma Membrane | otner
pLCB1 phospholpase C beta 1 pLoBt pLoBT 1906 s23E14 2.408| 619558 | Cytopiasm enzyme.
EHF ETS homologous factor EHF EnF 1108]  0.000359 178 1




ooia DNA damage inducible ranscrpt 4 oorms oo 1109 ssiEAT 1581] 112621 Cytoplasm otner
CHANAT choliergi recsptor nicotinic ipha 7 subunit CHRNAT oHANAT 1109 oo0a3s 2200| 1

DACH! ‘Gachshund famil ranscription factor 1 DacH! DacH 1,109] 00000707 28 2622 | Nuclevs ranscription regulator
ENPPS. ENPPS EnpPs 1,116] oonootes 1595 4,898-10 | Exvacelular Space | enzyme.
sTeaaL2 ‘ST bota-galactoside alpha-2 6-siaylansferase 2 sTeaAL sToGAL2 18] adeaz 2427 576649 Cytopiasm enzyme.
UNCEo unc-80 homolog, NALCN channel complex suburit s Uncao 1,128 | 0000000823 2409 5,9E25 Plasma Membrane |enzyme
SoRBs2 ‘sortin and SH3 domain containing 2 sonss2 sorss2 1124]  sorEts 275|  1.348-74 | Plasma Membrane |otner
PLAZGIA phospholpase A2 group VA PLAZG4A PLAZGHA 1127|  oooses 3722| 344817 | Oytoplasm enzyme.
MMP2 matix metalopepidase 2 P2 P2 1,134 0,00000409 2525|  1.176:27 | Extacellar Space | peptcase
FoF17 fbroblast growth factor 17 FGF17 FoF17 1135 001 2008 2 pace | growtn factor
cRacR2A calcium release activated chanme reguiator 2A CRACR2A CRAGRZA 1135 oot 5678 17311 | Cytoplasm otner
MARF1 mefosis regulator and mRNA stabity factor 1 KIAR0430 KARDI30 1197 221801 1,05 302610 Gytoplasm otner
TRAPPCO rafficking protein partile complex 9 TRAPPCY TRAPPCY 1,139 sEa3 2,423| 6926177 | Plasma Membrane | otner
UGDH-AS1 UGDH antisense ANA 1 UGDH-AST UGDH-AST 14| 13sEse 1247|  509E-48 | Otrer otner
EPHAT EPH receptor AT EPHAT EPHAT 1141] 233800 2615| 73841 | Plasma Membrane | kinase
TeKT3 tekting TexT TEKTS 1145 o017 294|  1,056-10 | Cytoplasm otner
Asnz astotactin2 AsT2 st 1148]  aorEa0 188 149677 | Oytopiasm otner
PKHD1 PKHD Gllary IPT domain containing floocystin/polyductin | PKHD1 PKHDI 1,152 | 0000000557 2125 67520  Plasma Membrane | other
LEMD1-AS1 LEMD! antisense ANA 1 Ee LEMD1-AS1 1158|0089 34| 120612  Otner otner
PBX1 PBX homaobor 1 PBXI PBXT 1154|  127E18 1718] 115628 | Nuclews. ‘anseription reguiator
BMF 802 modiying factor [ BMF 1158 6e3E38 1451| 446657 | Cytoplasm otner
AHRR arylnycrosarbon receptor repressor AHRR AHRR 1159  a76E-18 2282 35853 | Nucleus ‘ransarition regulator
TaSF1B transmemorane 4 L six famiy member 18 TmasFis ThasFI 1,167 | 0,00000536 1598 2,17E-10 | Otner otner
stoaarz solute caror family 2 member 12 stozarz sioaaz 17| stiERt 1,929 | 1,356-53 | Plasma Membrane | ransporter
KoNEZ potassium voltage-gated channel subfamiy E reguiatory suk KONE2 Kone2 1172 ooser 1,096 0,040 |Plasma Membrane | on channel
HMGBIPS igh mobilty group box 3 pseudogens & HMGE3PE HMGBIPE 1172 oomss 1,057 0,048 Otmer otner
MAPK4. mitogen-actiated protein kinase 4 APk MAPKS 1178 ooss 233800000287 | Cytopiasm Kinase
maAs integein subunit alpha 9 ) ) 1178 oot 1,975 | 00000496 | Plasma Mombrane |otner
[ nucleophosmin/nucieaplasmin 2 Newm2 N2 17| ooass 2726 0,000000364 | Nucieus otner
ACSBG1 acyl-CoA synthetase bubtiegu famly member 1 AcsBa1 Acs8a1 1.178|oo000ses 3702| 194638 | Cytopiasm enzyme.
cRB2 crumbs el polarity complex component 2 cnB2 cre2 1178]oo0002s2 2699 625620 | Extracellar Space | otter
sum it uidance igand 1 sum sum 1.18] 000000943 3242| 295628 | Extracellar Space | otrer
HSPABP1 eat shock protein family A (H5p70) member 8 pseudogene | HSPABPT HsPABP 1189 00045 1625 00000889 | Otrer otner
Toral transforming growth factor beta induced TrEl Torel 19| 2mE2 2246| 324543 | Extracelllar Space | otner
stozza2 solute caror family 22 member 2 sicezaz sz 1193 0000137 3,138|  1,71€26 | Plasma Membrane | ransporter
Gucyep. ‘quanylate cyclase 2€, pseudogens. Guovzer Guovzep. 19|  ooue 26| 00000308 | Other otner
stosaz ‘soluto caror family § member 20 sLosa0 sLosa20 1195 00w 2:185|0,0000842 | Plasma Membrane | vransporter
MAMLS mastermind ko wanseriptional coactvator 3 MM MAMLS 1198 seEs 2005 1,

