Table S1: The total of 165 hematological tumor-associated genes

performed by NGS
Number Gene Number Gene Number Gene Number Gene Number Gene
1 ABLI1 19 BRINP3 37 CIITA 55 EP300 73 IDH]1
ADAM3 COLI124
2 y 20 BTG1 38 ; 56 EPHA7 74 IDH?2
CREBB
3 APC 21 CALR 39 p 57 EPPK] 75 IKZF1
ETV6(T
4 ARIDI14 22 CARD11 40 CRLF?2 58 EL) 76 1I2RG
5 ARIDIB 23 CBL 41 CROCC 59 EZH?2 77 IL7R
6 ARID? 24 CCND] 42 CSF3R 60 FAMS5C 78 IRF4
7 ASXL1 25 CCND2 43 CSMD1 61 FATI 79 IRFS
8 ASXL2 26 CCND3 44 CTCF 62 FBXW7 80 ITPKB
9 ASXL3 27 CD20 45 CUXI 63 FLT3 81 JAK1
10 ATM 28 CD28 46 CXCR4 64 FOX0Ol1 82 JAK?2
11 ATRX 29 CD58 47 DDX11 65 FYN 83 JAK3
12 B2M 30 CD794 48 DDX3X 66 GATAl 84 KDM5A4
13 BCL2 31 CD79b 49 DDX41 67 GATA2 85 KDM6A
CDKN1
14 BCL6 32 y 50 DIS3 68 GNAI3 86 KIT
CDKN?2 DNMT3
15 BCOR 33 y 51 y 69 GNAS 87 KMT24
BCORL 'DKN2 H P
16 co 34 CDEN. 52 DOTIL 70 NRN 88 KMT2C
b B K
17 BIRC3 35 CEBPA 53 DTX 71 HRAS 89 KMT2D
18 BRAF 36 CHDS 54 EBF1 72 ID3 90 KRAS




Number Gene Number Gene Number Gene Number Gene Number Gene

91 LYN 109 NT5C2 127 RARA 145 STAG?2 163 XPOlI

MAP2K
92 ; 110 PAXS 128 RBI 146 STAT3 164 ZAP70

MECO
93 Iy 111 PBRM1 129 RHOA 147 STAT5B 165 ZRSR2

PDGFR

94 MEF2B 112 y 130 ROBOI 148 STAT6

MFHAS PDGFR
95 ; 113 B 131 ROBO2 149 TALI
96 MGA 114 PHF6 132 RUNX]I 150 TCF3
97 MPL 115 PIGA 133 SETBP] 151 TET?2

TNFAIP
98 MUCI6 116 PIK3CA 134 SF1 152 3
TNFRSF
99 MYC 117 PIM1 135 SF341 153 14
100 MYDS8S8 118 PML 136 SF3B1 154 TP53
101 MYOM?2 119 PRDM1 137 SH2B3 155 TRAF?2
PRPF40 SMARC
102 NCORI1 120 138 156 TRAF3
B A2

103 NCOR2 121 PS6K 139 SMCIA4 157 TTN
104 NF1 122 PTEN 140 SMC3 158 TYK2

NOTCH
105 7 123 PTPNI 141 SMN1 159 U2AF1

NOTCH
106 P 124 PTPNI1 142 SOCS1 160 WAC
107 NPM]1 125 PTPRT 143 SPEN 161 WHSC1
108 NRAS 126 RAD21 144 SRSF?2 162 wTl1




Figure S1. FISH hybridization with LSl
CSP17(SG)/TP53 (SO) probe showed that two
green signals and one orange signal in about 60%
of 200 nuclei, suggesting the deletion of TP53
gene.



