Table S1 The clincopathological characteristics of the 30 patients in our

center.

Characteristics (n=30)

Number of cases

Number of cases (%)

Age (years)
<50 15 51.61
>50 15 48.39
Gender
Male 25 83.87
Female 5 16.13
TNM stage
I 10 33.33
I 10 33.33
/v 10 33.33
Tumor size
<5cm 14 46.77
=5cm 16 53.23
Vascular invasion
No 21 69.35
Yes 9 30.65
Cirrhosis
No 4 12.90
Yes 26 87.10
History of hepatitis
No 3 11.29
Yes 27 88.71
HBsAg
Negative 6 19.35
Positive 24 80.00




HBeAg

Negative 20 67.74
Positive 10 32.26

No HBV infection (HCV infection,
autoimmune hepatitis and unknown 6 19.35

etiology)
Alanine aminotransferase, U/L
(ukat/L)
<80 (1.34) 17 56.45
>80 (1.34) 13 4355
Total bilirubin, mg/dL (umol/L)
<1.0 (17.1) 19 64.52
>1.0 (17.1) 11 35.48
Albumin, g/dL (g/L)
=35 (35) 24 79.03
<3.5 (35) 6 20.97
a-Fetoprotein, ng/mL (ug/L)

<20 (20) 14 45.16
>20 (20) 16 54.84
Child-Pugh score A 30 100.00

Postoperative prophylactic treatment
No 12 38.71
Yes 18 61.29




Table S2 The primers used in q-RT-PCR.

Primer Name Primer Sequence(5'--3")
[-actin forward CATGTACGTTGCTATCCAGGC
[B-actin reverse CTCCTTAATGTCACGCACGAT

FGF5 forward CACTGATAGGAACCCTAGAGGC
FGF5 reverse CAGATGGAAACCGATGCCC
CXCL5 forward AGCTGCGTTGCGTTTGTTTAC
CXCL5 reverse TGGCGAACACTTGCAGATTAC
IGFL2 forward TCAGGCATGAGGACCGACTA
IGFL2 reverse CACATAAGCAGGAGCCAGCA
MMP1 forward AAAATTACACGCCAGATTTGCC
MMP1 reverse GGTGTGACATTACTCCAGAGTTG
ADAM32 forward AGTCATCGAAATTGTTGGCCT
ADAM32 reverse ACTGCTCCCAAATAACGAGGATA
ADAM18 forward GTCACAGTTCCACGGAAGATT
ADAM18 reverse CAGCATATCCTTGGTAATGGCA
IGFL1 forward CACAAGAGATGTGGGGACAAG
IGFL1 reverse CACTGCGACAAAGCCTGTCA
FGF4 forward CTCGCCCTTCTTCACCGATG
FGF4 reverse GTAGGACTCGTAGGCGTTGTA
FGF17 forward CTGCTGATTCTCTGCTGTCAA
FGF17 reverse GTAGAGTTGGTACTCGCGGAT
FGF19 forward CGGAGGAAGACTGTGCTTTCG
FGF19 reverse CTCGGATCGGTACACATTGTAG
FGF8 forward GACCCCTTCGCAAAGCTCAT
FGF8 reverse CCGTTGCTCTTGGCGATCA
FGF23 forward CAGAGCCTATCCCAATGCCTC

FGF23

reverse

GGCACTGTAGATGGTCTGATGG




FAP forward ATGAGCTTCCTCGTCCAATTCA
FAP reverse AGACCACCAGAGAGCATATTTTG
a-SMA forward AAAAGACAGCTACGTGGGTGA

a-SMA

reverse

GCCATGTTCTATCGGGTACTTC




Table S3 The differential genes (n=3682) between normal and tumor

tissues of the HCC patients’ sequencing data from the TCGA database.

Gene symbols Log FC Log CPM P Value FDR
ADAMTS13 —2.78304 | 3.313896 | 3.52E-125 1. 03E-120
STAB2 —4. 82394 | 2. 268011 1. 60E-111 2. 34E-107
0IT3 —-3.21958 | 4. 382694 | 6.25E-111 6. 08E-107
KLHL30-AS1 —7.20849 | -0. 73525 | 2. 18E-103 1. 59E-99
CFP -3. 36608 | 3. 021484 4. 54E-92 2. 65E-88
BMPER —4. 47868 | 0. 943578 3. 96E-89 1. 93E-85
ECM1 -3. 02172 | 3. 799309 1. 03E-88 4. 28E-85
CCL23 -2.91191 | -0. 97266 2. 29E-88 8. 35E-85
ANGPTL6 —2. 93876 | 2. 430366 1. 58E-86 5. 12E-83
CSRNP1 —-2.20727 | 5. 278193 6. 94E-84 2. 03E-80
CLEC4G —5. 38094 | 3. 370164 2. 23E-82 5. 93E-79
CRHBP —4. 45545 | 3. 639438 2. 60E-78 6. 32E-75
RCAN1 —2. 36288 | 6. 053147 2. 97TE-75 6. 67E-72
MARCO —-4.82348 | 3. 927614 1. 88E-73 3. 93E-70
VIPR1 -3.4399 | 2.646578 2. 81E-73 5. 47E-70
RND3 —2.45543 | 5.53464 5. 94E-73 1. 08E-69
FCN3 —-4. 07352 | 4. 673373 5.b51E-72 9. 47E-69
PTHIR -3.19631 | 2. 491807 6. 33E-72 1. 03E-68
FCN2 —-4.86415 | 3. 212347 7. 22E-72 1. 11E-68
NTF3 —3.45978 | 0. 257463 1. 42E-70 2. 08E-67
GABRD 4. 566805 | 1.75051 8. 93E-70 1. 24E-66
LRAT —2. 85258 | 1. 485679 1. 87E-65 2. 48E-62
PLVAP 2. 965485 | 6. 466195 3. 17E-65 4. 03E-62
COLEC10 —3. 91373 | 2. 330351 5. 05E-65 6. 15E-62
DBH -3.16919 | 3. 139976 2. 45E-64 2. 75E-61




ZFP36 —-2. 11859 | 7. 218109 . 83E-64 . 07E-61
NDST3 —-4.2809 | —-1.7845 . T9E-64 . 00E-61
LIFR —-2.78082 | 4. 110059 . 62E-62 . 64E-59
CETP =2.77273 | 3. 187398 . 25E-62 . 14E-59
EBF2 5. 153798 | 0. 031559 . 68E-59 . 53E-56
AADAT —-2.75475 | 3.5553 . TTE-59 . 23E-56
FOS -3. 06488 | 6. 880336 .67E-59 . 45E-56
UBE2T 3.260913 | 2. 905041 . 16E-57 . 65E-55
CPEB3 —2.22342 | 3. 842355 . 25E-57 . 02E-54
CLEC1B -5.19591 | 1. 559264 . 52E-57 . 20E-54
COL6A6 -3. 30626 | —1. 20063 . 48E-57 . 98E-54
PZP —4.29636 | 4. 295464 . 65E-57 . 48E-54
SLC26A6 2.697693 | 4. 346281 . 40E-56 . T5E-53
ARHGEF39 2.985427 | 2. 132808 . 97E-55 . 12E-52
EHD3 -2.10886 | 2. 811237 . 27E-55 . T5E-52
CDKN3 3. 958941 | 2. 896588 . 20E-54 . 13E-52
CXorf36 2.261479 | 3. 103351 . 49E-54 . 90E-52
MXD3 2.728189 | 3.124093 . 59E-54 . 03E-51
DNASE1L3 -2.87163 | 4. 730182 . 04E-53 . 18E-51
PHLDA1 —-2. 41712 | 6. 509924 . 36E-53 . 95E-51
CDC25C 4. 384035 | 1. 982931 . 60E-53 . 06E-50
ADRAZ2B —2.18544 | 1. 322939 .41E-53 . 60E-50
CLEC4M —5.57121 | 2. 079144 . 97E-52 . 19E-49
AL139286. 1 —-6. 41611 | —3. 86074 . 38E-51 . 45E-49
CDCA5 3. 489164 | 3. 413055 .49E-51 . 93E-49
CENPF 3. 948748 | 4. 320123 . 14E-51 . 10E-48
HIGD1B 3. 155581 | 0. 002444 . 83E-51 . 43E-48
NUF2 4.251919 | 2. 460972 . 22E-51 . 09E-48
GPR182 -3. 34551 | 0. 485067 . 99E-51 . 40E-48




TROAP 4.25954 | 2.942686 . 52E-51 . 60E-48
SKA1 4.501058 | 2. 150875 . 33E-51 . 92E-48
KIFC1 3. 822747 | 3. 687728 . 45E-50 . 12E-47
FBX043 4.050433 | 0. 278091 . 83E-50 . 2TE-47
SPC24 3. 525233 | 3. 288058 . 31E-50 . 15E-47
HJURP 3.944196 | 2. 762225 . 23E-49 . 30E-47
PVALB -3.6025 | —-1.60441 . 50E-49 . 33E-47
PRC1 3. 284054 | 3.961139 . 56E-49 . 50E-47
LYVE1 -2.9343 | 3.059295 . 71E-49 . 02E-47
MELK 3. 849801 | 2. 553952 . 36E-49 . 36E-46
EGR1 —2.55456 | 7. 251387 . T6E-49 . 49E-46
KCNN2 -3.43489 | 1. 912591 . 62E-49 . 80E-46
KIF4A 3.971351 | 3.23358 . T2E-49 . 81E-46
CCNB2 3.782293 | 3. 096442 . 14E-49 . 95E-46
NEK2 3.993499 | 2. 773315 . 19E-49 . 07TE-46
CXCL12 —-2.6381 | 6.024947 . 95E-48 . 12E-46
NDC80 3.359239 | 2. 724972 . 11E-48 . T7E-46
CCNB1 3.329216 | 4. 197126 . 99E-48 . 06E-45
BCO2 -3.08472 | 3. 431791 . 20E-48 . 13E-45
EPHA2 —-2.05162 | 4. 85967 . 95E-48 . 37E-45
BIRCS 4.145248 | 4. 365611 . 80E-48 . 65E-45
DACH1 -2.56799 | 0. 39716 . 19E-48 . T8E-45
NCAPG 3. 858173 | 3. 039827 . 68E-48 . 21E-45
COL15A1 3. 853805 | 4. 363907 . 94E-48 . 26E-45
Cbh34 2. 147526 | 5. 228633 . 17E-47 . 80E-45
SFTA1P 5.6073 | —-1.80893 . 80E-47 . 71E-45
CCBE1 —3. 48558 | 0. 985491 . 43E-47 . 62E-45
ASPM 3.781691 | 4. 058683 . 15E-47 . 5bE-45
KIF2C 3.987138 | 3. 082353 . 22E-47 . 89E-45




EXO1 3.656414 | 2.00815 . 3TE-47 . 03E-44
LCAT -2.5359 | 6.145763 . 10E-46 . 24F-44
BUB1 3. 955828 | 2. 754583 . 3bE-46 . 95E-44
CDK1 3. 542924 | 3. 663483 . 2TE-46 . 46E-44
PTTG1 3.776389 | 3.85078 . 46E-46 . 92E-44
COX6B1P4 -3. 06325 | —2.8235 . 88E-46 . 10E-43
TMEM26 —2.14877 | 0. 12983 . 11E-46 . 16E-43
EZH2 2.460314 | 3. 370823 . 10E-46 . 42E-43
RACGAP1 2.479379 | 3. 673946 . T6E-46 . 59E-43
DLGAPS 3. 757386 | 2. 348091 . 23E-46 . 52E-43
KIF20A 3. 77159 | 3.113396 . 48E-46 . 56E-43
TCIM —2.22061 | 5. 545182 . 12E-45 . 00E-43
CENPA 4.13734 | 1.432464 . 17E-45 . 11E-43
CDCA3 3. 344084 | 2. 682541 . 23E-45 . 23E-43
KIF18B 4.088944 | 2. 408723 . T3E-45 . 50E-43
CDC20 4.323364 | 3.99375 . 39E-45 . 69E-43
TOP2A 3.971243 | 5. 198606 . 67E-45 . 32E-43
CENPL 2.431204 | 1.919109 . 08E-45 . TTE-42
CDH13 2.396522 | 3.011755 . 56E-45 . 12E-42
CDCA8 3. 227259 | 2. 842177 . 18E-45 . 24F-42
CYP2C19 -3.64252 | 1.29655 . 08E-44 .61E-42
SKA3 3. 598199 | 1.864375 . 35E-44 . 21E-42
PKMYT1 3.214903 | 2. 381215 . 80E-44 . 24F-42
CYP26A1 -3. 79858 | 2. 340671 . 98E-44 . 63E-42
AC092171. 2 2.651889 | 3. 027477 . 56E-44 . 26E-42
UBE2C 4. 159057 | 3.697903 . 30E-44 . 20E-41
FOSB -3.2085 | 5.277495 . 50E-44 . 24F-41
FOXM1 3.673906 | 3.847536 . 90E-44 . 53E-41
S100A12 —-2.9224 | -1. 92145 . 17E-44 . 57E-41




HMMR 3.293274 | 2. 901186 . T6E-44 . 69E—41
GHR —2.42373 | 6. 178359 . 28E-44 . 01E-41
TRAIP 2.856439 | 1. 706639 . 02E-43 . 20E-41
TIMD4 -3. 41836 | 0. 636491 . 29E-43 . T6E—41
EME1 3. 282401 | 1. 028824 . 714E-43 . 68E-41
ILIRL1 -3. 34284 | 0. 707245 . T6E-43 . T5E—41
AL391845. 2 4.141511 | =2. 27991 . 82E-43 . 80E-41
SPC25 3. 186696 | 1.449142 . 59E-43 . 32E-41
FLVCR1 2.2548 | 3.687125 . 17E-43 . 04E-40
Chorf34 2.44204 | 0. 476229 . 31E-43 . 06E-40
EGR2 —-2.51066 | 2. 023668 . 64E-43 . 12E-40
PLK1 3. 605505 | 3. 276634 . 11E-43 . 13E-40
Z1C2 6.69706 | 2. 281033 . 26E-43 . 61E-40
AURKA 2.740356 | 4. 011006 . 15E-42 . 23E-40
TTK 3.832192 | 2. 137309 . 89E-42 . 38E-40
E2F1 3.733508 | 4.16198 . 29E-42 . 97E-40
RRM2 3.140114 | 4. 609901 . 86E-42 .47E-39
TRIP13 3. 484561 | 2. 236327 . 14E-41 . 10E-39
ANLN 3.705385 | 3. 326969 .51E-41 . T6E-39
MRO —-2.28699 | 1. 511678 . 12E-41 . 85E-39
GPM6A -3. 11187 | 1. 204836 . 13E-41 . 85E-39
DTL 3.320072 | 3. 241659 . 48E-41 . 45E-39
CDT1 3. 466958 | 3. 431803 . 18E-41 .67E-39
CENPE 3. 205397 | 2. 171362 . T6E-41 . 66E-39
GTSE1 3.589441 | 2.14153 . 16E-41 . 32E-39
AURKB 3.612343 | 2. 844112 . 00E-41 . 40E-38
CAPN10-AS1 2.370631 | 0. 074846 . 86E-41 . 54E-38
MKI67 3. 419175 | 4. 734535 . T5E-41 . 68E-38
BUB1B 3.574797 | 2. 399441 . 17E-40 . 01E-38




TICRR 3.704991 | 1. 158823 . 22E-40 . 08E-38
CDC6 3.262995 | 3. 489889 . 54E-40 .61E-38
KDM8 —2. 38007 | 4.704418 . TTE-40 . 99E-38
TQGAP3 3.464213 | 3. 886311 . 51E-40 . 21E-38
MYBL2 4.598607 | 4. 249043 . 85E-40 . T5E-38
APLN 3.94847 | 2. 857989 . 26E-40 . 41E-38
CELSR3 3. 540243 | 2. 558125 . 55E-40 . 00E-38
MND1 2.970264 | 1. 164735 . 60E-40 . 04E-38
CENPM 3. 585636 | 2. 559393 . 65E-40 . 07E-38
ESM1 4. 253282 | 3. 228008 . 05E-39 . 67E-37
PARPBP 2.772998 | 1. 531957 . 85E-39 . 91E-37
MT2P1 -3.20764 | 1. 014695 . 00E-39 . 10E-37
RFPL1 —-3. 68423 | —4. 01698 . 58E-39 . 98E-37
NCAPH 3.031977 | 2. 305834 . 713E-39 . 20E-37
CDKN2A 4.091755 | 3. 777096 . T0E-39 . 60E-37
CDC45 3. 127737 | 2. 373022 . T3E-39 . 61E-37
NOX4 2.877116 | 0. 308174 . 95E-39 . 91E-37
SIGLECI1 —2.29747 | -0. 03662 . 00E-39 . 45E-37
CENPI 3. 149858 | 0. 869616 . 11E-39 . 19E-36
DEPDC1 3. 820287 | 2. 120391 . 03E-38 . 50E-36
NEIL3 4.177751 | 0. 702354 . 26E-38 . 81E-36
AC132192. 2 2.433166 | 0. 09024 . 59E-38 . 28E-36
DSCC1 2.1197 | 1.751788 . T2E-38 . 46E-36
CKAP2L 3. 254317 | 2. 044273 . 06E-38 . 92E-36
LILRAS —2.11507 | 0. 607647 . 14E-38 . 02E-36
AP004782. 1 =-3. 12229 | =3. 70045 . 24E-38 . 14E-36
THBS4 5. 812547 | 4. 107911 .51E-38 . 48E-36
THY1 2.593982 | 5. 436833 . 62E-38 . 63E-36
C2lorf62 —2. 69885 | —2. 74551 . 69E-38 . T0E-36




KIF14 3. 158303 | 1. 965982 . T0E-38 . T0E-36
TCF19 2. 845651 | 3. 957739 . 38E-38 . 59E-36
KIF23 3.355027 | 2.46152 . T5E-38 . 07E-36
PBK 3.459319 | 2. 338922 . 68E-38 . 31E-36
ERCC6L 3. 240854 | 0. 422563 . 71E-38 . 31E-36
ADRATA -3. 08272 | 3. 306911 . 05E-38 . T4E-36
KIF19 —2.35696 | —0. 88995 . 10E-38 . T7E-36
SGO01 3.104515 | 1. 360113 . TTE-38 . 01E-35
AC016999. —2.74424 | -3. 31195 . 90E-37 . 43E-35
KIF18A 3.394262 | 1. 190235 . 07E-37 .61E-35
AC007906. —-2.4704 | -0. 95307 . 30E-37 . 90E-35
AC004477. 2. 808859 | 0. 85168 . 64E-37 . 29E-35
GMNN 2.246354 | 5.08367 . 12E-37 . 88E-35
ADGRG7 -2.63281 | 2. 398931 . 84E-37 . 71E-35
ASF1B 3.036293 | 2. 994424 . 18E-37 . 10E-35
CCNF 2. 240901 | 2. 870464 . T6E-37 . 16E-34
LRRC55 -2.71899 | —-0.96373 . 39E-36 . 63E-34
FANCI 2.327389 | 3.43873 . 43E-36 . 81E-34
ILIRN -2.10493 | 6. 031176 . 52E-36 .91E-34
IGFALS -3. 14897 | 5. 558771 . TTE-36 . 19E-34
MT1XP1 -3. 06976 | 0. 79618 . 98E-36 .41E-34
GPC3 5. 983637 | 9. 201403 . 71E-36 . 23E-34
S0CS3 —2.28647 | 5. 521355 . 13E-36 . 24E-34
E2F8 3.717661 | 1. 543646 . 33E-36 . 90E-34
APOF —2.83578 | 6. 744827 . 52E-36 . 10E-34
CCNA2 3. 563416 | 3. 495716 . 23E-36 . 85E-34
ORC1 2.974923 | 1. 757266 . 29E-36 . 87E-34
MTFR2 3.054279 | 0.4616 . 05E-36 . 69E-34
C2lorf58 2.332213 | 1. 776287 . 13E-36 . 86E-34




ARHGAP11A 2.600498 | 2. 801604 . 23E-36 . 94E-34
S0CS2 —2.13862 | 4.42821 . 13E-36 . 40E-34
CDKN2B-AS1 3.624281 | -0. 4854 . 91E-36 . D6E-34
RECQL4 2.723979 | 4. 191674 . 00E-36 . 62E-34
TEDC2 2. 825503 | 2. 076462 . 00E-35 .07E-33
DIRAS3 —-2. 81335 | 1. 009319 . 06E-35 . 13E-33
ZWINT 2. 520539 | 3. 860674 .07E-35 . 14E-33
RASD2 2.687785 | 0. 351363 . 11E-35 . 17E-33
SHCBP1 3.379289 | 1. 765392 . 14E-35 . 20E-33
STIL 2.441459 | 1. 948026 . 20E-35 . 26E-33
XRCC2 2.950494 | 1. 073203 . 21E-35 . 27E-33
DDX11-AS1 2.837226 | —1. 22451 . 36E-35 . 42E-33
OR51F1 3. 065438 | —0. 94855 . 37E-35 . 42E-33
KIF15 3. 415265 | 1. 652992 . 45E-35 . 50E-33
FAM183DP -3. 16266 | —4. 05349 . 65E-35 . T0E-33
CENPW 2.633058 | 2. 393709 . 25E-35 . 17E-33
ORC6 2.898409 | 1. 468764 . 84E-35 . T2E-33
TNFRSF4 2. 376554 | 1.655542 . 16E-35 . 01E-33
STMN1 2.163916 | 6. 047741 . 34E-35 . 17E-33
SGO2 2.443436 | 1.89307 . 40E-35 . 18E-33
OLFML2B 3.232612 | 3. 135521 . 25E-34 . 21E-32
LINC01093 —-3. 37424 | 2. 874744 . 37E-34 . 32E-32
E2F2 3.04265 | 1.230594 . T9E-34 . T1E-32
WDR62 2.602531 | 2. 563187 . 12E-34 . 02E-32
FATEL 4.448231 | —-1. 25006 . 50E-34 . 29E-32
HAGLROS 4.857921 | 2. 13023 . 48E-34 . 15E-32
GINS1 2.789277 | 2. 908146 . 08E-34 . 60E-32
POLQ 3.042362 | 1. 286816 . 13E-34 . 63E-32
BMP10 —4. 88238 | —2. 00242 . 90E-34 . 19E-32




NXF3 —-2.90645 | —1.7244 . 05E-34 . 30E-32
LRRN3 —2.53433 | -1. 20071 .07E-33 . 64E-32
AC010719. 1 2.876477 | 0. 380479 . 23E-33 . 10E-31
FPR2 —-2.72785 | —1. 43068 . 38E-33 . 24E-31
AC239868. 2 2. 181805 | 2. 328522 . T7E-33 . 58E-31
MDK 3. 852544 | 7. 163554 . 95E-33 . T3E-31
AC092119. 2 2.445445 | -1.13542 . 54E-33 . 22E-31
NUSAP1 2.317108 | 4.260162 . T5E-33 . 40E-31
RASL12 2.27391 | 1.610525 . 86E-33 . 49E-31
OLFML2A 2.460187 | 3. 203682 . 00E-33 . 60E-31
FAM83D 2.454744 1 3. 391111 . 88E-33 . 34E-31
ASS1P2 -3.3803 | -0. 58292 .91E-33 . 35E-31
AC134043. 2 3. 983735 | —1. 30655 . 42E-33 . 75E-31
PROK2 —-2.82788 | =3. 18732 . 68E-33 . 718E-31
CYP2(C8 —-2.63949 | 8. 729957 . 48E-33 . 37E-31
CDKN2C 2. 357723 | 3. 959684 . 11E-33 . 88E-31
UHRF1 3.293319 | 2. 397361 . 87E-33 . 48E-31
RAD54L 3.409582 | 1. 078279 . 05E-33 . 61E-31
AF165147.1 —2.39652 | —1.92973 . 16E-33 .47E-31
CDCAZ2 3.237206 | 1. 065139 . 05E-32 . 52E-31
COX412 2. 888257 | 0. 909009 . 38E-32 . 11E-30
CENPK 2.694766 | 1. 208581 . 39E-32 . 11E-30
PCLAF 2.523348 | 2. 968561 .41E-32 . 13E-30
HOXA13 6. 985312 | 2. 468544 . T0E-32 . 35E-30
INMT —2.42938 | 3. 604558 . 19E-32 . 7T1E-30
PLXDC1 3.04136 | 2. 745498 . 58E-32 . 01E-30
CXCL14 —3.52945 | 3. 018647 . 93E-32 . 27E-30
PIF1 2.788122 | 1. 279593 . 83E-32 . 96E-30
SLCOI1CI 3.994759 | —1. 80878 . 16E-32 . 96E-30




