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Fig. S1 Analysis of network topology for various soft-threshold powers. Left: scale-free ft index (y-axis) as a function of the soft-threshold power (x-axis). Right: mean connectivity (degree, y-axis) as a function of the soft-threshold power (x-axis). 
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cutoff for fold change is 1.5
The number of up gene is 59
The number of down gene is 21
P adjust value is 0.05
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Cutoff for fold change is 1.5
The number of up gene is 774
The number of down gene is 1324

P value is 0.05
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Fig. S2 Volcano plot of (A) miRNA and (B) mRNA expression. Red: upregulated; blue: downregulated; black: not differentially expressed.