MORNS MORN repeat containing 5 MORNS MORNS 1198 002 2.088| 0,0000515 | Otner otner
KoNs16 potassium inwardly ectiying channel subfamily J member 1 KCNJ1E Konute 12| esrEos 2716| 157636 Plasma Membrane | ion channel
KonAz potassium voltage-gated channelsubfamly A member 2 | KCNAZ KonRe. 12| oo 1811|  0,000437 | Plasma Membrans | on channel
CPSFIPT 1p: cpsFIPY 1201 | oo0007a2 2743 28416 Otner otner
apes. gypican3 apos aPos 1200 ogss 2159 0000213 | Plasma Membrane | otner
KRT20 keratin 20 KRT20 KAT20 1,207 001 3,019 0,000000083 | Cytopiasm otner
NTRK2 neurotrophic eceptor tyrosine kinase 2 NTRIKZ NTRKZ 121 ooooss 3,099 199614 Plasma Membrane | kinase
GALNTIS polypeptide N-acetylgalactosaminylransierase 18 GaTIE GALNTIS 1212]  aase00 1502 11613 | Cytoplasm enzyme.
Foxs1 forkhoad box 81 Foxst Foxst 22| 2zt 2418 172681 | Nucteus ranscription regulator
GRM1 glutamate metabotropic receptor 1 Rt cam 1213 000000817 2475|  s¢

IFNWP19 intereron omega 1 pseudogene 19 1FwP 1o IFwP1e 1214]  3oeeat 1912| 22643 | otmer otner
GRIKd. glutamate fonotropic receptor kainate type subunt 4 GRiKe GAlke 1215 678E18 3.004|  1,126:67 | Plasma Membrane | ion channel
ApoLA ‘apolipoprotein L4 APOL APOLE 1216 0,00000683 1481|  2,798-08 | Extracelular Space | otner
ERICH3 glutamate icn 3 ERICHS. ERICHS 1222]  o0ass 1612] 000657 |Otner otner
NREP neuronal egeneration elated prfein NREP. NREP. 1228 17E16 1884 | 1,776 | Cytoplasm otner
stum stum, mechanosensory transduction mediator homolog | G5 Clos 1245|0002 5022 807€.09 | Otner otner
PROM1 PRSET domain 1 PROMT PROMI 125 7315 1838|  1,