SEMASB 2.358875 | 1. 974821 . 81E-32 . 19E-30
CEP55 3. 108735 | 1. 782543 . 82E-32 . 19E-30
FAM72D 3. 588942 | —1. 40222 . 14E-32 . 40E-30
HAGLR 6. 268105 | 2. 418164 . 05E-31 . 87E-30
FANCD2 2.263103 | 2. 691664 . 13E-31 . 43E-30
TACC3 2.162486 | 4. 591258 . 25E-31 . 28E-30
NR4A1 —-2. 12318 | 4.969942 . 46E-31 . 07E-29
E2F7 3.537814 | 0. 753406 . 63E-31 . 19E-29
TERT 8. 708275 | 2. 465045 . T2E-31 . 26E-29
AL606489. 1 3.123952 | —1. 53849 .91E-31 . 39E-29
TK1 2. 388327 | 4.929428 . 99E-31 . 43E-29
AC138356.1 -2.2595 | -0.38261 . 22E-31 . 58E-29
MCM10 3.093933 | 1. 712359 . 40E-31 . T0E-29
MCM2 2.455125 | 4. 824432 .41E-31 . 7T1E-29
RDM1 3.478384 | —0. 35235 . 47E-31 . T5E-29
MESP2 3.411011 | 0. 223939 . 54E-31 . T9E-29
NATZ -2.9059 | 3.516437 . 16E-31 . 22E-29
MAD2L1 2.228085 | 2. 810514 . 21E-31 . 24E-29
PTP4A2P2 2. 86591 | —2.62786 . 53E-31 . 45E-29
ECT2 2.455079 | 3. 469691 . 83E-31 . 64E-29
GJC1 2.409293 | 2. 003762 . 15E-31 . 84E-29
0TX1 4.427437 | 0. 206857 .61E-31 . 15E-29
CAP2 2.331047 | 4. 731267 .07E-31 . 45E-29
NMRALZP 6. 032459 | 2. 287888 . 90E-31 . 00E-29
AC010776. 2 —3.50484 | —3. 85124 . 08E-31 . 11E-29
DIAPH3 3.723284 | 1.86957 . 27TE-31 . 22E-29
FENDRR —-2.72693 | —1. 71464 . 45E-31 . 33E-29
KIF11 2.260106 | 2. 836547 .42E-31 . 27E-29
SCX 3. 282854 | —0. 10201 . 09E-30 . 25E-29




RADS1 2.381164 | 1. 508429 . 18E-30 . 80E-29
TEX26 -3.62724 | -3.60018 . 23E-30 .07E-29
CDH24 2.239672 | 1. 551511 . 41E-30 . 24E-29
4-Mar 3.700949 | -2. 27891 . 45E-30 . 49E-29
NDUFA4L2 2.908116 | 4. 572331 . 57E-30 . 02E-28
MMP11 3.839937 | 3.961274 . 05E-30 . 33E-28
AL353708. 3 2.494628 | —1. 44663 . 58E-30 . 66E-28
DDX12P 2.066832 | 0. 385135 . 67E-30 . T1E-28
AL162431.2 2.411436 | -0.549 . 68E-30 . 71E-28
KCTD9P4 —-2.89251 | 2. 67247 . T2E-30 . T4E-28
ANKRD55 -2.20728 | 0. 39615 . 75E-30 . T5E-28
CSPG4 2.173576 | 3. 331229 . 94E-30 . 87E-28
PTGS2 -2. 41201 | 0.497879 . 02E-30 . 91E-28
Cl7orf82 3.011767 | -0.816 . 30E-30 . 08E-28
AC092171. 4 2.542016 | —1. 84899 . 42E-30 . 15E-28
CAPN11 2.126779 | 0. 80749 . 80E-30 . 3TE-28
TRIM45 2.334764 | 1.790475 . 90E-30 . 43E-28
LINC00907 —-2. 83687 | —1.3324 . 07E-30 . 53E-28
MSTO2P 2.008703 | 0. 447553 . 50E-30 . 37E-28
HASPIN 2.776857 | 0. 46226 . 15E-30 . T5E-28
CENPU 2.243662 | 3. 066207 . 65E-30 . 81E-28
EGR3 —-2.09288 | 0. 665243 . T8E-30 . 88E-28
HOTTIP 7.222567 | 0. 394924 . 39E-29 . 26E-28
P2RY12 —2.35049 | -1. 46294 . 52E-29 .01E-28
CHAF1B 2.633906 | 2. 457004 . 55E-29 . 19E-28
RFX8 2.785395 | —1. 24768 . 37TE-29 . 38E-27
MAPT 3. 055538 | 2. 740289 . 52E-29 LATE-27
CYP2B6 —2.59271 | 7. 415737 . 68E-29 . 9bE-27
TGM3 5.415108 | 4. 138217 . 03E-29 . TBE-27




HAMP -3. 57115 | 6. 963885 . 38E-29 . 95E-27
PRR11 2.551996 | 2. 382926 . 75E-29 . 14E-27
LINCO1311 2. 187764 | —0. 78661 . 51E-29 . D6E-27
AL121906. 2 2.859168 | —1. 20561 . 89E-29 . 31E-27
LPA —2.30807 | 5.109378 . 14E-29 . 45E-27
PLK4 2.188561 | 1. 258438 . 43E-29 . 16E-27
HELLS 2. 485966 | 2. 711883 . 45E-29 . 15E-27
SIX1 4.897756 | 0.053172 . 88E-29 . 38E-27
CHRM2 -3. 73181 | —1. 68157 . 06E-28 . 86E-27
WDHD1 2.052104 | 1. 899141 . 09E-28 . 96E-27
WDR76 2.292919 | 2. 495281 . 25E-28 . 85E-27
SAPCD1 2. 844159 | —1. 22005 . 30E-28 . 05E-27
CYP4A11 —-2.19963 | 8. 665893 . 45E-28 . 85E-27
GNAZ 3.67755 | 3.350285 .61E-28 . 63E-27
MYLK-AS1 2.1961 | -0. 74663 . 65E-28 . 84E-27
B4GALNT1 4.261306 | 2. 737197 . 69E-28 . 01E-27
NXPH4 5.704154 | 2.39558 . 25E-28 . 18E-26
NPYIR —-2.33142 | 1. 833453 . 26E-28 . 18E-26
TRPC6 2.135635 | —0. 32043 . 26E-28 . 18E-26
TMEM27 —-2. 41522 | 2. 772107 . 30E-28 . 20E-26
CNDP1 -3.24702 | 3. 895526 . 07E-28 . 60E-26
TP73 3. 478237 | 1. 491015 . 2TE-28 . 20E-26
CDC7 2.111199 | 1. 892281 . 39E-28 . 25E-26
NR4A3 —2.17509 | 2. 184335 . DTE-28 . 33E-26
GPRINI 2.65754 | 1. 808241 . TbE-28 . 42E-26
CD5L —2. 98782 | 4. 358932 . 00E-28 . 54E-26
0IP5 2.296945 | 0. 906282 . 45E-28 . T6E-26
AC102953. 2 2.10459 | 0. 350306 . 81E-28 . 93E-26
BCAN 4.638861 | 1. 522957 . 93E-28 . 99E-26




AC016773. 1 2.574057 | —1. 32802 . 82E-28 . 92E-26
DEPDC1B 3.264132 | 2. 226807 . 84E-28 . 93E-26
SERPINE1 —-2.16542 | 7. 506468 . 91E-28 . 96E-26
RAD51AP1 2.329202 | 1. 776963 . 38E-28 . 18E-26

BLM 2.504065 | 1. 546326 . 15E-28 . 54E-26
GDF2 —4.74348 | 1. 461041 . T4E-28 . 83E-26

AC124944. 3 2.194995 | -1. 06923 . 15E-27 . 68E-26

COL9A1 3.837011 | —0. 83437 . 28E-27 . 28E-26

CBX2 2.752295 | 2. 183374 . 45E-27 . 05E-26
MAFG-AS1 2.977642 | 1.171197 . 52E-27 . 39E-26
AL137060. 1 2.689841 | 2. 26742 . 60E-27 . TTE-26
FITM1 —-2.03425 | 1. 331743 . T6E-27 . 51E-26
COL25A1 —-2. 60075 | —1. 23864 . 10E-27 . 48E-25
Z1C5 6. 626833 | 0. 851757 . 3TE-27 . 60E-25
LINC01704 3.7757293 | —3. 24425 . 50E-27 . 65E-25
UBE2S 2.010954 | 3. 797776 . 53E-27 . 67E-25
DUSP9 5. 062627 | 4. 513606 . 5TE-27 . 68E-25

AC145207.9 2.562181 | —1. 50624 . 05E-27 . 89E-25
FAM111B 2.663949 | 2. 678555 . 49E-27 . 09E-25
SNORD104 2.781185 | 0. 960957 . 98E-27 . 31E-25

AL359510. 2 3.13655 | -2.0891 . 05E-27 . 34E-25
IGF2BP1 7.032803 | 3.671374 . 48E-27 . 52E-25
LINC02475 6.423101 | —0. 83888 . 82E-27 .67E-25
SCGB3A1 —2. 14419 | 0. 96626 . 96E-27 . T3E-25

HOXD9 4. 624307 | 0. 784924 . 93E-27 . 15E-25
AC006277. 1 2.039394 | -1.47118 . 48E-27 . 40E-25
MSH5 2.291148 | 0. 921767 . 50E-27 . 40E-25
ESR1 —2.44304 | 3. 549262 . 99E-27 . 05E-25
FAM57B 3. 935659 | —1. 90859 . 99E-27 . 48E-25




PITPNM3 —2. 45226 | 0. 731434 . 10E-26 . 91E-25
LHX4 2.571943 | -0. 31215 . 24E-26 . 50E-25
AL023803. 2 3.061387 | —1. 59796 . 45E-26 . 44E-25
ARHGAP11B 2. 174088 | 0. 685838 . 5TE-26 . 93E-25
ROBO1 2.960879 | 5. 882228 . 10E-26 . 21E-25
CRNDE 3.423741 | 1. 579094 . 11E-26 . 22E-25
AL133367.1 2.183272 | —0.4801 . 19E-26 . 38E-24
EPS8L3 4.967108 | 3. 944525 . 28E-26 .41E-24
ZNF252P-AS1 2.163333 | —1. 57936 . 33E-26 . 43E-24
AC026369. 3 —2.55085 | 2. 83994 . 88E-26 .07E-24
GABRQ 4.529088 | —1. 45386 . 26E-26 . 22E-24
CCNE1 4. 055159 | 2. 742285 . 26E-26 . 63E-24
NT5DC2 2.697705 | 4.479849 . 17TE-26 . 00E-24
C200rf204 5.12058 | 2. 400723 . 25E-26 . 04E-24
EMC3-AS1 2. 254807 | 0. 14493 . 49E-26 . 13E-24
PTGES2-AS1 3.493155 | 2. 30718 . 38E-26 .4TE-24
MT2A —2.42151 | 9. 550088 . T9E-26 . 63E-24
DUXAP10 3.960153 | 1. 61697 . 10E-25 . 53E-24
RNFT2 2.737736 | 0. 773395 . 14E-25 .67E-24
CTHRC1 4.041124 | 2. 726156 . 60E-25 . 52E-24
LINC02163 7.289361 | —-1. 00693 . 99E-25 . 08E-24
AC018809. 1 2.9554792 | —2. 33253 . 92E-25 . 16E-23
KBTBD11 -2.2982 | 2.843698 . 00E-25 . 19E-23
NUDT10 —-2.90655 | 2. 09221 . 10E-25 . 23E-23
TPX2 2.171136 | 4. 650932 . 46E-25 . 3bE-23
ASB16 2. 126586 | 0. 29775 . 52E-25 . 3TE-23
AC107396. 1 —4.21071 | 2. 95301 .63E-25 .41E-23
DNAJC6 2.6385 | 2.082718 . 65E-25 . 42E-23
TEX19 4.707616 | —2. 05928 . 86E-25 . 49E-23




DUXAP9 3.751563 | —1.7059 . 95E-25 . 53E-23
FOXS1 2.894708 | 1. 097733 . 14E-25 .97E-23
NOTCH3 2. 115877 | 5. 307778 . 04E-25 . 29E-23
LY6H 4.316447 | 0. 78209 . 12E-25 . 31E-23
SPATCIL 2.9533 | 2.289553 . T5E-25 . 54E-23
CXCR2 —-2.21786 | —1. 17038 . 85E-25 . 30E-23
TRIMT71 8. 525123 | 2. 835089 . 96E-25 . 34E-23
ST8SIA6 —-2. 38153 | —2. 16081 . T4E-25 . 63E-23
HOXD8 3.123672 | -0. 12257 .91E-25 . 69E-23
AC074327.1 6.06034 | 1.558273 . 08E-24 .01E-23
HHTP -3. 25486 | 1. 994691 . 19E-24 . 39E-23
T™MC7 2.212348 | 1. 023775 . 24E-24 . 57E-23
ERFE 2.70258 | 0.385792 . 40E-24 . 10E-23
SLC22A10 —2.27853 | 4.79559 . 45E-24 . 29E-23
CYP4A22 —-2.1297 | 6. 766978 . 45E-24 . 29E-23
AC024361. 1 2.247841 | —1.51628 . 87E-24 . T0E-23
AC110285. 6 3.61674 | —1.85331 . 26E-24 . 00E-23
PLACS8 —2.25558 | 1.55742 . 29E-24 . 10E-23
RD3L —-4. 03997 | -3. 73285 . 84E-24 . 00E-22
CIP2A 2.228723 | 1.521412 . 92E-24 . 02E-22
ASS1P11 -2.7064 | —1.78593 . 03E-24 . 06E-22
CLSPN 2.858384 | 0. 714438 . 07E-24 . 07E-22
AC109322.1 2.097558 | 0. 803938 . 27E-24 . 80E-22
FAM72C 3. 157262 | —1. 87742 . T1E-24 . 94E-22
AC004080. 2 6.573725 | —1. 85963 . 98E-24 . 68E-22
GLYATL1 -2.01707 | 6. 712118 . 62E-24 . 20E-22
TSLP —2.30828 | 1. 316449 . T1E-24 . 23E-22
SLC7A11 4.352792 | 2. 763305 . 05E-23 . 48E-22
CYP39A1 —-2.39841 | 4. 413521 . 15E-23 . 81E-22




TCF15 2.333918 | -0. 63989 . 24E-23 . 10E-22
AL136162.1 2.213761 | —1.4724 . 31E-23 . 31E-22
LINC02202 2.721349 | —2. 04907 . 33E-23 . 3TE-22

TPPP2 —-2.08872 | 0. 852097 . 42E-23 . 63E-22

CXCR1 —2.21055 | 1. 12355 . 52E-23 . 92E-22
AC010280. 2 —2.53475 | —0. 70984 . 64E-23 . 28E-22

PMFBP1 2.792005 | 0. 11592 .T7E-23 . 65E-22

MT1F —2. 88647 | 5. 895989 . 87E-23 . 97E-22

GPR19 2.545243 | —-1.11428 . 89E-23 . 02E-22

AMHR2 —2.94266 | —2.11028 . 92E-23 . 10E-22

HSF2BP 2.15589 | —-1. 41866 . 93E-23 . 13E-22

EBF1 2.199079 | 1. 742864 .97E-23 . 26E-22

HOXA10 5.663261 | 1. 196047 . 99E-23 . 32E-22

FANCB 2.290238 | —1. 23654 . 19E-23 . 93E-22

TTC36 —2.74425 | 4. 494819 . 22B-23 . 99E-22

FSTL4 4.565562 | 1.14815 . 22B-23 . 99E-22

MTX1P1 2.013298 | 0. 984493 . 25E-23 .07E-22

G6PD 2.663226 | 5. 229046 . 36E-23 . 41E-22
AC092821. 1 2.480341 | -1.51022 . 37E-23 . 44E-22

SPSB4 —-2.61146 | -2. 27083 . 58E-23 . 09E-22

PTP4A3 2.608781 | 4. 618559 . 82E-23 . T4E-22
AL136084. 3 3.991146 | -3. 08177 . 99E-23 . 24E-22

TOB2P1 2. 554073 | —0. 76528 . 10E-23 . 54E-22
AL451074. 2 2.053502 | —1. 78946 . T0E-23 . 13E-21
AC008080. 1 —2. 05483 | —4. 00344 . 17E-23 . 2TE-21
AL451050. 2 2.345546 | 2. 19764 . DbE-23 . 38E-21

SIX4 3.417469 | 0. 217119 .62E-23 . 40E-21
AL590235. 1 2. 339246 | —1. 10809 . 75E-23 .43E-21

MAGEA1 9.047639 | 2. 887216 . 18E-23 . 56E-21




INS-IGF2 —-4. 10821 | 0. 644609 .4TE-23 . 64E-21
SP6 3. 163127 | 0. 308668 . 09E-23 . 82E-21
AC080080. 1 2.073704 | -2. 02159 . 65E-23 . 99E-21
ST8STA6—-AS1 5. 756463 | 1. 805393 . 12E-23 . 12E-21
TESMIN 2.351276 | 1.17075 . 22E-23 . 15E-21
AC116049. 2 5.075686 | —1. 78287 . 29E-23 . 45E-21
TMEM145 3.979895 | —0. 04473 . 34E-23 .47E-21
MAPK8IP2 3.309803 | 3. 147509 . 11E-22 . 25E-21
MRAP2 4.224753 | 1. 882828 . 22822 . 56E-21
AL513320.1 2.144633 | 2. 32735 . 26E-22 . 7T0E-21
COCH 4. 384547 | 2. 242667 . 39E-22 . 05E-21
U73166. 1 2.216578 | -1.16712 . 40E-22 .07E-21
STX2 6.199401 | 0.001117 . 44E-22 . 17E-21
RAB3B 3. 815347 | 3. 556339 . 45E-22 . 19E-21
PXDNL 2.919609 | —0. 74578 . 53E-22 . 40E-21
MESP1 2.026809 | 1. 338647 . 54E-22 . 42E-21
AC011294.1 4.472765 | 0. 15142 . 65E-22 . T4E-21
RPS6KL1 2.064602 | 2. 243189 . 65E-22 . T4E-21
AC105137. 3 2.118522 | -2.439 . 14E-22 . 08E-21
EGFL6 4.048067 | —1. 53529 . 32E-22 . 54E-21
FOXD2-AS1 2.149432 | 1. 669783 . 66E-22 .4TE-21
CCDC28B 2.401589 | 2. 320524 . 88E-22 . 08E-21
MT1X —2.51031 | 8. 093534 . 96E-22 . 28E-21
MAG -2.8509 | -2.54516 . 06E-22 . 55E-21
NMB 2.209674 | 2. 042832 .07E-22 .97E-21
TBX20 —-2.63073 | —3. 58988 . 15E-22 . T9E-21
CPLX2 9.273792 | 5. 795877 . 40E-22 . 45E-21
GABRE 2. 886455 | 4. 030997 . 92E-22 . 715E-21
MYO18B 7.147669 | 1. 665086 . D6E-22 . 85E-21




ACO011921.1 2.315251 | =2.74162 . 57E-22 . 87E-21
BMS1P8 6.075996 | 1. 700356 . T6E-22 . 04E-20
PAQR4 2.060397 | 2.636519 . 32E-22 . 18E-20
N4BP3 2.050674 | 0. 792118 . 54E-22 . 24E-20
RTKN2 2. 91627 | 0. 556905 . 00E-22 . 36E-20

HBB —-2.06128 | 4. 465741 . 48E-22 . 48E-20

AC010201. 2 2.125688 | —1.46752 . 97E-22 . 50E-20

AC116025. 2 3.200547 | —2. 75277 . 57E-22 . 50E-20
CCNE2 2.165241 | 0. 968961 . 60E-22 . 51E-20
COLCAZ2 2.810179 | 1. 290934 . 84E-22 . 57E-20

DLG5-AS1 2. 378538 | =0. 69189 . 90E-22 . 58E-20
FOXD2 2.147349 | 1. 154817 . 99E-22 . 60E-20
CRYBG2 2.596985 | 1. 559774 . 02E-22 . 61E-20
MYOM2 -2.00641 | 1. 057325 . 56E-22 . 75E-20

1QCD 2.744938 | 0. 340015 . T4E-22 . 80E-20
ALGIL 3.418298 | 2. 559652 . 49E-22 . 99E-20

LINC0O0685 2.160821 | —1. 55525 . 58E-22 . 01E-20
EDIL3 2.835113 | 2. 558088 . T6E-22 . 06E-20
PADI4 —2. 18973 | —2.68475 . 56E-22 . 51E-20
HHIPL2 6. 452248 | 2. 079958 . 11E-21 . 89E-20
CDC25A 2.186136 | 1. 857948 . 12E-21 . 92E-20
ITPKA 2.61782 | 2.897447 . 15E-21 . 01E-20
SAPCD2 2.801699 | 1. 468655 . 16E-21 . 01E-20

LINCO1703 2.409045 | —0. 42898 . 21E-21 . 15E-20
CSPG5 2.570209 | 0. 403562 . 39E-21 . 99E-20
GBA3 —-2.2343 | 5.26348 . 39E-21 . 59E-20

AC004816. 1 2.082786 | —0. 7269 .41E-21 . 64E-20
TTC39A 3.210212 | 3. 35577 . 50E-21 . 86E-20
ASIC3 2.038929 | 0. 469722 . 52E-21 . 91E-20




TRIM16 3.023608 | 3. 936281 . 52E-21 . 92E-20
ISX 7.128329 | 2. 643014 .63E-21 . 19E-20
HOXD3 3. 556582 | 2. 92335 . T6E-21 . 47E-20
SFRP1 —-2.38281 | 0.991512 . 11E-21 . 33E-20
SCN4A 2.178019 | 0. 709822 . 17E-21 . 48E-20
PVT1 2.39178 | 2.081021 . 2TE-21 . T0E-20
AC007842. 1 2.163589 | —0. 84603 . 38E-21 . 98E-20
LINC00853 2.445484 | 0. 35572 . 45E-21 . 15E-20
LEF1 3.061569 | 2.58831 . 49E-21 . 23E-20
AL365181. 3 3. 81889 | 3.518631 . 53E-21 . 30E-20
NETO2 2.319708 | 1. 436573 . 63E-21 . 54E-20
STRIP2 2.688712 | 1. 008982 . 81E-21 . 97E-20
DGKI 2.350705 | =0. 99035 . 84E-21 . 03E-20
LINCO1419 11. 19679 | 3. 491073 . 99E-21 . 40E-20
DUXAP8 3. 156894 | —0. 46726 . 45E-21 . 50E-20
AP001469. 3 2.009167 | —0. 2555 . 61E-21 . 88E-20
LINC00355 7.287622 | -1.0199 . 98E-21 . 76E-20
MT1P3 —-3. 36485 | —2. 54107 . 25E-21 . 04E-19
AC023908. 3 2.092469 | 2. 20976 . 60E-21 . 12E-19
STAM-AS1 2.26042 | -2. 40109 . 96E-21 . 21E-19
PRPF38AP1 -3. 33049 | —3. 96265 . 12E-21 . 24E-19
RNF157 2.62285 | 3.910803 .A4TE-21 . 33E-19
PDGFA 2.008694 | 4. 398257 . 10E-21 .47E-19
AC099850. 3 2.694631 | —0. 93552 . 16E-21 . T2E-19
RBP7 2.041609 | 3. 330734 . 89E-21 . 88E-19
DCN —2.27473 | 6. 531544 . 12E-21 . 93E-19
SLC25A47 —2.61753 | 7.390498 . 32E-21 .97E-19
TLDC2 2.39456 | 1. 263699 . T4E-21 .07E-19
MELTF-AS1 2. 381819 | 0. 20485 .91E-21 . 11E-19




