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Figure S1 Significantly enriched GO terms and KEGG pathways of DElncRNA-nearby DEmRNAs.
A). BP, biological process; B). CC, cellular component; C). MF, molecular function; D) KEGG pathways. The x-axis shows counts of DEmRNAs enriched in GO terms or KEGG pathways and the y-axis shows GO terms or KEGG pathways. The color scale represented -lg p-value.
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Figure S2 Significantly enriched GO terms and KEGG pathways of DEmRNAs co-expressed with DElncRNAs.
A). BP, biological process; B). CC, cellular component; C). MF, molecular function; D) KEGG pathways. The x-axis shows counts of DEmRNAs enriched in GO terms or KEGG pathways and the y-axis shows GO terms or KEGG pathways. The color scale represented -lg p-value.
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Figure S3 Survival analysis of selected DEmRNAs and DElncRNAs in metastatic LUAD groups (A-D) and non-metastatic LUAD groups (E-H).
[bookmark: _GoBack]A). CRHR2; B). FAM83A-AS1; C). FAM83A; D) Z83843.1; E). CHGB; F). CRHR2; G). FAM83A; H). NEFL. The x-axis indicated times (days) and y-axis indicated survival rate.
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