cAPN14 calpain 14, caPNT caPNa 1251 ogotes 1,792 | 0,00000588 | Otrer otner
coms cadherin 13 coHi comis 1256 916616 1892 237635 | Plasma Membrane | other
MAPTD2 MAP7 domain containing 2. ap702 napTO2 128  soseon 1988 662618 | Otrer otner
LAMAT laminin suburit alpha 1 Lawat Lamal 1261|  agrea 1,035 119631 | Exvacelular Space | other
PRt inositol 14,5-risphosphate receptor type 1 [ PRt 1285  esE2t 1318|  203623 | Cytoplasm on channel
oTNA ystrobrevin apha oA oA 1269  147E08 2643 469E:31 | Plasma Membrane | other
TNFSFa TNF superfamiy member 4 TFSF4 TNFSF 1276 0,00000111 3559 | 23830 | Extacelular Space | cytokine
SORcs2 sortlin elated VPS10 domain containing receptor 2 sorcs2 sorcs2 1277|  2a1E22 3201 | 81E-137 | Plasma Membrane | vansporter
HsesT2 eparan sulfate 6-0-sulfotransterase 2 HeBST2 HseST2 1283 53910 36%8| 4,362 Plasma Membrane | enzyme
PPFIBP2 PPFIA binding protein 2 PPFEP2 PPFEP2 1285 00000163 3116 111618 Nucleus phosphatase.
Ras18 reguiator of G protein signaiing 18 Rasts Ras18 1291 ogoras 2875 0,000000213 | Cytopiasm enzyme.
co3s G036 molece o036 coss 1291 ooo0m 2387

HHIPLY HHIP e 1 HAIPL HHIPLY 129 ooss 1813] 000223 | Otrer otner
saLLz ‘spat ke transcrption factor 2 saz sae 1297|  esaE0s 1828|  1,098-14 | Nuclous. ranscription regulator
ADGALS. ‘ahesion G protein-coupled receptor L3 PG LPHNa 1299 1g7Er2 sam|

KeND3. potassium voltage-gated channelsubfamly D member 3 | KCND KoNDs 18] sotE20 2257| 635E:53 | Plasma Membrane | ion channel
ANK3. ankying ANKS ANKS 1002| 265619 2.189| 747651 | Plasma Membrane | otner
Konat potassium voltage-gated channelsubfamly G member 1 | KGN Kenat 1008 10tE11 2.478|  2.36E.36 | Plasma Membrane | ion channel
soxe ‘SAY-box transcripton factor & s0x6 sox 1911| oooootes 1847 9

stoaras. solute carer amily 27 member & soeras stozmne 1.314| 0000085 1,924 | 1,456-08 | Plasma Membrane | ansporter
pLoLt phospholpase G ke 1 (nactive) pLoLy PLoL 1919 3s9E1 158 21115 Gytopiasm enzyme.
ceBPA-DT ‘CEBPA divergent transcript ceaPAAST ceBPAAST 1319]  0000335 1263 00004 Otrer otner
PACRG. parkin coreguiated PACRG PACRG 1,322 | 0,000000279 22%2| 362616 Nucleus otner
EPHAS EPH receptor A3 EPHAS EPHAS 1029|  asrEat 2852| 10741 | Plasma Membrane | kinase
EPHAS EPH receptor A5 EPHAS EPHAs 1032 81se00 2404 15624 Plasma Membrane | kinase
coLz1at colagen type XXI alpha 1 chain coLatat cozial 1033|  o000402 2385| 663610 | Extracollar Space | other
ADcY2 adenyate cyclaso 2 Apcy2 ADcv2 103 00087 2,083|0,0000388 | Plasma Membrane | enzyme
o2 flavin containing dmetnyianiine monoxygenase 2 Fm02 FM02 134 oo 2387| 0000298 | Cytopiasm enzyme.
LRP1B LDL receptorrlated protein 18 P18, LRP1B. 1041|  ssE20 2183 3