AC132872. 2 2.55165 | —2.5254 . 20E-21 . 17E-19
AC139100. 2 2.102513 | -0. 83767 . 48E-21 . 24E-19
HTR2A-AS1 —-2. 18475 | =3. 79618 . 59E-21 . 26E-19
BICDL1 2.320733 3. 461 . 06E-20 . 49E-19
CRIP3 2.180579 | 2. 754768 . 09E-20 . 55E-19
PIMREG 3. 179899 | 0. 563588 . 12E-20 .61E-19
LYPD1 4.139917 | 2. 588688 . 24E-20 . 88E-19
IGF2BP3 4.829952 | 1. 664487 . 33E-20 . 09E-19
CR1 -2.01887 | 0. 216468 . 38E-20 . 18E-19
CSF3 —2.75517 | =3.5797 . 40E-20 . 23E-19
BATAP2L2 3.04137 | 3.510127 . 45E-20 . 32E-19
GNAO1 —2.20488 | 3. 511885 . 64E-20 . 76E-19
KCNMB2-AS1 4.716483 | 0.038192 . 67E-20 . 82E-19
RETREG1 —2.23124 | 4. 335376 . T7E-20 . 04E-19
PRRG3 2.41062 | —1. 69938 . T9E-20 . 07E-19
AFAP1-AS1 7.199177 | 2. 705613 . 99E-20 . 50E-19
EFNA3 2.154175 | 1. 459026 . 99E-20 . 50E-19
KRT16P2 —4. 40452 | —1. 29668 . 02E-20 . 57E-19
NPSR1-AS1 6.427265 | =0. 00917 . 19E-20 . 95E-19
LINC02241 8.869663 | 0. 549263 . 20E-20 . 96E-19
AL590666. 2 3.291445 | 0. 645062 . 32E-20 . 21E-19
LEF1-AS1 3.792376 | —2. 57868 . 39E-20 . 37E-19
TEX22 2.183232 | —-1. 24026 . 93E-20 .49E-19
CDKN2A-AS1 4.170593 | —3. 48751 . 99E-20 . 63E-19
AC245100. 6 7.764338 | 0. 140121 . 08E-20 . 82E-19
CABYR 4.30806 | 2.57532 . 09E-20 . 83E-19
MT1E —2.55597 | 7.59794 . 25E-20 . 16E-19
LINCO1532 5. 632985 | —2. 02286 . 30E-20 . 25E-19
LINC02476 7.779106 | —0. 16938 . 30E-20 . 25E-19




AL445524. 1 2. 265908 | 3. 552623 . T5E-20 . 21E-19
AMD1P4 —2.58629 | —0. 49574 . 88E-20 . 48E-19
AL136987. 1 5.007968 | -1.1074 . 20E-20 . 16E-19
SNHG4 2.439806 | 0. 54716 . 24E-20 . 25E-19
SMUG1P1 -3.28615 | 0. 37516 . 30E-20 . 34E-19
SNX25P1 2. 156985 | —1. 20405 . 3TE-20 . 50E-19
IGSF3 2.602205 | 3. 675795 . 40E-20 . 53E-19
PITX1 5.69672 | 2. 171446 . 63E-20 . 00E-18
CREG2 3. 189257 | -1. 92723 . 94E-20 .07E-18
TMPOP2 3.070704 | -3. 13945 . 05E-20 . 09E-18
AC068858. 1 3. 340906 | -3. 10439 . 18E-20 . 12E-18
AL121832. 3 2.261443 | —1. 63689 . 53E-20 . 19E-18
AC009148. 1 2.197476 | —2. 69762 . 81E-20 . 25E-18
CYTOR 2.019254 | 3. 603713 . 97E-20 . 28E-18
3-Sep 3.16727 | 0.408389 . 46E-20 . 37E-18
AL512652. 1 2.846897 | —3. 40948 . 68E-20 . 42E-18
NQO1 4.836261 | 7. 308074 . 08E-20 . 50E-18
MAMSTR 2.076673 | 0.323017 . 14E-20 . T1E-18
HOXD4 4.901453 | 2. 47645 . 18E-20 . T2E-18
AC092155. 1 —-2.7574 | -3.18212 . 2TE-20 . T4E-18
HAGHL 2.867968 | 1. 049181 . 97E-20 . 88E-18
RIBC2 2.996895 | 0. 162214 . 01E-20 . 89E-18
ADH4 —2.34195 | 9. 718017 . 23E-19 . 5bE-18
FEZF1-AS1 5.591764 | 0. 025362 . 23E-19 . 55E-18
LINC02561 3. 408115 | —1. 99429 . 23E-19 . 5bE-18
FAM72B 2.298685 | —1. 20546 . 32E-19 . T2E-18
EVX1 6.711227 | -1.1717 . 36E-19 . 80E-18
TBX4 7.926739 | 1. 222357 . 38E-19 . 84E-18
EBF3 2. 288359 | —0. 22542 . 5bE-19 . 16E-18




AL121899. 1 2.338505 | 0. 207534 . 56E-19 . 19E-18
PCK1 —-2. 16185 | 9. 912869 . 7T3E-19 .51E-18
AL359878. 1 2.429082 | —2. 50216 . T8E-19 .61E-18
Cborf46 3.810851 | —0. 7566 . 85E-19 . T5E-18
AC073352.1 2.557176 | —=3.10293 . 03E-19 . 09E-18
LRRC37A6P 2.967418 | -0.644 . 14E-19 . 29E-18
SSUH2 3.92991 | 2.30415 . 16E-19 . 34E-18
CELSR3-AS1 2.295051 | 2. 36474 . 28E-19 . 57E-18
SFN 3. 862439 | 4. 772902 .63E-19 . 26E-18
GYS2 —2.13435 | 5. 787928 .68E-19 . 34E-18
HOXA11-AS 5.705271 | 2. 05841 . 69E-19 . 36E-18
AC009005. 1 2.233044 | 0. 031762 . T4E-19 . 45E-18
AC016550. 2 5.572275 | 2. 69362 . 98E-19 . 92E-18
AC112777.1 3.344495 | -2. 09184 . 56E-19 . 03E-18
CDCA7 3. 77979 | 1.892956 . 60E-19 . 10E-18
AFP 7.029053 | 9. 126914 . 69E-19 . 28E-18
ASIC1 3.41336 | 1.469156 . 7T0E-19 . 29E-18
DCST1 2.237397 | -1. 19767 . 20E-19 . 25E-18
TRIM7 2.566039 | 0. 164225 .47E-19 . 75E-18
AC111000. 4 2.530721 | 1. 400291 . 66E-19 . 09E-18
NCAPD2P1 5. 455156 | -1. 10618 . 94E-19 . 59E-18
ITLN1 —2.64729 | 0. 24559 . 25E-19 . 02E-17
CTSV 4.591342 | 2. 189718 . 37E-19 . 04E-17
ADM2 2.215528 | 3. 885153 . 59E-19 . 08E-17
AC006960. 2 —3. 73594 | 3. 60249 .61E-19 . 08E-17
TFAP2A-AS1 4.006793 | -1. 36921 . 64E-19 . 09E-17
LINCO1818 —2.49992 | —-2.97302 . 71E-19 . 10E-17
LRRC1 2.37367 | 3.177664 .89E-19 . 13E-17
AC034229. 4 2.599562 | —2. 90241 . 92E-19 . 14E-17




SPINKS 3. 254353 | 0. 638786 . 66E-19 . 2TE-17
SPOCK1 4. 530157 | 2. 039048 . 96E-19 . 33E-17
PLGLA —-2. 20016 | 1.490448 . 12E-19 . 36E-17
POUSF1 2.031133 | 0. 791631 . 28E-19 . 38E-17
AC114316. 2 4.190799 | -2.1579 . 96E-19 . 51E-17
MUC13 5. 245496 | 6. 922702 . 07E-19 . 53E-17
LPL 2.519901 | 2. 071462 . 71E-19 . 64E-17
UBD 2.61855 | 6. 055869 . T6E-19 . 65E-17
S100P 5.918214 | 5.80909 .99E-19 . 69E-17
AC099520. 1 5. 457187 | 2. 97885 . 05E-19 . T0E-17
HGF —-2. 02887 | 3. 487734 . 22E-19 . T3E-17
MATN3 5.307226 | 1. 777049 . 48E-19 LTTE-17
CSMD2 3. 17151 | 0.537534 . 55E-19 . T18E-17
EML6 2.063507 | 1.22373 .61E-19 . 80E-17
SYPL1P2 2.403329 | —2. 60688 . 63E-19 . 80E-17
LINC00634 3.594473 | —-2.89672 . 85E-19 . 84E-17
ACO78778. 1 2.100856 | —1.64803 . 00E-18 . 87TE-17
ACAN 3. 662429 | 0. 651255 . 04E-18 . 93E-17
SNHG25 2.422712 | 0. 341512 .07E-18 . 99E-17
MAGEB17 6.630573 | 0. 549829 . 14E-18 . 11E-17
TLX1 2.9102 | 1.667998 . 14E-18 . 12E-17
HIST1H2AM 2.478622 | —2. 13953 . 17E-18 L 17E-17
AC099508. 2 —2.34551 | —1. 19985 . 33E-18 . 46E-17
AC105384. 1 -2.02691 | -3.95182 . 53E-18 . 18E-17
STAUZ2-AS1 2.451468 | —2. 41446 . 5bE-18 . 82E-17
DCST2 2.118754 | 0. 751074 . 56E-18 . 84E-17
GSDMC 3. 918421 | —0. 88675 . 59E-18 . 88E-17
OSR2 4.197766 | 0.491108 . 60E-18 .91E-17
SLC2A5 4. 342268 | 3. 007025 . 62E-18 . 93E-17




RANBP3L —-2.18869 | 1. 171961 . 62E-18 . 93E-17
AC110285. 7 2.078396 | —0. 00442 . 66E-18 . 00E-17
ACO73842. 2 2.271144 | 2. 56645 . T6E-18 . 17E-17

RBM24 2.640881 | 2. 426359 . 87E-18 . 3TE-17
PRND 3. 984238 | —0. 39518 . 87E-18 . 3TE-17
WNK4 3.778199 | 2.67816 . 94E-18 CATE-17
TIGD3 2.204612 | -0. 22688 . 99E-18 . 56E-17
PDIA2 6.116288 | 1.617179 . 01E-18 . 60E-17
MEP1A 6. 581795 | 2. 937063 .01E-18 . 60E-17

GPR158 3. 449916 | 1. 506072 . 09E-18 . T3E-17
HIST1H2AT 3.5749 | -2.06273 . 23E-18 . 98E-17

NANOS1 2.703164 | 0. 464584 . 28E-18 . 05E-17

DLK2 2.000981 | 0. 569677 . 30E-18 . 09E-17
CD109 2.517738 | 3. 529338 . 36E-18 . 19E-17
NNMT —-2.19193 | 9. 298938 . 40E-18 . 25E-17
LINC01451 3.212299 | 1. 688318 . 48E-18 . 38E-17
LINC00628 2.75345 | —2.78784 . 55E-18 .51E-17
FAM180A —-2. 41703 | 1.25906 . 55E-18 .51E-17
KCNK9 6.260449 | 0.04223 . 60E-18 . 58E-17
LYPD8 4.944557 | 0. 22569 . 60E-18 . 58E-17
CYP1A2 -3.20001 | 7. 098511 .61E-18 . 60E-17
REEP2 3.1159 | 0.132884 .61E-18 . 60E-17
GAD1 4.716149 | —0. 27783 . 71E-18 . T6E-17
HRAT92 3. 034705 | -0. 11555 . 75E-18 . 83E-17
5-Sep 2.037197 | 2. 784212 .81E-18 . 94E-17
AC024230. 1 5. 687848 | —2. 2526 . 86E-18 . 02E-17
HCN2 3. 341158 | 0. 696499 .91E-18 . 10E-17

MAFA-AS1 7.553257 | —0. 77349 . 95E-18 . 17E-17
AC015468. 1 —-2. 82031 | =3. 96818 . 00E-18 . 24E-17




AC110285. 2 2.162792 1 0. 976761 . 10E-18 .42E-17
LCN2 4.750263 | 7. 633821 . 28E-18 . T0E-17
AC091987. 1 5. 725087 | =2. 57153 . 39E-18 . 8TE-17
ACO79789. 1 —-2.48331 | —4. 06718 . 58E-18 . 19E-17
HIST1H4H 2.642127 | 0. 103057 . 89E-18 . T2E-17
AC026740. 1 2.685027 | 0. 11707 . 93E-18 . 18E-17
PGC 10. 59124 | 6.73374 .67E-18 . 03E-17
PAFAH1B3 2.007112 | 3.977014 . T3E-18 . 13E-17
AC004160. 1 -2.30366 | 0. 17621 . 06E-18 . 65E-17
AP001178. 3 3. 046305 | -3. 12223 . 12E-18 . T5E-17
C20orf144 2.325351 | —2. 76887 . 30E-18 . 04E-17
MAFA 6.568103 | 1. 285957 . 63E-18 . 57E-17
CSMD1 6.496854 | 1. 184133 . 04E-18 . 02E-16
CDHS8 3.69822 | 2. 06693 . 10E-18 . 03E-16
EPPK1 3.40542 | 3.194832 . 22E-18 . 05E-16
KCP 3.005163 | 0. 344659 . 25E-18 . 06E-16
MYO1A 3. 068139 | 1. 533856 . 42E-18 . 08E-16
AC023355. 1 2.116688 | =2. 17931 . 01E-18 . 18E-16
PRR7-AS1 2.716345 | —2.49502 . 24E-18 . 22E-16
AL139412. 1 2.389148 | -0. 88221 . 26E-18 . 22E-16
AC016737.1 2.142396 | —2. 28396 . 40E-18 . 24E-16
LINCO1121 4.247754 | =2. 30198 .61E-18 . 28E-16
EPHX4 2.65854 | —-1.7161 . 65E-18 . 28E-16
LINC00665 2.860313 | 2. 910652 . 86E-18 . 31E-16
AP000553. 1 2.999265 | —2. 93872 . 13E-18 . 3bE-16
RPS26P47 —-2.03285 | —2. 89395 . 22E-18 . 37E-16
HAO2 —2.32874 | 6.121662 .63E-18 .43E-16
AC025594. 2 2. 845754 | —0. 23154 . 83E-18 .47E-16
AC090502. 1 8.007996 | 0. 754128 . 95E-18 . 48E-16




CCL25 6. 939506 | 4. 495053 . 96E-18 . 48E-16
MSX1 2.06685 | 1.04404 . 16E-18 .51E-16
BANF2 4.981294 | —2.0538 . 31E-18 . 54E-16
AC006252. 1 2.016837 | —2.5395 . 31E-18 . 54E-16
FLJ31104 2.134488 | -1. 37194 . 65E-18 . 599E-16
SMC1B 3.762146 | —0. 01347 . 66E-18 . 59E-16
AC068669. 1 2.697216 | 2. 93661 . T6E-18 .61E-16
SEZ6 6.995012 | 2. 567294 . 06E-17 . T4E-16
HOXD1 5. 487817 | 2. 02848 . 06E-17 . 714E-16
AC126118.1 2.063134 | =2. 71777 . 09E-17 . 80E-16
MOGAT2 —-2.19765 | 5. 240517 . 15E-17 . 89E-16
AC112484. 4 2.22098 | —0.7584 . 19E-17 . 95E-16
AC105118.1 7.54595 | -0.70723 . 24E-17 . 02E-16
SLC22A1 —2.34664 | 8. 176033 . 3TE-17 . 22E-16
SLC30A3 4.976964 | 0.94151 . 40E-17 . 26E-16
TCTEX1D1 -2.06897 | 0.463192 . 46E-17 . 35E-16
VASH2 2.416514 | 1. 052757 . 50E-17 . 42E-16
COL2A1 9.315875 | 4. 282189 . 52E-17 . 45E-16
ELFN2 3.74431 | 1. 619755 .62E-17 . 60E-16
ADRA2C 3.361707 | 2. 344502 . 62E-17 . 60E-16
LINCO1970 3. 158971 | —2. 00424 . T0E-17 . 71E-16
ARID3A 2.556258 | 3.967162 . 87TE-17 . 98E-16
TRIM50 5. 416028 | 2. 487621 . 04E-17 . 24E-16
ZFPM2-AS1 4.122535 | 1. 378265 . 14E-17 . 38E-16
HRCT1 2.894945 | 2. 998479 . 21E-17 .49E-16
AL365181. 2 3.793405 | 1. 209899 . 28E-17 . 60E-16
AC091133. 4 4.519959 | —2. 64774 . 32E-17 . 65E-16
SULT1C2 3.629548 | 3.92693 . 34E-17 . 69E-16
C9 —-2.57052 | 8. 776202 . 49E-17 . 90E-16




ZNF296 2.207404 | 0.26578 . 62E-17 . 11E-16
AL133215.2 2.581603 | -2.543 . 64E-17 . 13E-16
MAPK12 2.223896 | 3. 227258 . 85E-17 . 45E-16
AC011005. 4 2. 544728 | 2. 26074 . 96E-17 . 63E-16
MIR148A 2. 843191 | —3. 29355 . 06E-17 . T7E-16
SLITRK6 —-2.79184 | -2. 01071 . 18E-17 . 82E-16
SNCG 3. 542378 | 4. 462727 . 89E-17 . 98E-16
ATP5G1P4 2.744122 | 2. 38767 . 46E-17 . 82E-16
GPSM1 2.060676 | 3. 563432 . 63E-17 . 06E-16
GNAL 2. 088566 | 2. 376867 . 87TE-17 .42E-16
EMX1 3. 884084 | 0. 650566 .91E-17 .47E-16
AP003068. 4 2. 874824 | —0. 08406 . 96E-17 . 54E-16
OACYLP 3. 279253 | —3. 31347 .9TE-17 . 5bE-16
AP000523. 1 3.081727 | 2. 60031 L 17E-17 . 85E-16
AL445228. 2 3.00695 | =2. 77902 . 23E-17 . 93E-16
LRRC77P 3.134693 | —1. 74911 . 26E-17 . 97E-16
DYNC1I1 3. 893288 | 2. 384239 . 27E-17 .97E-16
SCARNAS —2. 24529 | 3. 41963 . 48E-17 . 29E-16
SSX1 8.759982 | 2.971202 . 58E-17 . 43E-16
DOCK3 2.624705 | —0. 80234 . 63E-17 . 50E-16
C1QTNF3 4.08593 | 4.509189 . 89E-17 . 88E-16
MKRN3 4.014215 | -0. 67639 . 94E-17 . 94E-16
NAP1L4P1 2.982426 | —0. 47623 . 12E-17 . 20E-16
LINCO1535 3.49226 | —1.52531 . 31E-17 . 48E-16
GNG4 5. 488045 | 3. 281973 . 36E-17 . 54E-16
LINC00511 3. 381216 | 1. 883017 . 03E-17 . 05E-15
SPP1 4. 349968 | 9. 224262 . 20E-17 .07E-15
LINCO1116 3.284128 | -0.508 . 718E-17 . 15E-15
COX7B2 8.936134 | 2. 240086 . 81E-17 . 16E-15




DNASE1L2 2.707984 | -0. 19356 . 15E-17 . 20E-15
AC091057. 3 2.321132 | -2.6908 . 29E-17 . 22E-15
AC068987. 1 2.270493 | —2. 57808 . 36E-17 . 23E-15

CI1QLI 3. 987318 | 2. 875063 . 01E-17 . 33E-1b
BMP5 —2.43482 | —0. 09522 . 27E-17 . 36E-15
AC005393. 1 2.196015 | —2. 64668 . 34E-17 . 37E-15
DUOX1 2.326476 | 1. 683835 . 718E-17 .43E-15
FUT2 3.020989 | 1. 216564 . 81E-17 . 43E-15
AC004540. 2 —2.33366 | 0. 55662 . 03E-16 . 50E-15
SLC6A8 2.954932 | 4. 719168 . 05E-16 . 52E-15
CEL 3. 280339 | 0. 198861 . 07E-16 . 56E-15
STK39 2.058133 | 3. 328587 .07E-16 . 56E-15
DQX1 6. 031559 | 0. 933896 . 08E-16 . 56E-15

RPLPOP2 3.116213 | -0. 61899 . 10E-16 . 60E-15
RN7SL521P 2.223696 | —2. 95791 . 11E-16 .61E-15
IBAS7T-AS1 2. 183887 | =3. 00067 . 15E-16 . 66E-15

MYCN 3.726699 | 1. 154668 . 21E-16 . T4E-15

LINC01833 7.233332 | —0. 66765 . 34E-16 . 92E-15

AL138828.1 4.481581 | 0. 788741 . 35E-16 . 94E-15
BEST4 2.315954 | —1.3089 .41E-16 . 01E-15
AC011447.7 2.984861 | 0. 81297 . 43E-16 . 04E-15
SFRP4 3.011617 | 2. 171908 . 53E-16 . 17E-15
FIRRE 3.21925 | -1.90752 . 53E-16 . 18E-15
AC024595. 1 5. 835941 | —2. 69855 . 55E-16 . 21E-15

COL24A1 3.992204 | —0. 08474 . 97E-16 . 23E-15

AC021491. 2 3.124271 | -3. 48961 . 68E-16 . 37E-15
ACTN2 4.770774 | 3. 247721 . 69E-16 . 38E-15
CPA6 5. 804276 | —0. 45372 . 71E-16 .41E-15

AL731897.1 7.279157 | -1. 48701 . 01E-16 .81E-15




PRRX1 2.482278 | 1. 509645 . 02E-16 . 83E-156
HIST1H3B 3.19884 | —-1.63312 . 10E-16 . 93E-15
AC117386. 2 5.1834 | -1.21061 . 13E-16 . 97E-15
FIBCD1 5.706983 | -0.7801 . 25E-16 . 13E-15
MYBPC1 3.774702 | —0. 74094 . 32E-16 . 22E-15
TEX41 3.321571 | 0. 935028 . 43E-16 . 36E-15
CYP19A1 6.939527 | 1. 391719 .51E-16 .47E-15
AC233280. 1 2.37212 | -2. 64643 .51E-16 .47E-15
GLDN 3. 894656 | 2. 098983 . 52E-16 . 48E-15
RHO 3.579942 | -2.7842 . 52E-16 . 48E-15
AC005829. 1 2. 148357 | —1. 78255 . 57E-16 . 54E-15
RPL18P13 4.782712 | -1.8218 . 62E-16 .61E-15
AL137159.1 2.123033 | -3. 14625 . 63E-16 . 62E-15
UGT2B11 3.270161 | 4. 763445 . 85E-16 . 90E-15
DLX5 5. 346652 | —1. 21986 . 92E-16 . 00E-15
GRIN2B —-2.2509 | 0. 084649 . 95E-16 . 03E-15
SPARCL1 2.816874 | 7. 078986 . 96E-16 . 04E-15
DKK1 5. 840978 | 3. 876466 . 97E-16 . 05E-15
LINCO1235 3. 134078 | —1. 05531 .97E-16 . 06E-15
STRC 7.926252 | 2. 12402 . 05E-16 . 16E-15
LDLRAD1 4.166509 | 1. 463318 . 05E-16 . 16E-15
HOXA3 2.879565 | 1. 325039 . 08E-16 . 20E-15
FGF23 —-3.52019 | —2. 24814 . 12E-16 . 25E-15
AC006538. 1 2.390257 | —1.52509 . 40E-16 . 60E-15
BX842568. 4 —-2.078 | -1.33041 .41E-16 .61E-15
CACNB4 3.211106 | —0. 08591 . 54E-16 . 718E-15
AC011445. 2 2.634301 | —1. 09785 . 56E-16 .80E-15
CCDCT8 2. 356697 | —0. 36541 . 59E-16 . 85E-15
SYT10 —-3. 09877 | =3. 51932 . 63E-16 . 89E-156




