Supplementary Materials
Cell Culture and Transfection

Human breast cancer line MCF-7 were purchased from ATCC and cultured in DMEM medium with 10% fetal bovine serum (FBS) and 1% penicillin/streptomycin at 370C with 5% CO2. To downregulate the expression of SIDT1, the corresponding siRNA (RiboBio) was transfected into MCF-7 cells using Lipofectamine 3000 (Invitrogen) according to standard protocols. The sequence of small interfering RNA (siRNA) fragments against SIDT1 (siSIDT1) was 5’-CUCUCAGGAUGAACGUAUU-3’.
1. Figure S1
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Figure S1: Heatmap of 92 DEGs according to the value of |logFC|.

Abbreviations: DEGs, differentially expression genes
2.  Figure S2
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Figure S2: SIDT1 expression levels in breast cancer cell lines and the effect of SIDT1 overexpression on MCF-7 cell growth. (A) Western blot for SIDT1 in MDA-MB-231, MDA-MB-468, and MCF-7 cell lines. (B) Western blot for SIDT1 in MCF-7 with indicated siRNA treatment. (C) CCK-8 assay of MDA-MB-231 and MDA-MB-468 cells after the indicated siRNA treatment (n=3 for each group). (D) Colony formation assay of MCF-7 cell after the indicated siRNA treatment (n=5 for each group). *, p<0.05.
3. Table S1

Table S1: Intersection gene list of Hub gene and DEGs and their prognostic value in TNBC patients  

	Gene symbol
	logFC
	Probe set
	HR (95%CI)
	logrankP

	AGR3
	-4.71
	228241_at
	1.34 (0.77-2.33)
	0.29

	SCGB2A2
	-3.71
	206378_at
	0.99 (0.65-1.51)
	0.95

	CYP4Z1
	-3.25
	237395_at
	0.71 (0.41-1.24)
	0.23

	AGR2
	-3.2
	228969_at
	0.70 (0.40-1.21)
	0.20

	LINC00993
	-3.05
	237339_at
	0.90 (0.52-1.55)
	0.70

	TFF1
	-2.86
	205009_at
	1.10 (0.72-1.68)
	0.66

	LOC101926959
	-2.69
	1560850_at
	1.23 (0.71-2.12)
	0.47

	MUCL1
	-2.66
	1553602_at
	0.90 (0.52-1.56)
	0.71

	ANKRD30A
	-2.49
	223864_at
	0.57 (0.33-1.00)
	0.047*

	GATA3
	-2.48
	209602_s_at
	0.76 (0.50-1.17)
	0.22

	MLPH
	-2.47
	218211_s_at
	1.20 (0.79-1.84)
	0.39

	SCUBE2
	-2.46
	219197_s_at
	0.97 (0.64-1.49)
	0.91

	CYP4Z2P
	-2.45
	--
	--
	--

	TFF3
	-2.35
	204623_at
	0.85 (0.56-1.30)
	0.46

	CEACAM6
	-2.31
	211657_at
	1.03 (0.68-1.58)
	0.88

	SIDT1
	-2.25
	219734_at
	0.62 (0.40-0.95)
	0.028*

	PGR
	-2.15
	228554_at
	0.94 (0.54-1.61)
	0.81

	FOXA1
	-2.07
	204667_at
	0.87 (0.57-1.33)
	0.52

	CLSTN2
	-2.04
	219414_at
	1.05 (0.69-1.61)
	0.81

	DACH1
	-2.02
	228915_at
	0.78 (0.45-1.35)
	0.37

	GPR160
	-2.01
	223423_at
	0.53 (0.31-0.93)
	0.026*

	GFRA1
	-2.01
	227550_at
	1.06 (0.61-1.82)
	0.84

	NAT1
	-1.94
	200004_at
	1.15 (0.75-1.75)
	0.52

	NAT1
	-1.94
	214440_at
	0.74 (0.49-1.14)
	0.17

	ACADSB
	-1.88
	226030_at
	0.93 (0.54-1.60)
	0.78

	DNALI1
	-1.84
	227081_at
	1.02 (0.59-1.75)
	0.95

	DHRS2
	-1.72
	214079_at
	1.26 (0.83-1.93)
	0.28

	TBC1D9
	-1.64
	212956_at
	0.82 (0.54-1.25)
	0.36

	ABAT
	-1.62
	209459_s_at
	0.97 (0.64-1.49)
	0.90

	SLC16A6
	-1.61
	230748_at
	0.79 (0.46-1.37)
	0.41

	ERBB4
	-1.60
	214053_at
	0.97 (0.63-1.48)
	0.88

	CA12
	-1.52
	215867_x_at
	1.77 (1.15-2.73)
	0.009*


Note: *P<0.05.

Abbreviations: DEGs, differentially expression genes
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