cra carboxypeptidase O cpa cra 1002 207E6T 3384 0| Extracelliar Space | pepidase.
ocaz 0GAZ melanosomal transmerbrane protein ocaz ockz 1345|  oo0re 2,041 | 000000108 | Plasma Membrane | ransporter
FERTLE-AS2 FERILS antisense AINAZ. FERILE-AS2 FERILS-AS2 A 3448 | 000000263 | Otner otner
ALDH1AY aldenyde dehycrogenase 1 famiy member A1 ALDHIAT ALDH1AT 1018|853t 3215 52371 | Oytoplasm enzyme.
coLzsar callagen type XXil aipha 1 chain coLzaat coLzaal 19| 1osear 3611 | 2,386-113 | Plasma Membrane | other
coLzsat callagen type XXVl alpha 1 chain coLzeat coLzsal 1958 ooms 1655 000136 | Extracelular Space | other
MALN myoreguin LNcaosss Lncoosas 1954 00108 122 00161 | Cytoplasm otner
MAPILGIC microtubule associated proten 1 lght chain 3 gamma | MAP1LCIC MAPILCIC 1058 | 00000832 2643 101612 | Oytopiasm otner
PCDHID protocadheri 19 PoDHIS PeDHI 1058|  1.46E-12 1232] 509611 | Extracelular Space | atner
stosarz solute carer family 5 member 12 siosaz siosaz 1350 | 00000525 4798| 7,716 | Cytopiasm ransporter
X xyosyltansferase | ot xnm 1002 721828 2388| 108572 | Cytoplasm enzyme.
Pops. Purkinje cell proten 4 Pops PoP4 1.383|  0,000191 4985| 538631 | Oytoplasm otner
mir-8069 microRNA 8069-1 MIRB069-1 MIRB069-1 1965 00000188 1,639 | 0000000207 | Otrer microANA
HaBP2 yaluronan binding protein 2 HasP2 HasP2 1069 o0zes 1928| 000141 | Extracelluer Space | popidase.
seAvt ‘sprouty RTK signaling antagonist 1 spavt spRYt 1969  1g8E-15 1756 13825 | Cytoplasm otner
Noxe NADPH oxidase 4 Noxa Noxa, 1,377 | 0,00000207 2665 886E19 | Oytoplasm enzyme.
TMEM247 transmembrane protein 247 TvEM247 TMEM24T 1002  oomse 2627| 00000286 | Cytopiasm otner
RoBO2 roundabout guidance receptor 2 ROBO2 0802 1088]  agoEts 20m| 1

1acrs 1Q moti containing F3. 1acFs 1acFs 1,401 | 0000000514 4481 | 13624 Omer otner
ben ecorin oo oo 1408 o007 3216| 145608 | Extracellar Space | otrer
NGota22 Tong intergenic non-protein coding RNA 1422 nco1a22 ncorz2 141 ooees 5784 0000026 | Otner otner
aHR ‘growth hormone receptor aHR R 1418]  a26E29 5273 978E-108

uncot122 Tong ntergenic non-protein coding RNA 1122 Uncorizz Uncotizz 1414 0000000293 2559 14718 | Otner otner
NONF neuron derived neurotrophic factor NONE NONE 1418 o004 1167 0.0085 | Extraceluer Space | otner
RoANZ reguiator of cacineurin 2 RoAN. RoANz 1.42| 00000889 3479| 124618 | Otner otner
1GFaPs insulin ke growth factor binding protein 5 1678P5 1GFePs. 1425 300E-12 3877| 171654  Exracelulr Space | other
FoB forinogen beta chain Fep FeB 1428 00a00 2658|  0,000167 | Extracellar Space | other
NMNATS. icotinamide nucieotide adenylytranserase 3 NMNATZ NMNATS 1420]  6seEtS 4024 962679 Cytopiasm enzyme.
coLzsat collagen type XXV apha 1 chain coL2sat cozsal 1,437 | 0.0000851 1,853 0.000000377 | Cytoplasm otner
RETNLE. resitin ke beta RETNLE RETNE 43| o0ise 2011| 0,000741 | Extracellar Space | oter
TBC1DSE TBC1 domai family member 88 TBC1088 TeC1088 144 0008 1078 00419 | Omer otner
ount 93p junction protein alpha 1 am Gt 1441] ageEdS 1548 | 1,948-41 | Plasma Membrane | vansporer
NKAINS ‘sodum/potassium transporting ATPase interacting 3 NKAING NKANG 1443 171E16 2049|  3.416:90 | Otner otner
NLGN1 neuroigin 1 NGNT NLGNT 1445|1523 321)  1.34874 | Plasma Membrane | enzyme
ESRRG. estrogen related receptor gamma ESARG EsArG 1445| ai7ET2 3208 1

anaT 7 ana7 ane7 1447|  2g2E20 2748 223872 enzyme.
apos. dlypicans apos aPos 1452|  sse2t 358 agseeiz

