
 

Supplementary Figure 1 Post-transcriptional mechanisms account for the 

upregulation of ATG3 in colon cancer.  

Notes: (A) The comparable expression level of ATG3 hnRNA was observed among 

NCM460, SW620, and HCT116 cells indicated by qPCR assay. (B) The promoter 

methylation level is comparable between colon cancer and normal tissues demonstrated 

by online data from TCGA. COAD: colon adenocarcinoma, ns stands for no significant 

difference. 

 

 

Supplementary Figure 2 Online data suggest that miR-431-5p may target ATG3 

in colon cancer.  

Notes: (A) Starbase 2.0 analysis predicts that miR-431-5p might target ATG3 in colon 

cancer. (B) A negative correlation is indicated by data from Starbase 2.0. (C) miR-431-

5p is a favorable indicator of prognosis in colon cancer demonstrating by the data from 

OncomiR database. 



 

Supplementary Figure 3 miR-431-5p can inhibit the level of ATG3 mRNA and 

protein in colon cancer.  

Notes: (A) miR-431-5p mimics significantly inhibit the level of ATG3 mRNA in 

SW480 and HCT116 cells indicated by qPCR assays. (B) miR-431-5p mimics 

significantly inhibit the level of ATG3 protein in SW480 and HCT116 cells indicated 

by western blot. **stands for P < 0.01 

 


