Anticancer effect of zinc oxide nanoparticles through altering the methylation status of histone on bladder cancer cells
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S. Figure 1 Assessment of cell viability in DU145 and A498 cells with nZnO treatment. Cell viability was evaluated in DU145 (A) and A498 (B) cells treated with nZnO at different concentrations for 48h using Alamar Blue assay (n=6).
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S. Figure 2 The protein levels of histone modification related enzymes in DU145 and A498 cells upon nZnO. The protein contents of CBP, LSD1, EZH2 and HDAC1 were examined in DU145 (A) and A498 (B) cell after nZnO exposure through Western blotting assay.   
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S. Figure 3 The mRNA levels of histone modification related enzymes in DU145 and A498 cells upon nZnO. Relative mRNA expressions of CBP, LSD1, EZH2 and HDAC1 were detected in DU145 (A) and A498 (B) cells upon nZnO treatment by qRT-PCR analysis (n=4).    
S. Table Oligonucleotide primers for the RT-qPCR and ChIP-qPCR analyses
	Name
	Sequence (5’ -> 3’)

	GAPDH Sense
	GAAGGTGAAGGTCGGAGT

	GAPDH Anti-Sense
	GAAGATGGTGATGGGATTTC

	CBP Sense
	GAAGATGGTGATGGGATTTC

	CBP Anti-Sense
	GACTCCCCAAGATGTGGTGG

	LSD1 Sense
	GTGGACGAGTTGCCACATTTC

	LSD1 Anti-Sense
	TGACCACAGCCATAGGATTCC

	EZH2 Sense
	TCGGTGACCAGTGACTTGGA

	EZH2 Anti-Sense
	CTGCTGTAGGGGAGACCAAGA

	HDAC1 Sense
	CGCCCTCACAAAGCCAATG

	HDAC1 Anti-Sense
	CTGCTTGCTGTACTCCGACA

	RUNX3 Sense
	TCTGTAAGGCCCAAAGTGGGTA

	RUNX3 Anti-Sense
	ACCTCAGCATGACAATATGTCACAA

	SLFN11 Sense
	AACGCCCGATAACCTTCACA

	SLFN11 Anti-Sense
	CTAAGGGGAGGCCCACTAGA

	ID4 Sense
	TGCAGTGCGATATGAACGAC

	ID4 Anti-Sense
	AGCTGCAGGTCCAGGATGTA

	CLDN14 Sense
	TCCAGGACACAGGGAAGTGA

	CLDN14 Anti-Sense
	GCGTCCATAGTCCAGCCTAC

	KLF5 Sense
	ACTTTAGCTCAGACCTTTCTT

	KLF5 Anti-Sense
	CATCTTTTAGGCACTTTTTA

	APAF-1 Sense
	GGAAGGGATAGA AAGGTG

	APAF-1 Anti-Sense
	AGCGCTACTAAGGAAGCACTTTA

	RUNX3 Sense (ChIP-qPCR)
	GGACCGTGGTTACATGCGTAA

	RUNX3 Anti-Sense (ChIP-qPCR)
	GTTTTGAGGGGAGAGCAGAGAG