ORiHIP i 1 oRtHIP 1,458 0032 6904  0,000000334  Otner otner
NEDDO neural precirsor cel expressed, developmentally down-regL NEDDS NEDDS. 1488|  os7E08 2723 331618 Nucteus otner
LINGO1049. Tong intorgenic non-protein coding RNA 1049 ncotoss ncotoss 1499 108608 463 320629 Oner otner
ALDHIA! aldenyde dehycrogenase 3 family member A1 ALDH3AT ALDH3AT 1602 142608 2173| 707616 | Oytopiasm enzyme.
LINGO124 Tong intergenic non-protein coding RNA 1249 Lncorzes Lncor2es 1518 o028 1708 000778 | Otner otner
MINART membrane integral NOTCH assosiated receptor 1 HaA1024 KIART024 1526 0,000591 2922| 638509 | Plasma Membrane | other
sLoaats. solute carer family 2 member 14 sLozate sLeoate 1597 o0o0sze 2264| 0,0000138 | Nucieus ransporter
GREM2 remin 2, DAN family BMIP antagonist GREM?. GRemz 15%| 00101 1665 0,000259 | Extracelluer Space | otner
suacT suceinyl-GoAiglutarate-CoA transferase susoT sugeT e 20%8| 35921 | Cytoplasm enzyme.
1GKV1ORS-1 immunogiobuiin kappa variable 1/0RS-1 (pseudogene) | IGKVIORS-1 1GKV10R9-1 1553| 00000650 1,985 | 0000000202 | Oter otner
RAsSFo Ras assaciation domain family member 9 RassFs RASSFY 1555  208E17 2887| 122658 | Oytoplasm ransporter
cotsaz callagen type V aoha 2 chain colsaz coLsaz 1556  s11E28 2993|  1,33.83 | Extracellar Space | other
GREBY ‘growth reguiating estogen receptor binding 1 GRest res) 1.561| 0.0000811 3509 80317 | Oytopiasm otner
RORB RAR reated orphan receptor B roR8 FORB. 1,562 | 0,00000289 27a2|  1

PDGFD. platelet derived growth factor D PDGFD PDGFD 1588]  1.04E17 3681 |  666E:68 | Extracelliar Space | growth factor
mYoss myosin 18 038 MvoB. 17| 12011 2846 1.44€:30 | Plasma Membrane | kinase
PKNOX2 PBX/knotied 1 homeobox 2 PrNOX2 PO 1575 273808 ses7| 81

GASK1B. golg associated kinase 18 FAMI08B FAMIoEB 1581  seE2e 3007| 429587 | Cytoplasm otner