MAGECZ2 8.607367 | 2. 866936 . 68E-16 . 96E-15
GAREM2 2.220902 | 1. 169145 . 69E-16 . 96E-15
ETV4 3.035448 | 4.22083 . 71E-16 . 99E-156
HIST2H4A 2.047437 | —1. 43198 . T6E-16 . 05E-15
TMEM266 2.108446 | 0. 393648 . 83E-16 . 15E-15
CPXM1 2.430286 | 1.473312 . 01E-16 . 38E-1b
PI15 4.116843 | 0. 937932 . 14E-16 . 54E-15
AC008875. 1 2.460065 | —3.0879 . 15E-16 . 56E-15
B4GALNT2 7.302252 | 1.96765 . 18E-16 . 58E-15
AVPRIA —2. 43287 | 4. 986804 . 19E-16 . 60E-15
DANDS 2.919874 | -2. 50226 . 25E-16 . 68E-15
AL355388. 2 2.518891 | —2. 14878 . 27TE-16 . 7T0E-15
VAX2 3. 389688 | —1. 12509 . 31E-16 . T5E-15
LINCO1426 2.907697 | 1. 190082 . 39E-16 . 85E-15
UCHL1 4.828388 | 3. 628744 . 54E-16 . 04E-15
TM4SF20 8.028286 | 3. 275138 . T4E-16 . 29E-15
IL17D 3. 215062 | 1. 133674 . 78E-16 . 34E-15
DYDC2 3.496227 | 0. 915527 . 85E-16 . 44F-15
CTNNA3 —-2.19455 | 1. 237091 . 90E-16 . 50E-15
UPK3A 5.730254 | 3. 008274 . 02E-16 . 64E-15
AC093895. 1 5.21945 | —-1.60495 .47E-16 . 21E-15
IBSP 6. 708546 | —0. 48423 . 48E-16 . 22E-15
AC104590. 1 2.337892 | —3. 18751 . 53E-16 . 28E-15
CWH43 —-2.7515 | -1. 85304 . 55E-16 . 30E-15
AC141002.1 2.23235 | =3.03979 . 59E-16 . 3bE-15
LINCO1224 4.558935 | —0. 69665 . 63E-16 .40E-15
ANO2 3.065291 | 0. 014337 . 71E-16 .50E-15
AP003469. 2 3.909301 | -2. 33233 . 71E-16 . 50E-15
LOXHD1 2.677925 | —2. 43854 . 84E-16 . 66E-15




TMEM150B 2.275398 | 3. 230247 . 01E-16 . 87E-15
RASGRF2-AS1 2.877749 | =3.71222 . 20E-16 . 10E-15
FAM171A2 2.162375 | 0. 312802 . 30E-16 . 22E-15
AC087392. 1 —-2. 41275 | 0. 17529 . 67E-16 . 69E-15
HOXD-AS2 4.050124 | -2. 06054 . 84E-16 .91E-15
DUSP5P1 4.766269 | —2. 82342 . 18E-16 . 34E-15
KCNC1 4.970773 | -1.66019 . 35E-16 . 54E-15
SLC17A8 —-2.37293 | 2. 25505 . 39E-16 . 59E-15
AP000769. 1 2.651507 | 0. 833977 . 48E-16 . 71E-15
HMGCLL1 —2.23628 | —2. 05249 . 75E-16 .01E-14
ZNF300 2.123112 | 1. 180099 . 93E-16 . 03E-14
AC004263. 2 2.198853 | —2. 48383 . 29E-16 .07E-14
SLC6A9 2.168456 | 2.21958 . 68E-16 . 12E-14
TSSK5P 2.272192 | —1.84143 . T7E-16 . 13E-14
AC000067. 1 2.939504 | 3. 87275 . T8E-16 . 13E-14
FP236383. 2 —4. 50033 | —3. 45543 . 04E-16 . 16E-14
MIOX 4.165437 | 0.100117 . 71E-16 . 25E-14
AL358075. 2 2.725553 | =3. 10331 . 93E-16 . 2TE-14
ATP2A1-AS1 2.328058 | —1.86183 . 00E-15 . 28E-14
UROC1 —2. 25579 | 5.892181 . 01E-15 . 29E-14
GPC2 2.115185 | —1. 47974 . 03E-15 . 31E-14
LINGO1 2.60348 | 2. 745588 . 04E-15 . 32E-14
AC139100.1 2.03286 | —0.58571 . 08E-15 . 37E-14
RFLNA 4.566662 | 1.210317 . 22E-15 . 5bE-14
SYN3 2. 681205 | 0. 60992 . 25E-15 . 58E-14
ISL2 3. 929923 | —1. 30064 . 27E-15 .61E-14
KCNES 3. 168638 | —0. 25795 . 33E-15 .67E-14
F2RL3 2.358998 | 1. 883772 . 33E-15 . 68E-14
AL589182. 2 3.779001 | -3. 2363 . 33E-1b6 . 68E-14




AC024560. 2 2.525079 | -1. 71257 . 36E-15 .71E-14
LINCO1287 8.616021 | 2. 936735 . 37E-15 . T2E-14
LINC01980 7.200306 | 0. 422505 .41E-15 .TT7E-14
HAND2-AS1 —2. 30893 | 0. 345449 . 52E-156 . 90E-14
STEAP1B 3. 322516 | -1. 74339 .53E-15 .91E-14
SLC9A3 4.059862 | 1. 561971 . 56E-15 . 94E-14
MFSD2A —2.22841 | 5. 949659 . 58E-15 .97E-14
ACO73111.1 2.516447 | =3. 58495 . 67E-15 .07E-14
TMEM132A 2.557963 | 3. 694705 . T0E-15 . 10E-14
NEB 2.974281 | 4. 206126 . T0E-15 .11E-14
GLP2R —2. 21526 | 0. 92729 . T5E-15 . 16E-14
DCAF4L1 2.51031 | -1.07136 . 83E-15 . 27E-14
RHBDL3 4.268285 | 0.96755 . 90E-15 . 34E-14
AC073585. 1 2.922627 | 2. 48426 . 90E-15 . 35E-14
ASB9P1 3.415121 | -1. 63653 . 93E-15 . 38E-14
FER1L4 2.984678 | 1.472152 . 96E-15 .42E-14
TRIM16L 2.474289 | 4. 486661 . 98E-15 . 44E-14
AL021807. 1 2.374433 | —1. 61837 . 02E-15 . 48E-14
SEZ6L2 3. 488772 | 4. 975324 . 03E-15 .49E-14
AC080129. 2 2.081178 | —1. 65527 . 15E-15 . 63E-14
LINCO1194 7.138326 | —1. 16959 . 21E-15 . 70E-14
HISTIH3D 2.259361 | 0. 66125 . 25E-15 . 715E-14
AC090227. 2 —2.49411 | -3. 43075 . 33E-15 . 84E-14
TINAG 7.030926 | 2. 110224 . 35E-15 . 86E-14
CERS1 4. 406597 | —0. 38407 . 44E-15 . 96E-14
DRP2 3. 750658 | —2. 63963 .51E-15 . 04E-14
TPBGL 3. 080456 | 0. 093904 .97E-15 . 10E-14
DACH2 5. 048513 | —2. 26641 .99E-15 . 13E-14
LINC02365 4. 580529 | 1. 600025 . 86E-15 . 44E-14




PES1P1 5.916623 | 2. 62414 . 86E-15 . 45E-14
DCAF4L2 9.405471 | 3. 088186 . 03E-15 .63E-14
UNC13A 3.68388 | —0. 06628 . 09E-15 .71E-14
MST1 3. 529381 | 2. 687085 . 15E-15 . 78E-14
AL731684.1 4.949321 | -2. 21736 . 24E-15 . 87E-14
AC078909. 2 2.962395 | —2. 83653 . 26E-15 . 89E-14
FBXW10 4.208478 | 0. 316283 . 36E-15 .01E-14
REG1A 10. 4039 | 6.891861 . 36E-15 .01E-14
CYP17A1 4.265919 | 6.041128 .41E-15 .07E-14
DSCAM -2.01013 | 2. 85557 .41E-15 .07E-14
LINCO1186 2.838633 | —1. 12067 .47E-15 . 13E-14
ERVFRD-1 -2.04024 | -2.9179 .47E-15 . 13E-14
TMEM151B 2.701504 | 3. 75488 . 48E-15 . 14E-14
TRIM54 4. 368569 | 0. 574136 . 59E-15 . 26E-14
AC141557.1 2.429736 | —1.9827 . T5E-15 . 44F-14
WNT3A 7.785448 | 0. 988133 . TTE-15 . 46E-14
GPR35 3. 044466 | 2. 223732 . 85E-15 . 55E-14
AL163953. 1 3. 737658 | —1. 93085 . 89E-15 . 60E-14
AL359313.1 5.741049 | -1. 92682 . 11E-15 . 85E-14
PCSK1 6. 990807 | 3. 520614 . 14E-15 .87E-14
MIR2052HG 4.621508 | —2. 38572 . 18E-15 .92E-14
AP000346. 2 2.007482 | -1. 27831 . 55E-15 . 33E-14
SCG2 3. 664925 | —1. 42722 . 75E-15 . 5bE-14
PLPPR4 2.874186 | —0. 86266 . 86E-15 . 68E-14
ARFGEF3 3.006719 | 2. 879494 . 94E-15 . T6E-14
SRRM3 3.613852 | 1. 817418 . 11E-15 . 93E-14
AC239809. 3 3. 786336 | 0. 09619 . 14E-15 . 95E-14
AC107419.1 4.505111 | 2. 30156 . 20E-15 . 02E-14
HOXD10 4.351884 | —1. 31963 . 22E-15 . 05E-14




LINCO1611 6. 337532 | =2. 09158 . 38E-1b . 22E-14
LINC02466 5. 372987 | —3. 03582 .49E-15 . 33E-14
AC016885. 3 5. 952466 | —1.86615 .57E-15 .42E-14
RTBDN 5. 261494 | —0. 78436 . 83E-156 . 70E-14
PRR36 2.424404 | 0. 894967 . 98E-15 . 86E-14
KRT16P1 —-3. 848 | -2. 26491 . 40E-15 . 33E-14
KCNH4 2.300865 | —1.11662 . 44E-15 . 37E-14
MT1H —-2. 88778 | 5. 349953 . 48E-15 .41E-14
AP006621. 2 2.076156 | —1. 28666 . 48E-15 .41E-14
RGS9BP 2.634668 | —3. 13874 . 75E-15 . 7T0E-14
MPZ 3.039732 | 3.759444 . 88E-15 . 83E-14
RNU6-8 2.084137 | —1.46079 . 96E-15 .92E-14
DSCR8 7.670492 | 0. 446095 . 18E-15 . 16E-14
IGDCC3 6. 034464 | 0. 254981 . 714E-15 . 718E-14
LINC01863 —2. 28807 | —2. 95086 . TTE-15 .81E-14
AL162413.1 6. 723257 | —1. 22766 . 80E-15 . 83E-14
DCAF8L2 7.395053 | 0. 97009 .87E-15 .91E-14
BDKRB1 2.769425 | —0. 42807 . 26E-15 . 33E-14
TSPO2 2.206667 | -0.4919 . 38E-15 . 45E-14
GCNT1P3 -2.03271 | —4. 01362 . 64E-15 . 713E-14
MNS1 2. 717787 | 2.27833 . 69E-15 .T7E-14
HISTIH3]J 3. 175652 | —3. 82382 . T4E-15 . 83E-14
HIST1H2AL 3. 021985 | —3. 55934 .01E-15 .01E-13
CLVS1 2.832491 | 0. 63373 . 10E-15 . 02E-13
AC114401.1 4. 380835 | —2. 66257 .90E-15 . 10E-13
ALPK3 2.096976 | 3.94546 . 98E-15 . 11E-13
LINCO01234 5. 742598 | 0. 632717 . 03E-14 . 14E-13
PRDM7 3.37899 | —2.17278 . 06E-14 . 17E-13
PDZRN4 —-2.2238 | -1.63617 . 06E-14 . 18E-13




ACO79061. 1 —-2.11202 | 0. 497256 . 08E-14 . 19E-13
FAM24B 2.153939 | —0. 93421 . 08E-14 . 20E-13
LINC02367 2. 132838 | —1. 75846 . 09E-14 . 20E-13
LUCAT1 4.130866 | 0. 463085 . 11E-14 . 22E-13
LINC00221 7.724396 | 1. 392799 . 14E-14 . 26E-13
ACP4 4.05989 | -1.1408 . 16E-14 . 27TE-13
FAM81A 2.133002 | 0. 00376 . 16E-14 . 28E-13
CRYGS 2.033455 | 1. 265895 . 16E-14 . 28E-13
LINC01424 2.130695 | —3. 19047 . 17E-14 . 29E-13
HIST1HZ2BG 2.225694 | -0. 27379 . 19E-14 . 31E-13
RASGRF1 4.152483 | 1.507132 . 20E-14 . 32E-13
LINC00942 7.042257 | 1. 463384 . 20E-14 . 32E-13
HIST2H2BF 2.060261 | 0. 86728 . 20E-14 . 32E-13
AC079466. 1 6. 396336 | 4. 034303 . 20E-14 . 32E-13
REG3A 10. 55683 | 8. 630014 . 20E-14 . 32E-13
LRRC19 —-2.1396 | -0.47702 . 22E-14 . 34E-13
ST6GALZ —2.06675 | 0. 472629 . 28E-14 .40E-13
AC010894. 3 4.676432 | 0. 64914 . 29E-14 .41E-13
C1QL4 4.134249 | —1. 28497 . 30E-14 .42E-13
AC005670. 1 2.779286 | —3. 46308 . 33E-14 . 45E-13
D102 4.416539 | 1. 620984 . 33E-14 . 45E-13
TALZ 2.569607 | —2.51743 . 33E-14 . 45E-13
AC025176.1 2. 841065 | —3. 36331 . 34E-14 .46E-13
AC012236. 1 2.543696 | 0. 565704 . 3bE-14 .47E-13
PDE1C 2.663937 | 0. 12872 . 36E-14 .48E-13
C2orf48 2.35831 | —-1.88184 . 39E-14 .51E-13
CASKIN1 3.51 —-1. 78432 .40E-14 . 952E-13
HIST1H1B 3.007873 | —3.2379 .41E-14 .953E-13
CCDC170 2.565711 | 2. 928924 .41E-14 . 53E-13




NPFFR2 6. 148769 | 0. 224195 .43E-14 . 5bE-13
ZNF681 2.191363 | 0. 567214 . 45E-14 .97E-13
LINCO1762 2.504829 | 2. 24466 .49E-14 . 60E-13
RNVU1-6 2.263156 | —2. 86814 .49E-14 .61E-13
SPOCD1 2.763721 | —-0.61409 . 66E-14 . 78E-13
AP000593. 3 5. 328178 | 0. 39676 . 69E-14 . 81E-13
CUZD1 3.771342 | 0. 282832 . T3E-14 . 84E-13
LINCO1572 2.193185 | 2. 34957 . T4E-14 . 86E-13
SLC7A10 6.127542 | 1. 116532 . T6E-14 . 87E-13
T™MC2 3. 052622 | -3. 27751 . T9E-14 .91E-13
ZNF883 2.844981 | —0. 04862 .81E-14 . 92E-13
HISTIH4E 2.480513 | -2.2627 . 85E-14 .97E-13
AC078993. 1 4. 381839 | 0. 18948 . 88E-14 . 00E-13
LINC02313 3.515728 | 2. 37714 . 89E-14 . 00E-13
LGI1 —-2.4738 | -2. 06367 .91E-14 . 03E-13
ITGA2 2.031143 | 3.004285 . 98E-14 . 09E-13
PAEP 9.457992 | 3.79286 . 00E-14 . 11E-13
ZNF99 4.316228 | —0. 75881 . 06E-14 . 16E-13
PHACTR3 —2.09804 | 2. 04346 . 08E-14 . 19E-13
SERTAD4-AS1 3. 024263 | —0. 78268 . 13E-14 . 24E-13
ZNF695 4.420735 | -1.76712 . 15E-14 . 26E-13
GAPLINC 3. 128667 | —0. 20803 . 19E-14 . 29E-13
AC011503.1 4.768991 | —1. 43602 .21E-14 . 31E-13
FAM133A 5. 403824 | 1. 578031 . 24E-14 . 35E-13
CALY 4. 089006 | —1. 00915 . 33E-14 . 44E-13
BRSK2 3.485082 | -0.0435 . 3bE-14 .46E-13
DUSP13 5. 462453 | —1. 30281 . 36E-14 .47E-13
DDX53 7.242742 | —0. 85836 . 37E-14 .47E-13
CEND1 2.308742 | —1. 97853 . 37E-14 . 48E-13




PPIAPT7 2.372092 | —1. 49927 . 39E-14 . 50E-13
MCF2L2 2.994234 | 0. 002805 .40E-14 . 50E-13
IL1RAPL2 —-2.00217 | —1. 18585 .51E-14 .61E-13
ADAM11 2.336191 | -0. 36451 .61E-14 . T1E-13
RET —-2.17579 | 1. 249221 .61E-14 . T1E-13
PAGE4 8.615322 | 4.670553 . 62E-14 . T2E-13
AC090809. 1 6.596072 | —1. 87208 . 86E-14 . 95E-13
PNMA3 3.710042 | 2. 356823 . 93E-14 . 02E-13
CHGA 7.006507 | 2. 147895 .97E-14 . 06E-13
MAGEC1 8.434966 | 1. 825111 . 00E-14 . 09E-13
AL355987. 5 2.829216 | —3.5003 . 08E-14 . 17E-13
PHEX 3. 220581 | —0. 25953 . 19E-14 . 27E-13
MYBPHL 5.477085 | 0. 85641 . 26E-14 . 34E-13
SLC34A3 3. 056233 | -2. 57288 . 37E-14 . 44E-13
AC013553. 3 2. 342533 | —3.4344 .41E-14 . 48E-13
LIN28B 9.470609 | 1. 112197 .47E-14 . 53E-13
AP003419. 3 2.137337 | -2.21188 . 50E-14 . 56E-13
UCN2 3.919909 | -2. 91337 .51E-14 .57E-13
DPY19L2P2 2.068179 | -1. 11965 . 64E-14 . 7T0E-13
DLX1 5. 332541 | -1. 00761 . 65E-14 . T1E-13
SLC22A11 4.314146 | 4. 090795 . 70E-14 . 75E-13
LINCO1136 2.529261 | —2. 09307 . T2E-14 .T7E-13
CCNO 3. 253713 | 0. 598063 .T7E-14 .82E-13
PCSK2 —2.76829 | —3. 29602 . 718E-14 . 83E-13
AC090192. 2 5.264913 | -2. 29333 . 84E-14 . 88E-13
AL117329.1 5. 320385 | —2. 48779 . 96E-14 . 00E-13
CAMK2N2 2.444246 | 1. 095432 . 08E-14 . 12E-13
LINC02335 5.55411 | —2.41253 . 10E-14 . 14E-13
TSPEAR-AS2 2.767326 | 1.213235 . 11E-14 . 15E-13




HAVCR1 5.201512 | 0. 426933 . 16E-14 . 18E-13
TRIM17 3. 449095 | —0. 65864 . 32E-14 . 33E-13
AL391056. 1 4.45483 | 0.558619 . 59E-14 . 59E-13
FHAD1 2. 188083 | —0. 41053 . 75E-14 . T4E-13
CEMIP 2.697023 | 2. 396407 . T9E-14 .T7E-13
SLC4A11 2.829113 | 0. 806887 . 83E-14 . 81E-13
HOXC9 5.6958 | —0.5582 .93E-14 . 90E-13
FERIL6 6.104689 | 1.010913 . 95E-14 . 92E-13
VCX 5.871105 | -1. 78771 . 99E-14 . 95E-13
HISTIH3H 2.044362 | 1. 660708 . 09E-14 . 05E-13
CXCL17 4.459479 | 1. 128823 . 14E-14 . 10E-13
PEG10 4.65086 | 7.345023 . 14E-14 . 10E-13
KPNA7 2. 179317 | 0. 256758 . 36E-14 . 31E-13
AC092384. 2 —2.25329 | —0. 25524 . 39E-14 . 33E-13
AC007639. 1 4.225232 | —1. 46309 .67E-14 . 60E-13
NKD1 3.994623 | 4. 978349 . 95E-14 . 86E-13
C140rf180 -2.80823 | 0. 31188 . 17E-14 . 06E-13
AL121772. 1 2.134131 | =1. 97033 . 25E-14 . 14E-13
CGREF1 2.010669 | 4. 544334 . 28E-14 . 16E-13
STRA6 3.799317 | -0. 29918 . 33E-14 . 21E-13
NOVA1-AS1 5.746482 | -1. 91539 .47E-14 . 35E-13
LINC00906 5.380379 | -2.6186 . 50E-14 . 38E-13
ALDH3A1 5.300345 | 7. 174784 . 58E-14 . 45E-13
AC106900. 2 4.423439 | 2. 47571 . 90E-14 . T4E-13
MRPL45P1 4.468222 | -3. 29387 .01E-14 . 84E-13
TRAM1L1 3.004136 | -0. 27017 . 18E-14 . 00E-13
FOXH1 4.140455 | —1. 40216 . 39E-14 . 20E-13
AC097515. 1 3. 673622 | —3. 15425 . 99E-14 . T6E-13
HOXA11 5.471868 | —-1. 71733 . 15E-14 .91E-13




SLCI9A3-AS1 2.163267 | 3.412023 . 18E-14 . 93E-13
CALN1 —-2.60185 | —-1. 99744 . 37E-14 . 10E-13
AL355987. 4 2.340296 | 0. 10672 . 82E-14 . 50E-13
LINC02377 6. 265235 | —1. 63673 . 84E-14 .52E-13
ABCB5 6.359754 | 0.31211 .07E-14 . T2E-13
LAMA3 2. 362026 | 4.667093 . 19E-14 . 82E-13
SP5 2.558295 | 3. 209174 . 94E-14 . 50E-13
MIR4664 2.151269 | —1. 46965 . 00E-13 . 60E-13
ECEL1 6.510872 | 3. 241484 . 02E-13 . 78E-13
AL589765. 6 2.207377 | =3.37318 .07E-13 .02E-12
SHOX2 3.078027 | —1. 28507 . 10E-13 . 05E-12
COL22A1 4.646773 | 2. 196322 . 15E-13 .09E-12
PRAME 6.82527 | 3.003752 . 15E-13 . 09E-12
AL035401.1 4. 538089 | —3. 14688 . 18E-13 . 12E-12
AL032819. 2 3. 844295 | —0. 58268 . 22E-13 . 15E-12
ODAM 7.622045 | 2. 476317 . 23E-13 . 17E-12
UBTFL10 —-2.43331 | -3.724 . 31E-13 . 23E-12
CYP2W1 2.898543 | —1. 23991 . 32E-13 . 24E-12
AL591848. 2 3. 210466 | —3. 34101 . 34E-13 . 26E-12
CLEC2L 6. 575492 | 0. 00524 . 44F-13 . 3bE-12
AC100803. 3 2.050476 | —-1.88213 .46E-13 .37E-12
NCOA7-AS1 —2. 15486 | —3. 20661 . 46E-13 .37E-12
AC109830.1 5. 280757 | —2. 88619 .51E-13 .41E-12
AL031864. 1 2.685407 | —3. 68555 . 60E-13 .49E-12
HIST2H2BD 2.07855 | —3. 24349 .61E-13 .50E-12
AKR1C7P 2.216491 | —1.41458 .62E-13 .50E-12
1GDCC4 3. 162343 | 0. 245536 .63E-13 .01E-12
ZNF385D 3.941467 | 2. 105978 .63E-13 .91E-12
AC023090. 1 5.156123 | —1. 84104 . 65E-13 . 54E-12




