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Figure S1. Workflow of the network pharmacology analysis of SZC treating AM and the

anti-inflammatory activity test of SZC.
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G. 7,4'-Dihydroxyflavone
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Figure S2. Chemical structures of ginsenoside Rgl, ginsenoside Rbl, notoginsenoside R1,

ginsenoside Rd, resveratrol, pterostilbene, 7,4'-dihydroxyflavone, loureirin A, loureirin B, and

peiminine. A-D are the saponins, E-I are the flavonoids, J is the alkaloid.