Konss. potassium inwardly rectiying channe! subfamiy J member & KONJS Kongs 8] 1eE00 3659|  1276-32  Plasma Membrane | ion channet
SOK1 Sidekick cel adhesion molecule T sok1 soK1 1601 16E21 325| 626673 | Plasma Membrane | other
TMEM1328. transmembrane protein 1328 TvEMIZE TMEMIZE 1604 | 126658 1783 242671 | Otrer otner
Lum umican Lm m 1614| oooo0ae2 4001 | 1,398 24 | Extracellr Space | other
cLectoa C-type lectin domain contaiing 194 CLecion cLecien 1614| 0000233 616] 178837 | Oter otner
scop1 stearoyl-Co desatrase peudogens | scopt scop1 1618 ooatt 2809 | 000000151 | Ot otner
KLHL Kelch ke family member 4 KL KLAL 1697 |  1.72817 3183 242657 | Oytoplasm otner
coxeLrz CX-C motf chemakine igand 12 oxcLrz oxLrz 1645 0000984 2.709| 000000117 | Extraceliar Space | cytokine
caPNe. calpain© chPNe cAPNG. 65| 121E23 3598| 43492 | Cytoplasm peptdase.
KeTo1 potassium channel teramerization domain containing 16| KCTD16 KCTD16 1651| 148810 262| soe otner
MRPS36PS mitochondrial ibosomal protein S36 pseudogene 5 MRPS36PS. MRPS36PS 1651 ooosss 5.181| 0,0000145 | Otner otner
1GKV10RS-2 immunogiobuiin kappa variable 1/ORS-2 (pseudogene) | IGKV1ORS-2 1GKV10R9-2 1063|  7.36E-12 1674]  498E15 | Otmer otner
coLsat callagen type Il alpha 1 chain coLsat coLsat 1667| 0000613 5691 | 132635 | Extracellar Space | other
comz cadherin 17 coHI7 o7 1,688 | 0,000000255 2904| 877615 Plasma Membrane | ransporter
caLnz cerobelin 2 procursor caue caue 1694 | 00000384 3073 1,513 | Extracellar Space | other
TsPANT tetrasparin 7 TsPANT TSPANT 1695 0o0001es 6,098 127613 Plasma Membrane | other
cascia cancer suscoplivity 18 cascrs cascis 1695 o014 1091|0036 otmer otner
MROHY massiro heat ke repeat family member 9 MROHS MROHS 1695 o021 1842 00124 | Omer otner
SPOCK3 sPocks sPocks 169 69E-10 2.768|  1,55E:22 | Extracellar Space | other
FREM2 FRAS1 elated extracellufr marix 2 FREM2 FREM2 1701| 00000137 4742| 101623 | Extracellar Space | otrer
ENOX1 ctorNOX disuffide-thiol sxchanger 1 Enoxt Enox1 1718]  s6E17 2723| 142636 | Plasma Membrane | oter
FaTS FAT atypical cadnerin 8 FATS FATS 1718]  6oeE2s 3226|  325E57  Plasma Membrane | otner
1GKV10R-3 immunogiobuin kappa variable 1/0R-3 (pseudogene) | IGKVIOR-3 1GKVIOR-3 1719]  149E10 2101|  5256-15 | Otner otner
surs. it uidance ligand 3 suts suts 1721]  asEre 2627|  1,45€.23 | Extracelllar Space | otner
1GKVIOR-2 immunoglobuin kappa variable 1/0R.2 (pseudogene) | IGKVIOR2 1GKVIOR2 1725 sosea 1805 148815 | Otrer otner
mir-23 microRNA 23 MR23A MR23A 1.749| 00000584 2725| 678610 Oytoplasm microANA
cLsthe calsyntonin 2 cusTe cusme 1,768 | 0,00000234 1802 ansporter
cTNND2 catenin deta 2 ooz cTND2 1768|  aa9E20 3217| 146679 | Plasma Membrane | other
CRTACT cartlage acic protin 1 cATAct cRTACT 1,769 | 0000000221 2721| 186614 | Extracellar Space | otner
coLtaz colagen type | apha 2 chain coLiz coLire 12| 1aeEzs 3,003 1,49E64 | Extracellar Space | otter
cHnz chimerin2 e o 78] a7eE10 3273| 88823 | Cytoplasm otner
SPANXAT SPANKAT 1783 429608 1683 559609 Nucleus otner
FAM153CP famiy wit sequence similarty 153 member G FAMISI0 FAMIS30 1809 000103 3311|  2564£.08 | Otner otner
mir-27 microRNA27a MR27A MIR2TA 1.82| 000000105 2481| 50111 | Cytoplasm microANA
GABRP ‘gamma-aminobutyric acid type A receptor i subuit | GABRP aaerP 1834  oozer 5189 7,11E-15 | Plasma Membrane | ion channel