ALPI 8.389399 | 3. 392539 . 66E-13 . 54E-12
KCNJ5 2.177565 | 2. 326072 .68E-13 . 55E-12
HES2 3. 057365 | 0. 41653 . T1E-13 . 58E-12
SLC45A4 2.039265 | 3.16822 . T5E-13 .61E-12
FAM163B —2.27961 | 0. 075216 .80E-13 . 66E-12
GRPR 4.081588 | =0. 04311 . 81E-13 .67E-12
C190rf67 2.514 | -2.97287 . 84E-13 .69E-12
BPIFA2 6.412775 | =1. 39155 . 87E-13 . T2E-12
LINC02152 4.027813 | —3. 14532 .92E-13 . T6E-12
PPP4R3C 7.967489 | 0. 425085 .92E-13 LTTE-12
AL139023. 1 5. 282788 | —2. 28805 . 95E-13 . T9E-12
KCNQ3 2.138886 | —0. 93546 . 95E-13 .T9E-12
ARMC4P1 3.524291 | -3. 2563 . 95E-13 . T9E-12
AL357060. 1 3.473699 | -1. 30205 . 03E-13 . 85E-12
AL590705. 1 2.529016 | -1. 16105 . 03E-13 . 86E-12
PCDHGA1 2.424315 | 0. 55298 . 13E-13 . 94E-12
AFF2 4.81207 | 0.258743 . 14E-13 . 95E-12
ANKRD65 2.536546 | 2. 724362 . 14E-13 . 95E-12
LINCO1775 2. 685809 | 3. 87909 . 17E-13 . 98E-12
AC147055. 1 3.455731 | -0. 31166 . 18E-13 . 99E-12
DPF1 2.427352 | 2. 31653 . 23E-13 .02E-12
NKX3-2 4.43575 | —-2.0938 . 24E-13 . 04E-12
FERILS 2.7753986 | —1. 73807 . 26E-13 . 05E-12
PPP1R14D 4.198356 | 0. 25165 . 26E-13 . 06E-12
KRT8P17 —2.43108 | 3. 39572 . 27E-13 . 06E-12
TNNC1 3.093361 | 1. 355787 . 31E-13 . 09E-12
STC2 2.107139 | 3. 233105 . 31E-13 . 10E-12
LINC02323 3.947988 | —2. 14485 . 37E-13 . 15E-12
C7 —-2.00834 | 6. 597646 . 38E-13 . 15E-12




TPSP2 2.209409 | 0. 639807 . 43E-13 . 19E-12
FAP 2.434618 | 1. 153144 . 50E-13 . 25E-12
MAGEB2 9. 182512 | 1. 351448 . 53E-13 . 28E-12
GLP1R 6. 245302 | 0. 98104 . 56E-13 . 30E-12
STRAS8 3. 939808 | —2. 06547 .97E-13 .31E-12
AC010201. 1 2.101047 | -3. 1506 .61E-13 . 34E-12
CEACAM20 5. 123059 | 1. 260264 .62E-13 . 35E-12
INHA 4.765616 | 1.019393 . 64E-13 . 37E-12
APLP1 3.000441 | 1. 915886 . 7T1E-13 .43E-12
BFSP2 2.978515 | —1.94419 . T9E-13 .49E-12
STMND1 3.233169 | —0. 08749 . T9E-13 . 49E-12
FBN3 3.514592 | 1. 150157 . T9E-13 .49E-12
MYMX 3.240085 | —1. 2472 . 82E-13 .51E-12
KIAA1614-AS1 | 2. 209072 | —3. 13841 . 88E-13 .57E-12
AC114786. 2 5.615508 | —0. 22924 .91E-13 . 59E-12
BX276092. 7 7.881154 | —0. 93302 . 96E-13 . 64E-12
BAGE2 6. 738266 | —1. 33067 .97E-13 . 64E-12
VSIG10L 2.129562 | 3. 035694 . 99E-13 . 66E-12
DMC1 2.337469 | —1. 20875 . 06E-13 .T1E-12
AC112178.1 6.00766 | —1.95822 . 14E-13 . 18E-12
AC106820. 5 2.082978 | —2.69325 . 15E-13 . T9E-12
KIRRELZ 7.686958 | 1.61471 . 15E-13 .T9E-12
LINCO1748 5. 135732 | —1. 59406 . 19E-13 .83E-12
CPNE7 2.751484 | 1. 444491 . 22E-13 . 85E-12
SYT3 4.797424 | 1. 047434 . 23E-13 . 86E-12
PCDHB2 2.97159 | 0. 326181 . 25E-13 . 87E-12
PSCA 3. 949985 | —1. 04549 . 25E-13 .87E-12
OR2B6 2. 283739 | —1. 96496 . 27E-13 . 88E-12
HOXC6 4.693783 | —1. 01535 . 29E-13 . 90E-12




ZSWIMb 2.005861 | 2. 691505 . 29E-13 . 90E-12
RFPL4B 7.366183 | 0. 09029 . 53E-13 . 10E-12
AC245100. 3 9.213587 | 1. 687916 . 54E-13 . 11E-12
HMGAZ2 5. 898566 | 1.44099 . 60E-13 . 16E-12
AC010280. 1 —2. 09638 | —3. 14708 . 64E-13 .19E-12
PNMAS 6.653312 | 1. 540292 . 65E-13 . 20E-12
AKR1B10 3. 664923 | 9. 009017 . T1E-13 . 25E-12
UNC5A 2.892389 | 0. 32589 . 83E-13 . 34E-12
KCNN1 2.597432 | 1. 43032 . 00E-13 .48E-12
DNER 6. 982053 | 1. 608908 . 03E-13 .51E-12
CRLF1 2.691516 | 1. 361477 . 14E-13 . 60E-12
ACTL8 7.430752 | 0.84933 . 18E-13 . 64E-12
FHDC1 2.042099 | 0. 339663 . 20E-13 . 65E-12
AC091182.1 2.221727 | -1.235 . 33E-13 . T6E-12
DIRAS1 3.555131 | 0. 421791 . 35E-13 .TTE-12
PFN1P11 4.237467 | 0.679117 . 46E-13 . 86E-12
MAGEAG 8.078312 | 2. 758393 . 54E-13 .93E-12
FRRS1L 5.425811 | 0. 813541 . 59E-13 .97E-12
AL118511.2 3. 392565 | —2. 72514 .63E-13 . 00E-12
IRX3 2.566 | 2.173419 . 66E-13 . 02E-12
CELF3 3. 696848 | —3. 14362 . T4E-13 . 09E-12
SH2D4B 2.869464 | —3.10478 . 80E-13 . 14E-12
INPP5J 2.128098 | 0. 131093 . 96E-13 . 26E-12
AC131391.1 4.809368 | 3. 25118 . 98E-13 . 28E-12
LENEP 3.08294 | —4. 05065 . 24E-13 .49E-12
DNAH12 2.739897 | —0. 18455 . 24E-13 .49E-12
KBTBD11-0T1 —2. 02655 | 3. 02273 .46E-13 . 66E-12
FLJ12825 2. 818181 | —2. 54864 . 64E-13 .81E-12
LAMB4 2.827696 | —1. 25845 . 94E-13 . 06E-12




SPATA3-AS1 2.701477 | =2. 73468 . 95E-13 . 06E-12
TESC 2.810913 | 4. 630414 . 04E-13 . 14E-12
ANKFN1 8. 258676 | 2. 048009 . 10E-13 . 18E-12
LINCO1667 7.639945 | 0. 269876 . 16E-13 . 22E-12
AL136537. 2 6.208472 | —1. 98643 . 42E-13 . 44F-12
PYCR1 2.562729 | 4. 186492 . T0E-13 . 66E-12
TCAM1P 4.776442 | 1. 10657 . T6E-13 . T0E-12
AP002800. 1 2.612023 | -3. 18161 . 06E-13 . 95E-12
MDFI 2.445921 | 1. 563348 . 11E-13 .99E-12
U47924. 3 2.104697 | —3. 24586 . 33E-13 L 17E-12
OPN4 4.323541 | =3. 69696 .57E-13 . 3bE-12
ASNSP1 6.374839 | -0.353 . T4E-13 .49E-12
ASPG —-2. 02612 | 5. 245307 . 84E-13 .57E-12
POPDC3 6.262796 | —0. 01996 . 93E-13 . 65E-12
AL049830. 3 2.98439 | -2. 85729 . 00E-13 . 69E-12
S100A1 2.71492 | 3. 178238 . 01E-13 . 70E-12
AC007277. 1 3.859212 | -1. 57055 . 02E-13 .T1E-12
BPIFB4 4.165745 | —2. 04343 . 89E-13 . 38E-12
AC104986. 1 2. 81313 | —4. 00445 . 17E-13 .61E-12
DRC1 2.274635 | —2. 38715 . 25E-13 .67E-12
AC020658. 4 3. 304955 | —-3.9516 .57E-13 .92E-12
ANKS1B 2.700139 | 0. 341089 . 80E-13 . 09E-12
EEF1A2 3. 968892 | 6. 308832 . 00E-12 . 25E-12
PTK7 2.27136 | 3.63214 .01E-12 . 35E-12
LINC0O0607 2.476703 | 0.171178 . 04E-12 . 5bE-12
RNF126P1 2.595886 | —2. 29085 . 08E-12 . 84E-12
AC090164. 2 2.625756 | —1.527 .11E-12 . 06E-12
NTM 3. 004647 | 0. 865752 . 16E-12 . 50E-12
FABP4 2.774646 | 3. 519673 . 17E-12 . 54E-12




PPP2R2C 4.767775 | 1.71836 . 17E-12 . D6E-12
AL589743. 5 2.780412 | —3. 34834 .19E-12 .67E-12
AC245595. 1 2.411765 | —2. 06639 . 19E-12 . 12E-12

KCNU1 7.423013 | 1. 578363 . 19E-12 . 12E-12
FLNC 3. 345984 | 4. 309227 . 31E-12 . 06E-11

FAR2P1 6.832061 | 0. 280528 . 31E-12 . 06E-11
AC022424.1 5.56009 | —0.85138 . 36E-12 . 10E-11

CARD18 5.17642 | —2. 68996 . 36E-12 . 10E-11

SMKR1 2.869549 | -1.539 . 36E-12 . 10E-11
ADAMTS16 3.728134 | 1.65548 . 38E-12 . 12E-11
EPHB2 2.573164 | 3. 289474 . 39E-12 . 12E-11
FAM182B 2.122462 | -1. 91874 . 39E-12 . 12E-11
EGF 4.784568 | 0. 216498 .41E-12 . 14E-11
CAPN9 2.710063 | 0. 96004 .41E-12 . 14E-11
RNU6-850P 2.096094 | -2. 96335 .42E-12 . 15E-11
AP000525. 1 2.68467 | —2.5383 . 46E-12 . 18E-11
AC106771.1 5.371075 | -2. 80915 .48E-12 . 19E-11
BBOX1-AS1 4.690841 | —1. 55244 .49E-12 . 20E-11
AL158819.1 6.344338 | -2.0367 .49E-12 . 20E-11
RMST 3. 690988 | —1. 45287 .57E-12 . 26E-11
OR51E2 2.976918 | 2. 73658 . 58E-12 . 27E-11
MAGEAS 6.831939 | 0. 21138 .59E-12 . 28E-11
KCNH6 4.947431 | —0. 17937 .61E-12 . 29E-11
LINCO1225 2. 87403 | —2. 31869 . 64E-12 . 31E-11
Clorf6l 3. 160495 | —0. 59471 . 7T0E-12 . 36E-11
KIF5A 3. 083827 | 2. 01938 . 7T0E-12 . 36E-11
HAO2-1T1 —2.07254 | —2. 65474 . 7T0E-12 . 36E-11
NATSL 3. 556899 | 0.851733 . 7T5E-12 . 39E-11
SSTR5-AS1 6. 447983 | 2. 235098 . T5E-12 . 39E-11




MAGEA12 7.721743 | 2. 12272 . T9E-12 .43E-11
AC092957. 1 5. 524951 | -2. 39655 .83E-12 .46E-11
LINCO1108 2.973414 | -1. 57001 . 85E-12 .4TE-11

CTNNA2 5. 876544 | 2. 862579 . 85E-12 .4TE-11

PNCK 6.091984 | 1. 910043 . 86E-12 .48E-11
AC010333. 2 4.051545 | —2. 95852 . 86E-12 . 48E-11

MAGEA3 7.169907 | 3. 012651 .87E-12 .49E-11

AC010333. 1 4.198509 | =2. 99737 . 89E-12 . 50E-11
CAPN8 2.810098 | 0. 814409 .91E-12 .52E-11
AP001995. 2 2.96213 | —4. 08515 .92E-12 .52E-11
AC092667. 1 2.290857 | —1. 97158 . 98E-12 .57E-11
AC016877. 3 4.430244 | -3.1715 .01E-12 .59E-11
LINCO1612 -3. 04787 | —1. 38438 . 05E-12 . 62E-11
CA4 3. 255325 | 0. 347719 . 09E-12 . 64E-11
NRG2 2.376112 | 0. 294661 . 12E-12 .67E-11

IMPDH1P6 2.071617 | —2. 05446 . 14E-12 . 69E-11
AC037487. 3 2.197903 | -3. 13629 . 16E-12 . 7T0E-11
C190rf81 4.70346 | -1.61276 . 19E-12 . T2E-11

TEX11 4.100637 | 0. 234952 .21E-12 . T4E-11
LINC01480 3. 530566 | 0. 256972 . 23E-12 . 7T5E-11
PCDHA1 4. 884976 | —0.50412 . 28E-12 . T9E-11
DMBX1 4.95089 | -1.87718 . 32E-12 . 82E-11

SLC22A8 7.126758 | —0. 05927 . 3bE-12 . 84E-11
LINCO1524 4.18798 | -3. 03833 . 44E-12 .91E-11
AC005077. 2 —2.16022 | —2. 24275 .46E-12 . 93E-11
AC025254. 1 6. 84257 | —1.86304 . 46E-12 . 93E-11

CDRT1 3.176682 | —1.2836 .50E-12 . 95E-11
SP8 6.311686 | —1.14722 .91E-12 . 96E-11
MMP12 4.2292 | 1.234286 . 59E-12 . 02E-11




LINC02404 6. 688336 | —0. 58989 .61E-12 . 03E-11
CASC20 5. 825907 | —1. 93385 .61E-12 . 04E-11
SMPX 3.308871 | 0.004023 . 63E-12 . 05E-11
AL139130. 1 3.635315 | —2. 77823 . 65E-12 . 06E-11
ADGRB2 2.917842 | 0. 239498 . T2E-12 . 12E-11
EXTL1 2.5825 | —-1.76478 .TTE-12 . 15E-11
LINCO1468 4. 283228 | 3. 72372 LTTE-12 . 15E-11
AC017002. 3 2.028521 | =3. 11744 . 80E-12 . 17E-11
HIST1H1PS1 2.618913 | 2. 70259 .82E-12 . 19E-11
Cl20rf75 2.221967 | 3. 487075 . 88E-12 . 23E-11
CHST6 2.752199 | —1. 89363 . 95E-12 . 29E-11
CR589904. 2 4. 498562 | —3. 30952 . 98E-12 . 31E-11
ALO31777.1 2.228743 | —1. 46804 . 01E-12 . 33E-11
AC069277. 1 5.129425 | -2. 08742 . 20E-12 .46E-11
DMBT1 6. 162184 | 2. 229069 . 32E-12 . 56E-11
PRSS2 9. 260587 | 2. 541346 . 35E-12 .57E-11
MCCD1 6.273067 | 1. 007099 .37E-12 .59E-11
AC010595. 1 5. 272027 | 2. 57367 . 46E-12 . 65E-11
KREMENZ 2.3981 | -1.29247 .49E-12 . 68E-11
HTR1D 4.350797 | 1. 362746 .57E-12 . T4E-11
LINC00944 2.847599 | -0. 54011 . 60E-12 . T6E-11
LINCO01608 6.496539 | 0. 71409 .62E-12 LTTE-11
SLCI12A5-AS1 2. 536939 | —1. 34861 . T2E-12 . 8bE-11
AC023302. 1 2.549411 | 3. 77244 . T6E-12 . 87E-11
LINCO1977 3.00571 | —1.86632 LTTE-12 .88E-11
ADAM23 3.194212 | 1. 611263 . 85E-12 . 93E-11
AP000526. 1 3. 346981 | —3. 93523 . 98E-12 . 03E-11
IGF2BP2 2. 332666 | 3. 890232 .99E-12 . 03E-11
CHRND 5.66413 | —1. 06457 . 02E-12 . 06E-11




PPEF1 2.290931 | -2. 39811 . 05E-12 . 08E-11
CDC20B 4.193823 | —1. 06666 . 06E-12 . 08E-11
MIR4653 2.191233 | -3. 31858 . 12E-12 . 12E-11
AC093515. 1 4.941281 | -3.3118 . 23E-12 . 20E-11
PCDH9-AS2 -3.02302 | -2. 43191 . 30E-12 . 25E-11
SRARP 5. 283654 | 0. 374992 . 31E-12 . 25E-11
MAP7D2 3.719719 | 1.7103 . 36E-12 . 29E-11
STRCP1 3.23021 | -0. 78978 . 39E-12 . 31E-11
CLCNKA 2.665955 | —0. 33833 .41E-12 . 32E-11
AC241584.1 2.083821 | 2. 74375 .45E-12 . 35E-11
SMIM32 4.665429 | 2.07004 .51E-12 . 39E-11
LINC02438 3. 454869 | —2. 84654 . 54E-12 .42E-11
PART1 7.084421 | 0. 543491 . 5bE-12 .42E-11
AL139220. 2 2.016352 | —1. 95886 .57E-12 . 44E-11
FGF17 3. 349512 | -0. 99151 .T1E-12 . 53E-11
AP002478. 1 5. 260922 | -2. 35729 . 13E-12 . 5bE-11
PADI3 7.861347 | 1.220177 .89E-12 .67E-11
GABBR2 4.482675 | 1.78078 . 92E-12 . 69E-11
MT1G —2. 44851 | 8. 553376 . 94E-12 . 7T0E-11
AL513327.3 2.261297 | -3.76144 . 03E-12 . T6E-11
CST1 7.635591 | 3. 558069 . 08E-12 . T9E-11
AL137026. 2 4.369223 | —2. 76632 . 08E-12 . T9E-11
GCM1 3. 681857 | —2. 52073 . 08E-12 .80E-11
PAGE1 9. 344592 | 2. 474806 . 16E-12 . 85E-11
AC036108. 2 2.371897 | -1. 17125 . 16E-12 . 85E-11
PRDM9 3. 831776 | —2. 74866 . 23E-12 .90E-11
Cl20rfb56 4. 368153 | 0. 92947 . 28E-12 .93E-11
HIST1H2AD 2.047331 | —1. 48278 . 29E-12 . 94E-11
ORAOV1 2.068646 | 4. 129557 . 43E-12 . 04E-11




AC113404. 1 3. 009825 | —1. 88496 . 50E-12 . 09E-11
DRGX 5.360781 | —1. 50328 .63E-12 L 17E-11
AL157778. 1 5.58121 | —2.46071 . T3E-12 . 25E-11
AKRIBI5 3.910911 | 2. 461962 . T6E-12 . 2TE-11
LINC00624 2.798586 | 0. 03287 . 78E-12 . 27E-11
COL7Al 2.764693 | 4. 203385 . 90E-12 . 36E-11
AMPD1 -2.12744 | -3. 08314 . 98E-12 .42E-11
MIR548XHG 6.9547633 | —1.6619 . 00E-12 . 44F-11
AC107959. 3 2.21678 | —-1.4238 . 05E-12 LATE-11
BRINP3 6.033141 | -1.2992 . 18E-12 . 56E-11
VSIG1 4.082153 | 1. 719703 . 22E-12 . 59E-11
TNNI2 2.628705 | 0. 859741 . 25E-12 .61E-11
AC110799. 1 3.291911 | —4. 05325 . 30E-12 . 65E-11
AC012617.1 2.42247 | =2.70733 . 33E-12 .67E-11
NFYAP1 4.324302 | 3. 53224 . 38E-12 . 7T0E-11
AP005057. 1 3. 460888 | —2. 14049 .43E-12 . T4E-11
GJA10 6. 790155 | —1. 35423 . 56E-12 . 83E-11
KRT16P3 -3. 02172 | =3. 92777 . 64E-12 . 88E-11
AL590652. 1 2.501652 | -2.9471 . 65E-12 .89E-11
AF279873. 3 6. 686895 | —1. 18648 . 13E-12 . 95E-11
RGS20 2.532656 | —2. 32687 . 86E-12 . 03E-11
RNF224 2.72677 | -2.91614 .92E-12 .07E-11
CLDN18 4. 266264 | 0. 58617 .97E-12 . 10E-11
GTSF1 4. 304076 | 2. 330134 .07E-12 . 17E-11
POU3F2 3. 526719 | -2. 08129 L17E-12 . 25E-11
AC113383.1 3.094049 | -3. 38958 L 17E-12 . 25E-11
LINC02159 4.617873 | —1. 75171 . 02E-12 . 49E-11
AL358613. 2 —2.02383 | —3.5981 .93E-12 .49E-11
FOLH1B -2.02114 | 1. 845166 . D6E-12 .51E-11




OR2I1P 2. 143799 | 5. 740734 . 64E-12 .5T7E-11
IRX6 5.461282 | —1. 54882 . 80E-12 .69E-11
PLEKHG4 2.279544 | 1. 378362 . 95E-12 . T9E-11
CDIPT-AS1 2.426093 | 2. 46831 . 08E-12 . 88E-11
ATP8A2 3. 149117 | -0. 47939 .11E-12 .90E-11
HPDL 2.303327 | -1.1072 . 17E-12 . 94E-11
TMEM178B 2.798511 | 1. 013733 . 23E-12 .97E-11
HSD17B13 —-2.17655 | 7.510999 . 26E-12 . 00E-11
AC009690. 1 2.299176 | -1. 71661 . 28E-12 . 00E-11
CCL26 3.087719 | -1.4594 . 35E-12 . 05E-11
MAEL 4.005854 | 1. 345884 . 39E-12 . 08E-11
MRPL40P1 2.331606 | —3. 43276 .41E-12 . 10E-11
0TOG 6.335744 | 0. 33812 . 49E-12 . 15E-11
AL513211.1 2.276638 | —-3.2459 . 53E-12 L 17E-11
AL589182. 1 4.635688 | —3. 51427 . 66E-12 . 25E-11
AL592211.1 2.037532 | =3. 27918 . 69E-12 . 28E-11
FEZF1 4.911359 | 2. 04746 . 94E-12 . 44E-11
FAM155B 2.707877 | 0.576362 . 95E-12 . 45E-11
AL731556.1 2.584852 | —3. 42344 . 00E-12 .48E-11
NAA11 7.797251 | —0. 35678 . 01E-12 .49E-11
AP003390. 1 2.12802 | =3.07915 . 35E-12 . T2E-11
DKK4 5. 126263 | 2. 337865 .63E-12 . 92E-11
LINC00491 5.64735 | —2.64578 .T9E-12 . 03E-11
AC008750. 3 2.782379 | —3. 00923 .01E-11 . 27E-11
AC239803. 3 2.723627 | —2. 50817 .02E-11 . 28E-11
GABRR3 3. 963685 | —0. 56639 . 09E-11 . 83E-11
AC122710.1 5. 640232 | —2. 44758 . 10E-11 . 8bE-11
AL109615. 3 3. 180481 | 0. 390459 . 10E-11 .8bE-11
AC145207. 8 2.556063 | —2. 07414 . 12E-11 . 01E-11




AC009275. 1 2.48833 | 0. 39035 . 15E-11 . 23E-11
AC105411.1 3. 047658 | —0. 23967 . 16E-11 . 27E-11
SMIMI12P1 4. 351675 | =3. 68897 . 17E-11 . 32E-11
AC100872. 1 2.934765 | —2. 87248 . 17E-11 . 33E-11
AC234772. 2 3.070919 | -3. 79031 . 18E-11 . 40E-11
AC112493. 1 3.780142 | -2. 64311 . 21E-11 . 62E-11
HIST1H2BL 2.41019 | -3. 27283 . 25E-11 . 84E-11
RNF157-AS1 2.627332 | =0. 65679 . 28E-11 . 08E-11
COX6CP2 3. 113705 | —4. 12303 . 28E-11 . 08E-11
AL391730.1 3. 412868 | —3.5393 . 28E-11 . 09E-11
HOXA-AS3 3.676933 | —3. 14649 . 29E-11 . 12E-11
TMEM88B 3. 858341 | -3. 27254 . 32E-11 . 37E-11
AC130686. 1 2.534393 | -3.67001 . 34E-11 . 49E-11
TSPEAR-AS1 2.226152 | 0. 860888 . 35E-11 . 53E-11
SBSPON 2.410875 | 1. 553631 . 35E-11 . 53E-11
ADAMTS18 3.100961 | -1. 73531 . 36E-11 . 58E-11
PTGDR2 2.002345 | 1. 452147 . 37E-11 . 68E-11
CECR7 3.994232 | -0. 54366 . 38E-11 . T3E-11
LYG2 2.508252 | —2. 50483 .41E-11 .93E-11
IL17B 2.498937 | —3. 41558 .43E-11 . 00E-10
AC005150. 1 7.875281 | 0. 50861 .46E-11 . 03E-10
HOXC-AS1 5.656148 | -2. 86212 LATE-11 . 03E-10
ACSL4 2.2124 | 7.953404 .50E-11 . 06E-10
AL390334. 1 4.8719 | -3. 16055 . 53E-11 . 07E-10
UBTFL6 2. 588285 | 3. 78909 . 5bE-11 . 09E-10
AC092757. 3 2.096521 | 3. 08612 .61E-11 . 13E-10
AC007128.1 4.773464 | —3.10642 .63E-11 . 14E-10
AC010615. 2 2.495119 | —0. 87438 .67E-11 . 17E-10
AQP8 3. 812627 | 2. 095608 . 7T0E-11 . 19E-10




AP005230. 1 3.922779 | —2. 99969 .TTE-11 . 23E-10
ALX3 5.676597 | —2. 29915 LT7E-11 . 23E-10
EPHA10 3.474206 | 0. 103561 . 80E-11 . 26E-10
AC007099. 1 5.168342 | —0. 41297 .87E-11 . 30E-10
SOX11 3.532232 | -2. 11228 . 88E-11 . 31E-10
SPERT 4.989229 | -2. 71035 .97E-11 . 37E-10
ATP6VOD2 2.97611 | 0.117756 .97E-11 . 37E-10
LINC00896 2.163731 | 0. 289552 . 98E-11 . 37E-10
LINCO1842 3. 21348 | —=3.52206 .99E-11 . 38E-10
ZNF716 5.671732 | -1. 30636 .01E-11 .40E-10
FAM178B 4.665055 | 0.095183 . 03E-11 .41E-10
SCRT1 2.477135 | —3. 56403 . 10E-11 . 45E-10
DLX6-AS1 5. 388275 | —1. 01809 . 16E-11 . 49E-10
SEPT14P12 2.899808 | 3. 72177 . 16E-11 .49E-10
LINC01549 3.487923 | 0.44292 . 17E-11 . 50E-10
SLCO6A1 5.930755 | —1.8746 . 17E-11 . 50E-10
IGF2BP2-AS1 3.397984 | -2. 15594 L 17E-11 . 50E-10
COLEC12 2.463514 | 1. 939356 . 18E-11 . 50E-10
BTNL8 3.673106 | 2. 269577 . 20E-11 .51E-10
AL033527. 3 2.79573 | =3. 19313 . 33E-11 . 60E-10
AC089983. 1 3. 695297 | =3. 75774 .41E-11 . 66E-10
LINCO1269 3. 595574 | —2. 58889 . 45E-11 . 68E-10
AL021392.1 2. 044878 | —1.94708 .46E-11 .68E-10
PHYHTPL 2.089247 | 3.120316 . 55E-11 . T4E-10
CACNG4 4.090819 | 2. 288826 .99E-11 . T7E-10
ASPHD1 2.789266 | 2. 582608 . 60E-11 . 78E-10
RNF144A-AS1 2.811232 | =1. 19697 .67E-11 .82E-10
DCAFSL1 7.302995 | —0. 98765 . 7T5E-11 . 87E-10
TMPRSS15 8.616948 | 1. 414836 .TTE-11 . 88E-10




LINC02492 5.477706 | 2. 77637 .TTE-11 . 89E-10
AC013275.1 2.567434 | 0.604773 . 78E-11 . 89E-10
AOC1 —-2. 02889 | 1. 790825 . 7T8E-11 . 89E-10
AC016710. 1 6. 280007 | —2.0821 . 83E-11 . 92E-10
UPK1A 2.947541 | -1.07483 . 85E-11 . 93E-10
NTS 6.834832 | 7. 042034 .91E-11 . 97E-10
CCDC187 3.753714 | 1. 288473 .97E-11 .01E-10
PPFIA4 2.596995 | —0. 44828 . 03E-11 . 05E-10
GHRHR 3.757606 | 0. 646693 .07E-11 .07E-10
RARRESZPS8 6. 539838 | —1. 33581 .07E-11 .07E-10
AC092685. 1 3.830091 | —3. 93746 . 10E-11 . 09E-10
AC009121. 2 2.012581 | —2. 96885 . 10E-11 . 09E-10
GBX2 3. 282796 | —3. 68191 . 14E-11 . 12E-10
LINCO1666 3.972229 | -2. 38756 . 18E-11 . 14E-10
SAA2-SAA4 —2. 25302 | 5. 755138 . 20E-11 . 15E-10
AL033384. 2 2. 385888 | —3. 57861 . 21E-11 . 16E-10
BMS1P22 3.099476 | -3. 95977 . 25E-11 . 18E-10
Cborfb8 3.196207 | —0. 14731 . 25E-11 . 18E-10
KCNJ6 4.434113 | -0. 28513 . 26E-11 . 19E-10
RDH8 5.212511 | 1. 71992 . 30E-11 . 21E-10
AC024581.1 3. 348203 | —3. 57827 . 30E-11 . 22E-10
GABRA3 5. 86587 | —0. 29695 . 37E-11 . 25E-10
LINC0O0173 2.089769 | —2. 44769 .45E-11 . 31E-10
PRR19 2.052571 | 0. 508987 . 45E-11 . 31E-10
VWASB2 2. 396806 | —1. 01875 .45E-11 . 31E-10
LINCO01101 4. 052805 | —2. 3682 LATE-11 . 32E-10
KLHL38 2.994037 | —2. 36674 LATE-11 . 32E-10
AC010735.1 2.637442 | -3.2763 . 54E-11 . 36E-10
LINCO1446 4.641015 | —0. 84598 . 65E-11 . 44E-10




KRT12 7.008114 | 0. 268263 . 7T0E-11 . 46E-10
FZD10 3.09277 | -1.31758 . T4E-11 .49E-10
PLA2G1B 2.307049 | 0. 574709 . 80E-11 . 53E-10
SLC22A12 5. 137298 | 3. 506366 . 92E-11 . 60E-10
DRD4 2.07622 | 0.36126 .01E-11 . 66E-10
BPESC1 3.956276 | —3. 83487 . 02E-11 . 66E-10
ZNF92P3 2. 542965 | —2. 86486 . 03E-11 .67E-10
HOXBS8 3.925345 | —2. 46816 . 09E-11 . 70E-10
TEX45 2.108593 | -1.93312 . 24E-11 . 7T9E-10
NAALADL1 2.248477 | 2.46319 . 33E-11 . 85E-10
AC068389. 2 2.459291 | =3. 95993 . 38E-11 . 88E-10
AC099489. 2 2.933837 | —3. 36761 . 38E-11 . 88E-10
AC092115. 3 3. 547251 | 2. 68938 . 42E-11 . 90E-10
FOXF2 2.532244 | -0. 77936 .48E-11 . 94E-10
CTXN1 2.354961 | —0. 2874 .51E-11 . 96E-10
AL162726. 3 2.923424 | —1. 58346 . 69E-11 . 07E-10
BX322639. 1 2.479232 | -0. 25973 .71E-11 . 09E-10
AC109588. 1 6. 188022 | —1. 96224 .TTE-11 . 12E-10
AL391832.1 2.706538 | —1. 64069 . 84E-11 . 16E-10
MIR663AHG 6.210985 | —1. 66318 . 96E-11 . 24E-10
RBP2 4. 326896 | 0. 07825 . 96E-11 . 24E-10
AL133325. 3 3. 776934 | —3. 60948 . 03E-11 . 28E-10
LINC00485 2. 382914 | —3. 55362 . 14E-11 . 35E-10
LRP4-AS1 2.082111 | =3. 19937 . 16E-11 . 36E-10
AC011632.1 5.677308 | —1. 49552 . 30E-11 . 44E-10
TREML3P 4.738821 | =0.52713 . 45E-11 . 54E-10
AC010997. 5 2.243333 | —3. 55256 .45E-11 . 54E-10
AMH 2.498915 | —0. 73259 .51E-11 .97E-10
FP325330. 3 3. 875485 | —3. 79215 .61E-11 . 64E-10




TSPANS 2.28973 | 3.094881 . 64E-11 . 65E-10
LINC00664 2.754006 | —-2.2009 . 64E-11 . 66E-10
LINCO1615 2.8716 | —2. 58629 . 65E-11 . 66E-10
LY6K 3.991024 | 0. 250291 . 7T0E-11 . 69E-10
RPLIOL 5.01706 | —1.65081 .82E-11 . T6E-10
AC011933. 3 2.39138 | =3. 93565 .87E-11 . 79E-10
MIR589 2.136829 | -3. 85241 . 88E-11 . 80E-10
TNNT1 3.637602 | 0.410844 .97E-11 . 85E-10
AL596223. 2 2.78329 | -3.1634 . 14E-11 . 96E-10
AC003973. 3 2.788237 | 0. 10642 . 15E-11 . 96E-10
TRIM31 2.348488 | 3. 208446 . 30E-11 . 05E-10
AC020928. 1 2.977947 | -2.2741 .45E-11 . 14E-10
AC005381. 1 4.953557 | 2. 38741 . 48E-11 . 16E-10
GAL3ST1 2.544681 | 3. 898978 .50E-11 . 17E-10
HOXC-AS2 3.945725 | 2. 85524 . 58E-11 . 21E-10
ILDR2 2. 355187 | 2. 646873 . 80E-11 . 35E-10
TLXINB 3.169715 | -3. 63136 .81E-11 . 36E-10
ZEB2P1 3.571504 | -3. 02411 . 83E-11 . 37E-10
ELAVL2 2.35364 | —=3.02743 . 94E-11 . 43E-10
BPIFB2 4.835378 | 3.818235 . 05E-11 . 50E-10
HHATL 5.972732 | 1. 719491 . 19E-11 . 58E-10
GXYLT2 2.543215 | 0. 299467 . 25E-11 . 62E-10
DLX6 5. 860881 | —1. 34128 . 26E-11 .63E-10
KLHL30 2.538518 | 0. 32742 . 29E-11 . 64E-10
WNT6 2.857134 | 0. 7458 .48E-11 . T6E-10
LINC00683 —-2.06594 | —2. 95707 . 50E-11 . T7E-10
TCAP 2.039676 | 1. 186653 .02E-11 . 78E-10
WEDC21P 2.842355 | 0. 802312 . 54E-11 . T9E-10

SLITRK3 —-2.67354 | 1. 456021 . 54E-11 . T9E-10




RNF183 3. 081778 | —1. 66552 . 62E-11 . 84E-10
AL354798.1 3. 046601 | —0. 01365 LT7E-11 . 93E-10
AL109976. 1 2.242583 | —1.8665 . 92E-11 . 02E-10

DGCRY 2.12096 | —1.16891 . 02E-11 . 07E-10
AC099518. 2 2.126783 | —3. 60999 . 18E-11 . 16E-10
AC098859. 1 2.591943 | -3. 16786 . 23E-11 . 20E-10

SOSTDC1 3.057347 | -0. 64288 . 30E-11 . 23E-10

NROB1 6.515482 | 0. 47064 .42E-11 . 30E-10

HTR3A 5.165214 | -0. 26232 .52E-11 . 36E-10

HIST3HZ2A 2.746273 | 1. 066575 . 66E-11 . 44E-10
ANKRD33 5.279198 | —0. 15911 . 70E-11 .47E-10
PKD1L2 2.627724 | 1. 137776 . 84E-11 . 55E-10
DHDH 2. 006066 | —1. 00636 . 87E-11 . 56E-10
AC106820. 2 2.087198 | 3. 18148 . 15E-11 . 73E-10
AC006483. 2 2.364197 | =3. 39796 . 26E-11 . 79E-10
SULT1C2P1 2.798076 | —2. 71752 . 26E-11 . 79E-10
ESYT3 2.267272 | 0.20008 .69E-11 . 05E-10
CPA2 8.595029 | 2. 080613 . T3E-11 . 07E-10
DEPDCI-AS1 3.213864 | —-3.8976 . 88E-11 . 16E-10

HAPLN1 4.947074 | 0. 57007 . 00E-10 . 23E-10
AC141557. 2 2.171812 | 3. 00435 . 00E-10 . 24E-10
LINC01929 3. 489239 | -1. 66697 .01E-10 . 30E-10

CbH9 6.923619 | —1.16417 . 03E-10 .42E-10
AC013451. 2 3.064035 | -3. 3703 . 05E-10 . 49E-10

CNTNAP4 4.533934 | 0.37677 . 05E-10 . 50E-10

CYCSP6 4.204344 | —2. 98728 . 09E-10 . T2E-10

MDGA1 2.190785 | 2. 472417 . 09E-10 . 72E-10

SLC6A17 3.03978 | —1. 56654 . 09E-10 . 74E-10
FAM212B-AS1 2.110563 | —3. 33691 . 10E-10 . TTE-10




CACNG1 4.93105 | —-1. 96663 . 10E-10 . 79E-10
RPL12P35 2.186011 | —2. 58498 . 12E-10 . 93E-10
CDC37P2 2.112741 | 3. 39603 . 13E-10 . 96E-10
GAP43 2.894862 | —1. 95253 . 15E-10 . 09E-10
SHISA2 2.430903 | —1. 32053 . 15E-10 . 11E-10
VCX3A 6. 139854 | —1. 56071 . 16E-10 . 16E-10
PDZK11P1 3.021777 | 5. 753816 . 18E-10 . 26E-10
SAA2 —2.26267 | 9.079043 . 20E-10 . 35E-10
RN7SL751P 2.8309 | -3.67669 . 20E-10 . 37E-10
AOX3P 2.351918 | 0. 97406 . 24E-10 . 57E-10
FAM96AP2 2.425971 | -2. 01236 . 24E-10 . 57E-10
LINC01901 4.363247 | —3. 27225 . 24E-10 . 60E-10
GRIK4 2.648187 | =0. 41679 . 25E-10 . 65E-10
FAM87A 3.107159 | -2. 36249 . 26E-10 . 71E-10
KCNH2 3.652435 | 1. 459275 . 30E-10 . 92E-10
KLK4 6. 945055 | 0. 661936 . 31E-10 . 96E-10
MSH4 2. 23883 | —2.66374 . 31E-10 . 98E-10
XAGES 7.115244 | -0. 50675 . 32E-10 . 03E-10
MNX1-AS1 6.442537 | —1. 18672 . 33E-10 . 10E-10
TMEM163 3.451956 | 1. 996885 . 34E-10 . 18E-10
EDARADD 2.317552 | 0. 550907 . 39E-10 . 46E-10
LINC01019 6.520611 | —1. 28098 . 40E-10 .51E-10
NPTX1 3. 850302 | -1. 14931 .41E-10 . 56E-10
AL365226. 2 5.671417 | 1. 93741 . 42E-10 . 65E-10
AC010931. 2 3. 054659 | —3. 13866 .43E-10 .67E-10
LINC02525 5. 504054 | -2. 30911 . 43E-10 .67E-10
AC114485.1 5. 890821 | —2. 64537 . 44E-10 . 71E-10
TDGF1 2.547934 | 3. 017707 . 44E-10 . T2E-10
ERICH4 4.211012 | =2. 72514 .47E-10 . 88E-10




SLC25A34-AS1 | 2.434012 | 3. 39347 . 49E-10 . 02E-10
LUZP2 4. 290226 | —0. 09821 .51E-10 . 16E-10
B3GALT1 4.430355 | —0. 77064 . 54E-10 . 31E-10
AC018553. 1 2.711676 | 0. 35705 . 55E-10 . 33E-10
AC022296. 3 2.526319 | —3. 59583 . 59E-10 . 56E-10
CACNA1S 2.714159 | —2. 64586 . 60E-10 . 63E-10
HOMER2P1 5.979908 | -1. 75374 . 65E-10 .91E-10
SLC6AT 3. 04097 | 2. 20526 . 65E-10 .91E-10
AC233280. 2 2.005584 | -2.9773 .67E-10 . 00E-09
COL11A1 3.992027 | 1. 418445 . 7T0E-10 . 02E-09
HOXB13 5. 803586 | —0. 44697 . 71E-10 . 03E-09
DCC 4.125459 | -0.4197 . 71E-10 . 03E-09
AC245100. 1 2. 282369 | —3. 66389 . 75E-10 . 05E-09
KRT20 6. 59067 | 2.38728 .T7E-10 . 06E-09
AL161729. 4 2.126219 | -3. 41149 . 78E-10 . 06E-09
OR11QIP 5. 348413 | -1.5619 . 7T9E-10 . 07E-09
BTNL10 2.046228 | —3. 15557 . 7T9E-10 . 07E-09
AC020907. 1 2.035935 | 0. 19386 . 82E-10 . 09E-09
LINC00941 2.72918 | —1.53216 . 84E-10 . 10E-09
ZNFb41 2.299613 | 0. 724895 . 85E-10 . 11E-09
CREB3L1 2.398501 | 2. 699236 . 87E-10 . 12E-09
LVRN 2.423496 | 2. 25232 . 90E-10 . 13E-09
AP002360. 3 2.245619 | =3.91378 . 92E-10 . 14E-09
TUBA3C 7.253815 | 1.46996 . 04E-10 . 21E-09
KRTAP5-1 2.307423 | —2. 80224 . 04E-10 . 21E-09
LKAAEAR1 4.117957 | =3. 13727 . 07E-10 . 23E-09
AC034213.1 3. 890256 | —1. 93174 . 11E-10 . 25E-09
PURPL 2.450088 | 0. 560477 . 11E-10 . 25E-09
AC096637. 2 2.511827 | =3. 60585 . 12E-10 . 25E-09




PLEKHS1 3.737069 | 0.01573 . 14E-10 . 26E-09
CHRNB2 2.249223 | -2. 14726 . 15E-10 . 27E-09
RBPJL 7.345532 | 1. 093892 . 16E-10 . 27E-09
Z1C4 3.462924 | 0. 931486 . 16E-10 . 27E-09
DLX2 4.407625 | 2. 21521 . 19E-10 . 29E-09
LINC02153 —2. 42729 | =3. 61248 . 19E-10 . 29E-09
CST2 3. 084226 | -1. 34914 . 20E-10 . 29E-09
KRTAP5-5 5.464929 | 2. 53174 . 23E-10 . 31E-09
CA8 2.334883 | -0.91111 . 30E-10 . 35E-09
AC108136.1 2.864813 | —1. 86495 . 37E-10 . 39E-09
SSTRS 5.819396 | —0. 12342 . 37E-10 . 39E-09
MAPT-IT1 2.653156 | —2. 88115 . 38E-10 . 40E-09
AVIL 2.107357 | 2. 908852 . 39E-10 . 40E-09
SLC5A11 2.425462 | 1. 270091 .40E-10 .41E-09
LINC01630 5.116161 | —2. 05987 . 44E-10 . 42E-09
PTGES 2.761527 | 2. 195826 . 46E-10 . 44E-09
CHGB 5.101591 | 0.67981 .51E-10 . 47E-09
SLC7TA11-AS1 3. 752785 | —2. 83946 . 53E-10 . 47E-09
AP000842. 3 2.999936 | —4. 07399 . 53E-10 . 48E-09
MYEF2 2.347692 | 1.4375 . 54E-10 . 48E-09
HIST1H2BF 2. 348329 | -3. 04401 . 54E-10 . 48E-09
TMEM132B 2.732575 | =0. 69257 . 56E-10 . 49E-09
MAGEA11 7.074919 | -0. 8786 . 58E-10 . 50E-09
SSX5 6. 023249 | 2. 10091 . 59E-10 .51E-09
VEGEFD 2.716733 | 2. 237147 . 60E-10 .51E-09
MSC 2.639548 | 3. 861522 . 60E-10 .51E-09
TMEM132D-AS1 | 7. 503446 | —0. 39852 . 60E-10 . 52E-09
LINC02275 —2.01658 | —1. 22156 .61E-10 . 52E-09
CORIN 2.41985 | 0. 177733 . 63E-10 . 53E-09




AC003988. 1 —-2. 05058 | —4. 09136 . 65E-10 . 54E-09
LHFPL4 4.519324 | -0. 04196 . 75E-10 . 60E-09
NAV3 2.30042 | 2. 378688 . 81E-10 . 63E-09
AL670729. 1 2.562058 | =3. 21166 . 83E-10 . 64E-09
ERC2 3.066199 | -2. 08239 . 90E-10 . 68E-09
AC099552. 1 6.35197 | —2.27091 .91E-10 . 68E-09
LGI3 3.295481 | -0. 3069 . 94E-10 . T0E-09
Cl50rf48 2.34343 | 2.613836 . 96E-10 . T1E-09
AP003181.1 3. 819331 | -3. 93855 . 98E-10 . 7T2E-09
CAl2 2.909372 | 4. 433243 . 98E-10 . 7T2E-09
REG1B 10. 51615 | 3. 057536 . 00E-10 . T3E-09
AC073263. 1 2. 280275 | —2. 74675 . 09E-10 . 78E-09
INSRR 3. 164564 | -2. 20126 . 09E-10 . T8E-09
MYADML2 2. 844364 | -3. 52601 . 11E-10 . T9E-09
LINCO1117 2.818448 | 3. 46338 . 12E-10 . T9E-09
AP005205. 3 4.311512 | 3. 41708 . 12E-10 . 80E-09
MAGEB6 4.85722 | -3. 36837 . 14E-10 . 81E-09
AL133370. 1 4.447754 | 2. 38291 . 14E-10 . 81E-09
AL359075. 3 2.144703 | 2. 86573 . 15E-10 . 81E-09
AL133467. 4 4.621518 | =3. 05382 . 19E-10 . 83E-09
CHODL 3.909296 | -0. 12686 . 30E-10 . 89E-09
EYA1 3.995035 | —1. 69884 . 30E-10 . 89E-09
MT1M —2.22407 | 5. 390788 . 35E-10 . 92E-09
ABCA17P 2.206865 | —1. 39659 .47E-10 . 99E-09
CELA3A 6.051794 | —1. 34471 .48E-10 . 99E-09
AC090709. 1 3.641651 | -4. 01971 . 49E-10 . 99E-09
CKB 2.103054 | 5. 709516 .49E-10 . 00E-09
DSCR4 7.003227 | —1. 29046 . 952E-10 .01E-09
Cl6orf89 3.816653 | 1. 831973 . 54E-10 . 02E-09




UGTI1AIO 5.064969 | 0. 227922 . 55E-10 . 03E-09
LINC02043 2. 32548 | —3. 25843 .57E-10 . 03E-09
SULT4A1 4.555968 | 1. 282171 . 69E-10 . 10E-09
AC005722. 3 4.815775 | =3. 06439 . T2E-10 . 12E-09
MT1HL1 —2.46177 | -4. 05219 . 73E-10 . 12E-09
HOXAG 3.687154 | —3. 31623 . 81E-10 . 17E-09
FERMT1 2.318035 | 2. 156134 . 83E-10 . 18E-09
TGM4 3. 206554 | —2. 39761 . 02E-10 . 28E-09
AL139125.2 2.418593 | —1. 99056 . 06E-10 . 30E-09
AC139769. 2 4.63281 | -1.64275 . 09E-10 . 32E-09
AC093850. 1 3.361113 | —2. 95498 . 15E-10 . 35E-09
CFAP61 2.966393 | -2. 3201 . 18E-10 . 36E-09
FAM230C 5.961582 | -2.1344 . 20E-10 . 37E-09
PLK5 2.203116 | 2. 52681 . 30E-10 . 42E-09
CHRNA3 3.968256 | —1.63177 . 33E-10 . 44E-09
BSND 3.68427 | -2. 71513 . 35E-10 . 45E-09
AC091133. 3 3.633711 | —3. 04796 . 39E-10 . 47E-09
AC009121.1 2.97179 | —3.8136 . 43E-10 . 49E-09
INAVA 2.463808 | 2. 590035 . 55E-10 . 55E-09
GAST 7.864382 | 0. 11102 . 57E-10 . 57E-09
CASC8 3.5735 | -2.18294 . 59E-10 . 57E-09
AC004870. 2 5.978099 | —2. 36724 . 66E-10 .61E-09
AC139491. 2 2.116364 | 0. 476278 . T2E-10 . 64E-09
LPAR4 2. 143101 | 3. 48583 . 73E-10 . 65E-09
LINC00383 4.799734 | =3.07172 . 78E-10 .67E-09
FAM3B 3. 106718 | 4. 16575 . 81E-10 . 68E-09
FABP6 4. 425221 | —1. 30166 . 96E-10 . T6E-09
AC114811.2 3. 629137 | -1. 97737 . 96E-10 . T6E-09
AMBN 7.812652 | 0. 17636 . 97E-10 . TTE-09