ANGPT1 angiopoietn 1 ANGPTI ANGPTI 1.85| 00000835 3642| 20310 Extracelllar Space | growthfactor
GPMEA glycoprotein MeA GPMsA GPHA 1889 523813 383| 787635 | Plasma Membrane | on channel
ANK2 ankyrin2 ANk ANk 1897|  20tEa2 3615|  9.256-109 | Plasma Membrane | other
CHRDLY chordin ke 1 CHRDLY cHADLY 1898  oom 6588 | 000000313 | Extracellar Space | other
Evat EYA transcrptional coactvator and phosphatase 1 Al evar 19 o017 3,898 0,0000829 | Nucteus phosphatase
Loc10s376942 Acozriiet Acozrtiet e8] ogs7 1652 00495 Omer otner
NoAM2 neural cel adhesion molectie 2 NoAM2. NGAMZ 1029|1016 3278| 512636 | Plasma Membrane | other
FAM1SSATFAM1S3B. famiy with sequence simiarty 153 member B FAMISIA FAMIS3B 193 ee9E08 5441|  568E-13| Otner otner
SNz stathminz stz stz 101 oo 1919 00199 | Plasma Membrane | otner
Psp2. plockstrn and Sec7 domain containing 2 Pso2 Psp2 195 979608 2831| 10913 | Plasma Membrane | otner
PPPIRTAP2 protein phosphatase 1 regulatory intibior subunit 14 pseud PPPTRTAP2 PPPIATAPZ 1958 00w 3:148| 0000971 | Otner otner
soxs ‘SAY-box tanscription factor 5 soxs soxs 1,967 0,000000149 2
HDHDS-AS1 HOHDS antisense ANA 1 cecas Ast cecRs. AS1 201 002 00175 |otrer otner
RPLITPS ribosomal protein L37 pseudogens 4 RPLI7PA RPLITPA 20 003 299 0,00443 | Omer otner
ATP1A2 ATPase Nas/K transporting subunit alpha 2. aTP1AZ ATP1A2 2,043 0,000000478 2695 115610 Plasma Membrane | vansporter
sokz Sidekick cell adhesion molecule 2 soke sk 2057 2naE2r 264] 66644 | PlasmaMembrane |otner
ORsv1 offactory receptor family § subfamily V member 1 ORsv1 oRsvt 2087 0000225 3855 | 0.000000294
KL el metalo-endopepidase (Kellbiood group) KEL KeL 2017 oozes 6568000000771 | Plasma Membrane | pepticase
RANUS-925P - RANUB-925P ANU-525 2107 oosos 2245 00214 | Otner otner
RPS6P12 ibosomal protein S6 pseudogene 12 RPSEP1Z RPseP12 22%2| 000226 145 00318 Otrer otner
PTPRC protein tyrosine phosphatase receptor type G PTPRC PTPRC 2265 0,000000291 261| 525609 | Plasma Membrane | phosphatase
coKar cholecystoknin A receptor coKaR coxar 2304 oooss 72| oote
FAMD famiy it sequence similrty 3 member D FAMD FAMAD. 2417 oosss 2771 0017 | Extraceliiar Space | cytokine
TMEM200A transmembrane protein 200 TuEM200A TMEM200A 2433 ootos 1043 00297 |Other otner
2nFs21 2 finger protein 521 szt anFs21 24%|  sosE2s s879| 3
ORsTIP. T member 1 1 oRaTIP. 2453 0000849 3772| 0,0000475 | Otner otner
PAMR1 pepidase domai containing associated with muscl regend PAMR1 PAMR1 2457 0.0000133 1,984 | 0,000191 | Extracellar Space | peptdase.
ADGRGS ‘adhesion G protein-coupled receptor G5 GPR1I4 aPRite 2477|0000 206|_0.00000187
LING00923. Tong ntergenic non-proten coding RNA 923 LNGO0s23 LNC00923 2649 0,0000867 2753|0,0000274 | Otner otner
NGoo278. Iong intergenic non-protein coding RNA 278 LNGoo278 UnNCo0278 ss28|  oozor 2457|0047 | Otmer otner
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Supplementary Figure 2

nano-Cy5.5-A R1-A
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Cisplatinum 10Nm and 30Nm
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Supplementary Figure 3



Nanoparticles Cisplatinum 10Nm and 30Nm
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Supplementary Figure 4



Intraperitoneal nodule
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Supplementary Figure 5

Tumor mass in the omentum (Hematoxylin and eosin)
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