B4GALNT4 3.716664 | 1. 519954 . 02E-10 . T9E-09
ADAM12 2.319241 | 1. 605299 . 04E-10 . 80E-09
PPP1R14C 4.205201 | —0. 40842 . 09E-10 . 83E-09
AP003174. 1 2. 110722 | =2. 15577 . 13E-10 . 85E-09
RCOR2 2.37871 | 0. 35099 . 20E-10 . 89E-09
IL11 3.752102 | —0. 24691 . 24E-10 . 91E-09
MMP10 3.593705 | 0. 101618 . 29E-10 . 93E-09
AC024940. 1 3.697201 | —1. 58898 . 30E-10 . 94E-09
AC124067. 4 3.116114 | -0. 27867 . 32E-10 . 95E-09
LYZ 2. 23819 | 8.039897 . 34E-10 . 95E-09
ZNF385D-AS1 5.416303 | 2. 99103 . 44E-10 . 01E-09
HIST1H2AG 2.186941 | 1. 783196 .47E-10 . 03E-09
KISSIR 4.281123 | 1. 41343 . 57E-10 . 07E-09
AC126323.1 3.321184 | -0. 36747 . 72E-10 . 15E-09
AXDND1 2.078394 | 2. 19011 . 88E-10 . 23E-09
AC005858. 1 5. 181502 | —0. 77859 . 93E-10 . 26E-09
GCNT3 2.589675 | 2. 705873 . 00E-10 . 29E-09
BCAS1 2.497793 | 1.49847 . 04E-10 . 32E-09
AC092625. 1 4. 899569 | —3. 35341 . 19E-10 . 39E-09
MCIDAS 3. 508272 | —3. 03552 . 22E-10 . 41E-09
TTC39A-AS1 2.390424 | -2.61104 . 26E-10 . 43E-09
APIM2 3.123293 | 3. 954196 . 26E-10 . 43E-09
SLC38A8 5.017425 | -1. 35781 . 32E-10 . 45E-09
MLANA 3.067309 | 1.232263 . 32E-10 . 45E-09
SYTS 2.621477 | -1. 52731 .41E-10 . 50E-09
LINC00648 5. 280803 | —1. 04064 .61E-10 . 60E-09
AC133644. 2 2.474854 | —2. 23558 . 68E-10 . 64E-09
KLF2P1 5. 535205 | —2. 66732 . 82E-10 . 71E-09
AC092954. 1 3.792308 | —3. 95651 . 85E-10 . 13E-09




MT3 4.189015 | —0. 28828 . 86E-10 . T3E-09
AC007687. 1 2.422212 | =3.97472 . 19E-10 . 90E-09
LRRC26 3.860976 | —2. 29874 . 20E-10 . 90E-09
PAGES 3.952513 | 2. 012922 . 24E-10 . 93E-09
C9orfs7 3.875138 | —1. 62745 . 28E-10 . 95E-09
GRINI 2.943033 | -2. 39185 . 38E-10 . 99E-09
LINC02293 4. 129968 | —3. 63384 . 55E-10 . 08E-09
PLEKHG4B 3. 053828 | —0. 09132 . 64E-10 . 13E-09
AQP10 4.44573 | -0.6377 . T2E-10 . 17E-09
PSORS1C1 2.071259 | -0. 54062 . 73E-10 . 17E-09
PRAMEF4 5.260512 | 0. 11179 . 75E-10 . 18E-09
PAGE2B 6.251724 | 1.24255 . 76E-10 . 18E-09
DLX4 2.670164 | —1. 69623 . 83E-10 . 22E-09
LINCO01436 3. 469754 | 0. 32987 . 88E-10 . 24E-09
PROK1 4.528301 | 0. 662464 . 97E-10 . 29E-09
MIR9-3HG 2.979375 | 0.7779 . 99E-10 . 30E-09
FBXL16 2.440359 | 1.53517 . 00E-10 . 30E-09
NMNATZ2 2.415538 | 0. 29126 . 01E-10 . 30E-09
RBMY2FP 6.832327 | -1.8729 . 14E-10 . 37E-09
TLL2 2.04215 | -1. 30176 . 22E-10 . 41E-09
CCR3 3. 714526 | —1. 09555 . 28E-10 . 44E-09
TYRP1 4.109414 | 0. 3971 . 31E-10 . 46E-09
GLUL 2.112026 | 11. 50318 . 35E-10 . 48E-09
BHLHA9 —-2.51311 -3.65 . 50E-10 . 55E-09
FGF12 2.015073 | 1. 949931 . 55E-10 . 58E-09
UPK1A-AS1 3. 368283 | —2. 00042 . T4E-10 . 68E-09
Cb24 2.093281 | 6. 806911 . 87E-10 . 74E-09
TLX2 3. 683495 | -2. 87513 . 94E-10 . 78E-09
CPAl 7.116795 | 1. 988682 . 13E-10 . 88E-09




AC084864. 1 3. 136315 | —3. 94032 . 17E-10 . 90E-09
RPL12P25 2.645427 | -3. 31341 . 34E-10 . 99E-09
NKPD1 2.359589 | —2. 64977 .47E-10 . 05E-09
BCYRN1 2.144136 | 0. 66537 . 49E-10 . 06E-09
LINC02188 3.721274 | -0. 82972 . 50E-10 . 06E-09
DLK1 7.056345 | 7.00215 . 81E-10 . 22E-09
GABRG2 5.686921 | -1. 94113 . 82E-10 . 22E-09
AC125603. 2 3.018528 | —-1.71743 . 87E-10 . 24E-09
NPHS1 4.323786 | —1. 32535 . 00E-09 . 32E-09
ENPP7P13 4. 398083 | —3. 23034 . 00E-09 . 33E-09
MAGEB1 6.875532 | —1. 32625 . 01E-09 . 34E-09
TMCS 3.006465 | 3. 112621 . 02E-09 .41E-09
GNGT1 4.784507 | —2. 01376 . 03E-09 . 46E-09
TACR1 3. 345055 | 0. 070632 . 07E-09 . 64E-09
CALCA 4.034047 | 2. 482983 . 08E-09 . 67E-09
AC016590. 1 2.18702 | =3. 31243 . 08E-09 . 68E-09
AL513217.1 2.405378 | —3. 35854 . 09E-09 . 74E-09
AC104534. 1 2.078497 | —1.2515 . 10E-09 . 80E-09
SYNGR4 2.157688 | —1. 75017 . 11E-09 . 82E-09
KCNK12 3. 535232 | -2. 28849 . 12E-09 . 91E-09
C10orf91 4.701041 | 1. 04705 . 12E-09 . 91E-09
GUCY2C 3.076678 | 2.242148 . 13E-09 . 95E-09
CACNALI 3. 358259 | 0. 365337 . 14E-09 . 98E-09
TFDP3 7.544849 | —0. 08986 . 17E-09 . 15E-09
G2E3-AS1 5.062845 | —-2.224 . 19E-09 . 22E-09
FDCSP 5. 487848 | 2. 199573 . 19E-09 . 22E-09
DNAHS 2.207555 | —1. 86128 . 19E-09 . 24E-09
SLC6A3 4. 822812 | —0. 75931 . 22E-09 . 37E-09
HOXA9 2.593939 | 2. 48519 . 24E-09 . 46E-09




C3orf67-AS1 2.651668 | —3. 32243 . 24E-09 . 49E-09
TEDDM1 3.772167 | =3. 27005 . 26E-09 . 58E-09
LINC02327 4.566344 | —2. 55308 . 28E-09 . 65E-09
RNF17 5.52386 | —0. 93887 . 28E-09 . 68E-09
AP005901.1 5. 125325 | -2. 99312 . 29E-09 . 71E-09
ADGRD1-AS1 6. 190327 | —1. 85884 . 29E-09 . T3E-09
AC141928. 1 2.64044 | -0.84104 . 30E-09 . 78E-09
AC006065. 4 5.777031 | —1. 46404 . 31E-09 . 82E-09
AL121721.1 4.598971 | —3. 11408 . 31E-09 . 83E-09
AL445647. 1 3.773704 | 2. 91066 . 31E-09 . 85E-09
NRXN1 —-2.15093 | -2.87124 . 35E-09 . 03E-09
AC008991. 2 4. 668088 | —3. 49744 . 37E-09 . 10E-09
LINC01202 4.881674 | 3. 36261 . 41E-09 . 33E-09
MMP9 2.113682 | 3. 998893 . 43E-09 . 40E-09
CTAG2 6. 484836 | 2. 152724 . 44E-09 . 47E-09
LINCO1151 2.295848 | 0. 567632 . 45E-09 . 53E-09
AC114489.1 4.579789 | —3. 42936 . 45E-09 . 53E-09
PACSINI 2.214032 | 1. 174593 . 47E-09 . 61E-09
AC005725. 1 3. 188776 | —4. 09307 . 48E-09 . 66E-09
LINC01297 4.183043 | 3. 32161 . 49E-09 . T0E-09
OR1F1 3.74242 | =3. 32507 . 50E-09 . 73E-09
AKR1B10P1 3. 406947 | 0. 897256 . 52E-09 . 86E-09
AC010643.1 2.310658 | 0. 473002 . 56E-09 . 03E-09
AC005324. 3 2.853262 | —2. 84334 . 56E-09 . 03E-09
CNNM1 2.689199 | 2. 477445 . 59E-09 . 17E-09
HCG20 2.06082 | —2. 29584 . 60E-09 . 22E-09
PRSS1 9.218731 | 2. 457232 . 60E-09 . 24E-09
ALOX15B 3.272154 | 2. 120339 . 60E-09 . 25E-09
AC010247. 2 2.751947 | 0. 243953 . 63E-09 . 39E-09




AC005165. 1 3.719267 | -0.9241 . 64E-09 . 44E-09
AL359851.1 2.609492 | 4. 02507 . 66E-09 . 53E-09
MIR325HG 2.812645 | —1. 25738 . 66E-09 . 54E-09
AKAP14 3.007065 | —3. 49869 . 68E-09 . 61E-09
PRRX2 2.907377 | -1. 77277 . 69E-09 . 68E-09
LINCO1711 3. 638728 | —3. 68481 . T1E-09 . T9E-09
CNR1 2. 685925 | 0. 05963 . 73E-09 . 87E-09
RTL1 6.602451 | —0. 08009 . T6E-09 . 01E-09
LINC02413 5. 152272 | -1. 53964 . T6E-09 . 02E-09
HIST3H2BB 3.09368 | —1.98422 . T6E-09 . 02E-09
ST6GALNACH 2.720608 | —1. 60974 . T9E-09 . 13E-09
AC124067. 2 2.196999 | -2. 86649 . T9E-09 . 15E-09
CCDC13 2.663339 | 1. 275426 . 81E-09 . 23E-09
HS6ST2 3.92876 | 1.253389 . 83E-09 . 32E-09
PCSKIN 4.138935 | 2.1661 . 83E-09 . 33E-09
ZNF492 2.827281 | —2. 08252 . 84E-09 . 38E-09
AC091931.1 3. 583694 | —4. 04502 . 86E-09 . 44E-09
SP3P 4.552194 | 2. 43256 . 86E-09 . 48E-09
AC006557. 1 2.221043 | —3. 88945 . 87E-09 .51E-09
LINCO0114 2.948783 | —2. 82503 . 87E-09 . 52E-09
AP002847. 1 2.165068 | —2. 28235 . 88E-09 . 54E-09
AC068675. 1 2.683457 | 3. 74514 . 88E-09 . 56E-09
LINC02082 3. 925419 | -3. 20298 . 89E-09 . 60E-09
TMEM151A 2.525088 | 0. 978708 . 91E-09 . 69E-09
AC016717. 2 5.992141 | -0. 84155 .91E-09 . T0E-09
LINCO1509 3. 279659 | —4. 05935 . 92E-09 . 75E-09
AC013244.1 2.432423 | -3.61369 . 93E-09 . 78E-09
AC008060. 4 5. 854149 | -2. 70578 . 93E-09 . 78E-09
GPR1 3.099829 | -1. 88737 . 94E-09 . 80E-09




IGSF1 2.403437 | 2.927697 . 94E-09 . 81E-09
KNOP1P5 5.615181 | —2. 46925 . 97E-09 . 97E-09
ASB15 4.176444 | -2. 01367 . 98E-09 . 98E-09
TEX37 5.809733 | 2. 71926 . 98E-09 . 00E-08
AC125603. 1 4.038521 | —3. 08407 . 99E-09 . 00E-08
ZNF730 2.805641 | —2. 62856 . 01E-09 . 01E-08
THAP12P3 3. 380254 | —3. 65825 . 02E-09 . 02E-08
AL162582. 1 3. 534883 | —0. 24942 . 02E-09 . 02E-08
AC011773.4 2.184886 | —3. 73735 . 08E-09 . 04E-08
FOXJ1 3.285297 | 1. 391157 . 10E-09 . 05E-08
RNA5SSP79 3. 233208 | 4. 08198 . 13E-09 . 07E-08
AC090954. 1 3.744477 | -3. 86262 . 14E-09 . 07E-08
AC104088. 1 3. 986065 | 3. 10123 . 21E-09 . 11E-08
B3GALT5-AS1 —2.25623 | 3. 07868 . 22E-09 . 11E-08
NAT16 2.878431 | —1. 68128 . 25E-09 . 13E-08
GRM4 3. 366969 | —-2. 4507 . 26E-09 . 13E-08
HIST1H2AH 2.39579 | —4. 05456 . 29E-09 . 15E-08
SLC6A14 5. 296726 | —0. 48345 . 29E-09 . 15E-08
AL021328.1 —2.07753 | —0. 14048 . 30E-09 . 15E-08
PRSS56 6. 241056 | —0. 46823 . 32E-09 . 16E-08
AP000997. 2 2. 84867 | —3. 10583 . 34E-09 . 17E-08
CNFN 2.019174 | -0. 17034 . 36E-09 . 18E-08
AL139327.1 7.090529 | —1.0462 . 38E-09 . 19E-08
SLC4A3 2.675628 | 1. 236184 .41E-09 . 20E-08
MTNR1B 6. 904886 | —0. 84979 . 52E-09 . 26E-08
AL021997. 2 2.466431 | -3.51418 . 60E-09 . 29E-08
AC090921.1 4.70301 | —-1.43445 . 60E-09 . 29E-08
AC103808. 3 3. 712318 | —3. 54743 . 64E-09 . 31E-08
SPHK1 2. 14855 | 4. 137832 . 64E-09 . 31E-08




AC007406. 2 2.405331 | 0. 80922 . 69E-09 . 33E-08
LUZP4 6. 354436 | —2. 26629 . T0E-09 . 34E-08
LINC01956 4.783468 | —1. 86859 . T1E-09 . 34E-08
AC079760. 2 3. 137382 | 2. 71291 . T4E-09 . 35E-08
CRLF2 3. 475697 | —0. 92662 . T6E-09 . 37E-08
GUCY2D 2. 148833 | 0. 36236 . T6E-09 . 37TE-08
AC099792. 1 3.201058 | -2. 95178 . 83E-09 . 40E-08
LINC00519 2.977896 | 3. 48065 . 83E-09 . 40E-08
ICAM5 2.530512 | -0.99122 . 84E-09 . 40E-08
TRPC7-AS1 3.62591 | —-3.45974 . 86E-09 .41E-08
AP000561. 1 3.361301 | —3. 92099 . 87E-09 . 42E-08
SLC26A9 3. 800851 | 0.633958 . 88E-09 . 42E-08
AC008060. 1 5.317831 | 2. 78076 . 91E-09 . 43E-08
SCGB1D2 5.509919 | -1. 24814 . 93E-09 . 44E-08
ACO87627. 1 2.200191 | -3. 67785 . 98E-09 . 47E-08
PCP4 5.82094 | 0.691146 . 10E-09 . 52E-08
VSX1 2.241066 | -1.61239 . 12E-09 . 53E-08
BEX2 2.625071 | 2. 728386 . 15E-09 . 54E-08
CAMKV 4.71928 | —2.2645 . 15E-09 . 54E-08
PLCE1-AS1 3. 666768 | —3. 15902 . 21E-09 . 57E-08
TMSB15A 2.228346 | 2. 18147 . 23E-09 . 58E-08
AL138974.1 4.147424 | 3. 30826 . 23E-09 . 58E-08
FREM2 —2.22496 | 1. 996979 . 28E-09 . 60E-08
AC002378. 1 3. 120835 | —3. 94095 . 29E-09 .61E-08
AC119751.4 3. 212909 | -3. 48183 . 39E-09 . 65E-08
ELFN1-AS1 3. 674508 | —0. 31498 . 42E-09 . 67E-08
KRT86 2.303816 | 0. 225336 . 43E-09 . 67E-08
CKMT1A 3.47194 | —-1.4725 . 50E-09 . T0E-08
TCL6 2.850721 | —-1. 43181 . 53E-09 . T2E-08




ACO78883. 4 2.544204 | —4. 03391 . 54E-09 . T2E-08
PPP1R14BP2 2.114316 | —2. 95332 . 55E-09 . 73E-08
SPATA21 2.491729 | 0. 892219 . 60E-09 . T5E-08
EN2 3.816383 | —1. 75633 . 61E-09 . T5E-08
SAAT —2.00654 | 10.47573 . 65E-09 . T7E-08
HOXC13 4.895633 | —2. 51837 . 67E-09 . T8E-08
AL139275. 2 4. 889068 | —3. 35229 . 68E-09 . 78E-08
EN1 4.955474 | 2. 37407 . 69E-09 . T9E-08
DSCR4-1T1 5.01105 | =3. 27758 . 74E-09 . 81E-08
AP003900. 1 4.683014 | -3.4691 . T6E-09 . 82E-08
CCDC162P 2.476545 | 1.166327 . 86E-09 . 87E-08
RPRML 3. 128382 | -2. 20223 . 87E-09 . 87E-08
AQP5 2.647095 | 1. 72622 . 96E-09 . 91E-08
AC108752.1 6. 021687 | —2. 14404 . 97E-09 .91E-08
MNX1 4.701575 | 0. 69391 . 00E-09 . 93E-08
DLL3 3.992379 | 2. 60233 . 01E-09 . 93E-08
MYH7B 2.187764 | 2. 476062 . 09E-09 . 97E-08
GP2 5. 73271 | 3. 206689 . 15E-09 . 99E-08
AC010307. 4 3. 554384 | —3. 93507 . 15E-09 . 00E-08
797192. 2 2.532293 | —1. 30944 . 16E-09 . 00E-08
ELOVL3 2.448105 | —1. 69486 . 25E-09 . 03E-08
DYDC1 2.653795 | —3. 34296 . 25E-09 . 04E-08
GLB1L3 3.331791 | 1. 34629 . 34E-09 . 08E-08
AC104809. 1 —2.28664 | 1.981947 . 35E-09 . 08E-08
AIRE 2.941051 | -2.822 . 36E-09 . 08E-08
AL163952. 1 3.121737 | -2. 41776 . 38E-09 . 09E-08
CCDC185 3.799383 | —2. 88081 .51E-09 . 15E-08
TRPM5 2.944508 | -2.6016 .51E-09 . 15E-08
TMEM155 3.13621 | —2. 15705 . 51E-09 . 15E-08




ONECUT3 3.560361 | —2. 15645 . 52E-09 . 15E-08
PITX2 4.85894 | —-1.00421 .67E-09 . 22E-08
AL355796. 1 3.065843 | —3. 66591 . T0E-09 . 23E-08
LINC01694 2.90862 | -0. 85792 . T1E-09 . 24E-08
AC138965. 3 3. 943851 | —2. 25762 . 81E-09 . 28E-08
CKMT1B 4.553282 | 0. 29157 . 83E-09 . 29E-08
AL022324. 3 3. 168342 | -3. 90624 . 84E-09 . 30E-08
ARF4P2 2.604568 | -3. 19171 . 85E-09 . 30E-08
CLDN19 2.93485 | 0. 089062 . 88E-09 . 31E-08
AC092506. 1 2.612571 | —2. 59882 . 89E-09 . 31E-08
AC113145.1 5.476734 | 2. 97694 . 95E-09 . 34E-08
LINC01697 4.88892 | -1.0934 . 96E-09 . 35E-08
ENPP6 2.942837 | 0. 230713 . 98E-09 . 36E-08
AL160408. 4 4. 847726 | —3.40343 . 99E-09 . 36E-08
KTAA0319 2.112027 | -0.7978 . 02E-09 . 3TE-08
TM4SF19 2.361997 | —1. 49376 . 05E-09 . 39E-08
MAGEB16 5.64304 | —2.84305 . 06E-09 . 39E-08
AL118505. 1 2.538376 | —2. 18011 . 09E-09 . 40E-08
DNAH3 2.342766 | —1. 89406 . 17E-09 . 44E-08
AC133681. 1 5.04346 | -3. 22505 . 22E-09 . 46E-08
PTPRN 2.394274 | -2. 78761 . 25E-09 . 47E-08
USP32P3 2.608524 | —3. 09639 . 53E-09 . 60E-08
LINC02027 —2.05742 | 0. 695375 . 53E-09 . 60E-08
CSAG1 4.575092 | 1. 945545 . 58E-09 . 62E-08
CCDC13-AS1 2. 244493 | —1. 19956 . 60E-09 . 63E-08
AL158211.3 2.325376 | —4.0607 . 68E-09 . 66E-08
AC140059.1 5. 46249 | —2. 95289 . 68E-09 . 66E-08
AL161772.1 2.365683 | 2. 15114 . 74E-09 . 69E-08
ERP27 2.340396 | 0.947612 . TTE-09 . T0E-08




TDRG1 4.70287 | —3.4649 . 91E-09 . T6E-08
AL359881.1 3.20925 | —2.92742 .01E-09 . 80E-08
GAGE2A 6.5904 | —-1.83687 . 12E-09 . 85E-08
LGALS14 10. 437 | 1. 828203 . 17E-09 . 87E-08
DDIT4L 2.398156 | 0. 173964 . 19E-09 . 88E-08
OBSCN 2.038537 | 3. 208087 . 22E-09 . 89E-08
RNA5SP18 3. 495257 | -3. 94419 . 24E-09 . 90E-08
OPRPN 4.143893 | 2. 204024 . 30E-09 . 93E-08
SOHLH1 5.536832 | -1. 48151 . 31E-09 . 93E-08
PSMC1P10 2.99071 | 3. 23954 . 39E-09 . 97E-08
GDAPIL1 3. 131629 | —2. 38596 . 54E-09 . 03E-08
LINC-ROR 3.626477 | -2.7363 . 66E-09 . 08E-08
PTH2R 3. 675966 | 2. 264773 . 67E-09 . 09E-08
AL445488. 1 2.082756 | =3.82117 .67E-09 . 09E-08
MROH3P 3.662183 | —2. 18847 . T0E-09 . 10E-08
TKTL1 3.937982 | 1. 203684 . T4E-09 . 11E-08
REG3G 11. 29334 | 2. 694479 . 83E-09 . 15E-08
SBK3 2.644042 | -1. 86735 . 84E-09 . 15E-08
CTSK 2.046433 | 4. 292611 . 93E-09 . 20E-08
LINC02109 3.899309 | -2. 26112 . 99E-09 . 22E-08
LINC02267 4.997636 | —2. 74217 . 02E-09 . 23E-08
SPTA1 3. 490298 | 0. 106195 . 03E-09 . 24E-08
PCDHBS8 2. 546232 | 0. 89813 . 04E-09 . 24E-08
TMEM61 2.400475 | —1. 38196 . 08E-09 . 26E-08
AL451069. 3 4.168848 | —2. 29175 . 08E-09 . 26E-08
TMEM52B 3.21685 | 0. 82458 . 09E-09 . 26E-08
LINC02253 4.774441 | —1. 95854 . 19E-09 . 30E-08
SH3GL3 6. 130252 | 0. 552532 .41E-09 . 40E-08
PTPRR 2.000717 | —1. 46564 . 47E-09 . 43E-08




AC025575. 2 3.294976 | 2. 13574 . 60E-09 . 48E-08
MIR3150BHG 2.213047 | 3. 77087 . 63E-09 . 50E-08
CXorf67 5.590603 | —1. 80382 . T0E-09 . 53E-08
KCNJ9 3. 066525 | —3. 18967 . 89E-09 . 61E-08
LINCO1792 4.160504 | -3. 09012 . 95E-09 . 64E-08
RNY3P8 2. 18283 | —2. 66083 . 96E-09 . 64E-08
DUOX2 3. 878009 | 4. 797346 . 11E-09 . T0E-08
MMP1 2.587938 | 1. 325396 . 19E-09 . T3E-08
ZNF208 2.171796 | -1.17102 . 22E-09 . 75E-08
AC006946. 2 3. 388443 | —2. 89441 . 23E-09 . 75E-08
DGKK 4.074175 | —1. 18506 . 25E-09 . T6E-08
GFY 3.72442 | -3.6188 . 32E-09 . T9E-08
AC008109. 1 3.093918 | -0. 85416 . 46E-09 . 85E-08
HOXC4 2.100817 | —1. 26632 . 62E-09 . 92E-08
AC090502. 4 4.59924 | -2. 93586 . 64E-09 . 93E-08
IGFN1 4.753637 | 2.477092 . 83E-09 . 01E-08
AC010970. 1 -2.55909 | 0. 5867 . 86E-09 . 02E-08
TPRXL 3. 170688 | —1. 77325 . 86E-09 . 03E-08
MCRIP2P1 2.458594 | 3. 72316 . 87E-09 . 03E-08
LINC02058 4. 554406 | —3. 56634 . 94E-09 . 06E-08
METTL11B 3. 747126 | -3. 71327 . 96E-09 . 07E-08
TAC3 2.952979 | —1. 90944 . 98E-09 . 07E-08
14-Sep 5. 849842 | —1. 24794 . 01E-09 . 08E-08
LINCO01242 4.418199 | -3. 62471 . 05E-09 . 10E-08
AC011352.1 3.191454 | -3. 90119 . 05E-09 . 10E-08
AL109754.1 2.977533 | 3. 12749 . 23E-09 . 18E-08
SACS—AS1 6. 583424 | —1. 34821 . 24E-09 . 18E-08
ZNF560 5.290645 | —1. 98704 . 28E-09 . 20E-08
RNUGATAC 4.693452 | —0. 91437 . 36E-09 . 23E-08




CR381653. 2 2.160725 | 3. 23634 . 51E-09 . 29E-08
AC074135.1 3. 239286 | —2. 94826 . 62E-09 . 34E-08
AL590483. 3 3. 223495 | —2. 40841 . 12E-09 . 38E-08
PLCH2 2.205301 | 3. 291809 . 87E-09 . 45E-08
DMRTB1 6.260321 | —2. 35469 .91E-09 . 47E-08
SCGN 2.208388 | 3.598219 . 00E-08 . 51E-08
BECN2 3.34562 | —3.92048 . 02E-08 . 60E-08
LHX3 3. 752455 | —0. 22977 . 04E-08 . 65E-08
MUC15 4.955158 | 0. 111918 . 05E-08 . 71E-08
CKMT2 2.647941 | 2. 375957 . 06E-08 . 74E-08
YWHAEP1 3.161394 | —2. 78274 . 06E-08 . T6E-08
TTLL6 2.036753 | —1. 40374 . 06E-08 . T6E-08
RXFP4 3. 345419 | -3. 42244 . 06E-08 . T6E-08
LINC02050 3. 888229 | -3. 76709 . 09E-08 . 87E-08
CHP2 6. 268541 | 0. 25636 . 09E-08 . 87E-08
AL356234. 1 2.705243 | 3. 38583 . 10E-08 . 93E-08
OVAAL 4.816472 | -2.62902 . 12E-08 .01E-08
AC097478. 1 3.619473 | 1. 07005 . 13E-08 . 03E-08
SLC25A15P3 3. 549486 | -1. 83175 . 14E-08 . 09E-08
ORZ2AT1P 4.313209 | =3. 53067 . 14E-08 . 11E-08
ZNF648 2.292638 | 0. 395137 . 15E-08 . 13E-08
AC024937. 2 2.411234 | —3. 78482 . 17E-08 . 21E-08
AXIN2 2.147619 | 3. 353517 . 18E-08 . 25E-08
BPIFA1 8.271188 | 0. 182438 . 18E-08 . 26E-08
CACNAZD3 2.13787 | -0.10173 . 20E-08 . 36E-08
AC099791. 2 2.075326 | —3. 69709 . 22E-08 .41E-08
AACSP1 4.916448 | —1. 92601 . 22E-08 . 44E-08
CLCN1 2.140811 | —-1.62392 . 23E-08 . 46E-08
BNIP3P9 3.511217 | =3. 41937 . 24E-08 . 49E-08




AHRR 2.100179 | 0. 632553 . 26E-08 . 58E-08
HDGFL1 6. 777545 | —1. 18236 . 26E-08 . 60E-08
AL136379. 1 2. 139796 | -3. 95619 . 27E-08 . 62E-08
SAMMSON 3. 644627 | —3. 74388 . 28E-08 . 69E-08
TNFRSF19 2.273312 | 3. 295216 . 29E-08 . T0E-08
AL096829. 2 3.761943 | —3. 11543 . 31E-08 . T8E-08
AL160290. 2 2.889345 | -3.9017 . 33E-08 . 88E-08
AL358473. 1 2.504821 | —3.6995 . 34E-08 . 95E-08
ERVMER34-1 3.079736 | 0. 162284 . 36E-08 . 99E-08
ZNF676 2.879177 | -0. 65911 . 38E-08 . 08E-08
SSX3 6.707349 | —1. 00651 . 38E-08 . 08E-08
SLC22A31 4.13432 | 3.913674 . 43E-08 . 32E-08
LINCO2577 4.53319 | -2.90979 . 44E-08 . 35E-08
BX322234. 2 3. 328273 | —3. 75678 . 44E-08 . 36E-08
ZNF556 2.549986 | —1. 92798 . 44E-08 . 36E-08
MIR217HG 3.719769 | —1. 99574 . 45E-08 . 39E-08
AL139042. 1 4.848477 | -3.17281 . 47E-08 . 46E-08
HIST1HZ2BH 2.952739 | —2. 82437 . 47E-08 . 49E-08
ALX1 5. 732967 | —2. 58932 . 48E-08 . 50E-08
AC013439. 1 2.382722 | =3. 14155 . 51E-08 . 61E-08
RIMS2 3.017899 | —0.99774 . 51E-08 . 62E-08
MIR3131 2. 544958 | 3. 76103 . 52E-08 . 69E-08
CYP2AB1P 4.122111 | 3. 21811 . 53E-08 . T0E-08
FXYD3 2.916211 | 2. 843744 . 53E-08 . 71E-08
AC020934. 1 3.004197 | -3. 76112 . 55E-08 . 82E-08
AC007998. 2 2.294502 | —4. 02205 . 56E-08 . 85E-08
SYT2 2.166012 | -0. 8232 . 57E-08 . 88E-08
AC244107.1 5. 727137 | —2. 28476 . 99E-08 . 95E-08
KLK2 5. 485375 | 0. 59943 . 60E-08 . 00E-08




CPAS 2.399173 | 2. 26177 . 62E-08 . 09E-08
TNNT2 2.198065 | -0.6914 . 64E-08 . 17E-08
BNIP3P17 2.668438 | =3. 07759 . 64E-08 . 18E-08
LINC00488 3.570173 | —1. 47467 . 65E-08 . 19E-08
AC062015. 1 6. 248277 | —2. 18569 . 69E-08 . 38E-08
AP000997. 1 2. 364608 | —3. 36961 . T0E-08 . 42E-08
AC026368. 1 2. 02569 | —2.79433 . 71E-08 . 47E-08
ABCC8 2.641524 | -0. 80102 . T2E-08 . 49E-08
CCDC155 2.927306 | —1.63785 . 75E-08 . 63E-08
AL954650. 1 5.591294 | -2.6133 . T6E-08 . 66E-08
ZBED2 2.41716 | —1.5237 . T8E-08 . T3E-08
UBL4B 3.501344 | -3. 33797 . T9E-08 . 78E-08
AL645608. 9 2.120267 | —2. 09507 . T9E-08 . T8E-08
LINCO1675 2.503354 | =2. 95195 . 82E-08 . 89E-08
SPINK1 2.913977 | 8.24067 . 83E-08 . 92E-08
ANO4 2.163204 | —1.5413 . 84E-08 . 00E-08
ACTBPS8 3.139281 | -1. 42034 . 86E-08 . 05E-08
FLJ36000 4.742229 | 3. 44776 . 90E-08 . 23E-08
MIR548D1 2.351433 | =3.90832 . 92E-08 . 33E-08
DUOXA2 3. 954678 | 2. 388862 . 93E-08 . 34E-08
OR8G5 4.311617 | —3. 34185 . 93E-08 . 35E-08
CACNALE 3. 113867 | 0. 37355 . 94E-08 . 40E-08
LINCO1139 3.781192 | —0. 04985 . 02E-08 . 71E-08
AC011944. 1 2.553655 | —2. 70348 . 03E-08 . TTE-08
AC011447.6 2.7754353 | 3. 87327 . 04E-08 . T9E-08
SYT9 —2.28411 | 0. 980967 . 07E-08 . 91E-08
AL445483. 1 2.31484 | -1.78173 . 07E-08 . 91E-08
PAGE2 6. 937991 | 2. 025359 . 08E-08 . 95E-08
CRYBA2 4.938375 | —1. 45875 . 09E-08 . 98E-08




AC083809. 1 4.211056 | 0. 237516 . 09E-08 . 00E-08
CSN2 5. 380048 | -3. 03754 . 12E-08 . 10E-08
AC078850. 1 2.26516 | -3. 34019 . 12E-08 . 12E-08
ISM2 4.758039 | —2.0048 . 12E-08 . 13E-08
AL355601.1 3. 581621 | -3. 64513 . 14E-08 . 17E-08
ENTPD3 2.784835 | —1. 38635 . 14E-08 . 17E-08
LINC02055 3. 414262 | —0. 30005 . 16E-08 . 28E-08
SOHLH2 5.173937 | —0. 93363 . 18E-08 . 36E-08
S0X21 4. 085452 | 2. 40562 . 19E-08 . 39E-08
AC092490. 1 3.161819 | 0. 464507 . 24E-08 . 57E-08
AC010624. 2 4.414372 | —2. 60855 . 24E-08 . 57E-08
CCT7P2 4. 145398 | —3. 48863 . 24E-08 . 59E-08
HPSE2 2.799356 | —2. 72866 . 24E-08 . 60E-08
LINCO1605 3. 123248 | -2. 76477 . 26E-08 . 67E-08
MYCNOS 2. 771577 | =2. 70916 . 27E-08 . T0E-08
AC115220. 1 4.877024 | 3. 33926 . 27E-08 . T0E-08
LIX1 5. 242031 | -1. 92567 . 28E-08 . 73E-08
AL133467. 2 3.834974 | -3. 11132 . 41E-08 . 03E-07
DPYSL5 4.264549 | 2. 8667 .41E-08 . 03E-07
AC091390. 1 2.061659 | —4. 07617 . 41E-08 . 03E-07
AC011676. 1 2.42382 | -3.87031 . 44E-08 . 04E-07
Cl70rf99 2.483873 | —3. 44331 . 44E-08 . 04E-07
AC090358. 1 5.071703 | —3.2274 . 44E-08 . 04E-07
AC020922. 4 2.739244 | —4.16423 . 46E-08 . 05E-07
AC073896. 5 2.165759 | —4. 08699 . 49E-08 . 06E-07
LINCO1731 3.920748 | -3. 61269 . 52E-08 . O7E-07
TGIF2LX 4. 278928 | 3. 14188 . 53E-08 . 07E-07
LAMPS 2.948841 | 0. 888316 . 55E-08 . 08E-07
KLHDC8A 2.360759 | -0. 95212 . 59E-08 . 10E-07




LINC02119 5. 446354 | —0. 94721 . 60E-08 . 10E-07
TDRD5 3. 895235 | —1. 51415 . 63E-08 . 11E-07
AL355102. 4 2.098318 | 0. 469481 . 64E-08 . 12E-07
EVPL 2.739367 | 1.805375 . 68E-08 . 14E-07
FABP7 5. 314957 | —0. 69564 . 74E-08 . 16E-07
LINC00689 3. 484857 | 1. 12118 . T6E-08 . 17E-07
HISTIH3G 2.903278 | —2. 10998 . 88E-08 . 21E-07
PMPCAP1 3.609875 | 3. 01535 . 92E-08 . 23E-07
CR382285. 1 3. 207699 | -2. 54379 . 93E-08 . 23E-07
AC012640. 1 2. 387358 | —3. 46328 . 93E-08 . 23E-07
RASGEF1A 2. 15254 | 0. 828762 . 93E-08 . 23E-07
TFAP2A 2.066639 | 0. 825565 . 95E-08 . 24E-07
TNP1 8. 884389 | 0. 835902 . 99E-08 . 26E-07
SLC30A2 3.064797 | 1. 724221 .01E-08 . 26E-07
AP003559. 1 2.004309 | —2. 68093 . 02E-08 . 2TE-07
MIR3125 3.472436 | —-3.6796 . 07E-08 . 29E-07
COMP 2.891049 | 1. 401024 . 08E-08 . 29E-07
YWHAEP7 3.054291 | -2.1681 . 10E-08 . 30E-07
RNU1-122P 2.175937 | —3.81707 . 11E-08 . 31E-07
CASC22 3.303418 | —2. 47607 . 14E-08 . 32E-07
RHOXF2B 5. 913808 | —2. 60506 . 15E-08 . 32E-07
OR13A1 3.562734 | —3. 08379 . 15E-08 . 32E-07
PPP1R1B 3.608522 | 1.33071 . 19E-08 . 33E-07
H1ENT 3.267153 | —3.4003 . 20E-08 . 34E-07
LINCO0880 2.091131 | —1. 33282 . 25E-08 . 36E-07
CAGE1 2.672154 | -2.60157 . 31E-08 . 38E-07
SLC6A15 6.274211 | —0. 68657 . 36E-08 . 40E-07
LINC00308 3. 188862 | —4. 19755 . 38E-08 . 41E-07
ALX4 3.752165 | —2. 40353 . 41E-08 . 42E-07




AC007036. 1 2.402738 | =3. 39998 . 45E-08 . 44E-07
AL445437.1 2.435932 | -0. 93659 . 46E-08 . 44E-07
UNC5D 5.373196 | —0. 10392 . 47E-08 . 44E-07
AC022031. 2 4.480915 | =3. 15519 . 49E-08 . 45E-07
BRDT 5.110987 | —1. 44604 . 57E-08 . 49E-07
AP000569. 1 2.368461 | —3. 59843 . 58E-08 . 49E-07
LINC00645 3. 882342 | -3. 78014 . 58E-08 . 49E-07
LINC01474 2.277006 | 0. 533861 . 62E-08 . 50E-07
AC007431. 3 2.327654 | —4. 03377 . 67E-08 . 52E-07
SCGB1A1 5. 822736 | 1. 76715 . T9E-08 . 57TE-07
AL645939. 5 2.254829 | -3. 3687 . 81E-08 . 58E-07
AC009271.1 4.041403 | -3. 02606 . 82E-08 . 58E-07
AC061975. 6 5. 267665 | —1.41627 . 90E-08 . 61E-07
CT55 5. 400921 | -2. 63554 . 91E-08 .61E-07
SPAG6 2.740324 | —2. 78867 . 94E-08 . 63E-07
RPS27P25 2.636618 | —3.6816 . 05E-08 . 67E-07
AC024941. 2 2.101422 | -3. 40245 . 05E-08 . 67E-07
AC107973. 1 4.714583 | —3.4671 . 12E-08 . 69E-07
LCNL1 3. 288522 | -0.5678 . 20E-08 . T2E-07
PKTA-AS1 3.79531 | —3. 18946 . 20E-08 . 12E-07
NRCAM 2.508177 | 3. 309824 . 20E-08 . T2E-07
LINCO0879 5. 685774 | —2. 22573 . 21E-08 . 13E-07
MUCL1 6.004742 | 1. 003733 . 24E-08 . T4E-07
LINCO1511 4.677598 | =3.01113 . 24E-08 . T4E-07
LINC00501 2.939613 | —3. 04899 . 30E-08 . T6E-07
0CA2 3. 188301 | 1. 294952 . 31E-08 . TTE-07
LINC00595 3.299368 | —3. 11083 . 32E-08 . TTE-07
SCGB2A1 2.948979 | —1. 48568 . 33E-08 . T7E-07
782246. 1 2.29591 | -0. 81129 . 34E-08 . TTE-07




ZP1 2. 281386 | —3. 52251 . 34E-08 . T8E-07
WIF1 5.34132 | -0.68708 .41E-08 . 80E-07
CT47B1 4.984417 | -3.2127 . 44E-08 . 81E-07
GRP 3. 858205 | —3. 08174 . 55E-08 . 86E-07
LINC00494 3.430827 | —0. 37979 . 58E-08 . 87E-07
VNIR51P 2.534316 | —3. 52626 . 67E-08 . 90E-07
LIN28A 5. 150383 | -2. 07367 . 68E-08 . 91E-07
AC078925. 4 5. 445271 | 0. 91899 . 68E-08 . 91E-07
AC008991.1 4. 375363 | 3. 35748 . 74E-08 . 93E-07
NKX2-2 4.581628 | -2.9184 . 74E-08 . 93E-07
TUSC5 5.808364 | 1. 033149 . 80E-08 . 95E-07
LINC02158 3. 583311 | 2. 094806 . 80E-08 . 95E-07
WDR38 2. 240926 | -3. 96875 . 81E-08 . 96E-07
CbH12 5. 544498 | 0. 740654 . 91E-08 . 00E-07
YBX2 2.008206 | 2. 213626 . 93E-08 . 00E-07
GAGEL 6.464899 | —-1. 37147 . 95E-08 . 01E-07
ROS1 2.723232 | 0. 97905 . 99E-08 . 02E-07
ANKRD20A19P 5.93884 | —-1. 16039 . 99E-08 . 02E-07
0TOP3 5. 386266 | —2. 05884 . 00E-08 . 03E-07
1L37 2.518477 | —4. 10529 . 01E-08 . 03E-07
AC097374. 1 4.029426 | -3. 57891 . 07E-08 . 05E-07
AL512328. 1 2.325899 | —4. 03862 . 19E-08 . 10E-07
AC106794. 1 4.577335 | =3. 53953 . 24E-08 . 12E-07
RFX6 3.632656 | —1.8473 . 28E-08 . 13E-07
GIP 4. 449791 | -3.16162 . 34E-08 . 15E-07
HCAR1 2.069068 | —1.93915 . 34E-08 . 16E-07
EGFEM1P 2.926562 | —2. 14219 . 37E-08 . 17E-07
GSC 2. 818552 | —3. 09688 . 39E-08 . 17E-07
CI1QTNF1-AS1 2.42889 | —1. 07837 . 47E-08 . 20E-07




AC008892. 1 2.47135 | =3. 96265 . 50E-08 . 21E-07
LINCO0316 3.097037 | -3. 72788 . 58E-08 . 24E-07
AC009292. 1 2.618938 | —3. 81086 . 59E-08 . 25E-07
TSPY2 6.536921 | —2. 12184 . 63E-08 . 26E-07
CDH22 4.522812 | 0. 430785 . 69E-08 . 28E-07
RN7SKP106 4.412532 | =3. 31496 . T1E-08 . 29E-07
DISP3 2. 352105 | 2. 08085 . T2E-08 . 29E-07
NKAIN4 2.967845 | —2.39214 . T2E-08 . 29E-07
LINCO01192 3.529474 | -3. 49735 . T6E-08 . 31E-07
LINC02041 2.867288 | —2. 11417 . 88E-08 . 36E-07
MYH13 3.610955 | -2.8031 . 90E-08 . 36E-07
AC006305. 1 3.184936 | -1. 71319 . 97E-08 . 39E-07
AL035045. 1 3.627578 | —3. 10439 . 97E-08 . 39E-07
KCNH5 4.652174 | 2. 35685 . 06E-08 . 42E-07
FAM19A4 4.939558 | 0. 118701 . 12E-08 . 45E-07
OR56A3 4.699621 | -3. 16525 . 15E-08 . 46E-07
COL6A4P1 2.20723 | —3.29363 . 20E-08 . 48E-07
TUBB4A 2.613134 | 3. 382014 . 28E-08 . 50E-07
GRIN2A 2.856875 | 0. 214602 . 44E-08 . 56E-07
CT45A10 5.692906 | —2. 79791 . 48E-08 . 58E-07
AC114786. 1 3.309825 | -3. 17369 . 52E-08 . 59E-07
AC007608. 4 3.31104 | 3. 05138 . 64E-08 . 64E-07
USHI1G 3. 462708 | —2. 78172 . 75bE-08 . 68E-07
CLPS 10. 33325 | 1. 784187 . T5E-08 . 68E-07
AC018641.1 3.170963 | —3. 30743 . 85E-08 . T1E-07
AL035446. 1 2.571683 | —0. 65601 . 08E-08 . 80E-07
AC119751.6 3. 234916 | -3. 69212 . 12E-08 . 81E-07
BRDTP1 3.013508 | —3. 5662 . 14E-08 . 82E-07
PRAMEFS8 3.704158 | -2. 4807 . 22E-08 . 85E-07




FMO1 2.261076 | 2. 158527 . 23E-08 . 85E-07
LINCO1589 3.317925 | -1. 80171 . 23E-08 . 85E-07
AC100791. 2 2.780047 | —4. 02434 . 26E-08 . 87E-07
ADAM32 2.025922 | -2. 03366 . 31E-08 . 89E-07
SCUBE2 2.235419 | 2. 247813 . 33E-08 . 89E-07
ZNF300P1 2.022477 | -0.0917 . 35E-08 . 90E-07
AC006460. 1 2. 088232 | 3. 17595 . 37E-08 . 90E-07
AL110292. 1 3. 532162 | -3. 60325 . 52E-08 . 96E-07
RHOXF2 5.72693 | —2. 32296 . 55E-08 . 97E-07
HISTIH2AJ 2.326868 | —4.01127 . 68E-08 . 02E-07
5_8S_rRNA -3. 13105 | —4. 05507 . 80E-08 . 06E-07
AC079597.1 4.165758 | —3. 75994 . 84E-08 . 08E-07
AL445209. 1 3. 363229 | —3. 35856 . 89E-08 . 10E-07
RHBG 2.743842 | 5. 425232 . 90E-08 . 10E-07
AC048337. 1 2.045249 | 3. 80068 . 94E-08 . 11E-07
TRIM6OP17 2.435383 | =3. 73783 . 04E-08 . 15E-07
IGFL2 2.960196 | —3. 02433 . 15E-08 . 19E-07
ATP1A2 2.155612 | 1.922473 . 19E-08 . 20E-07
AC138965. 2 3. 470165 | —3. 98428 . 21E-08 . 21E-07
AC002351. 1 3. 758437 | —3. 40782 . 25E-08 . 23E-07
SHISA8 2.588683 | —-3.3128 . 28E-08 . 24E-07
DWORF 4. 866825 | —1. 19084 . 29E-08 . 24E-07
TRIM72 2. 581467 | —1. 06057 . 36E-08 . 27TE-07
NEFL 4.01831 | -0.80724 . 39E-08 . 2TE-07
AC007750.1 2.015621 | 3. 17976 . 43E-08 . 29E-07
ZNF728 3.518779 | -2. 2442 . 57E-08 . 34E-07
LINC02200 4. 863978 | —1. 22933 . 59E-08 . 3bE-07
AC023906. 5 2.359092 | —1. 14903 . 99E-08 . 3bE-07

MS4A10 4.885118 | 0. 72649 . 63E-08 . 36E-07




AL353801. 1 2.02803 | =3. 72637 . T1E-08 . 39E-07
MRLN 4. 269868 | —3. 05385 . 85E-08 . 44E-07
MIR6835 2.50164 | —4. 11368 . 00E-08 . 50E-07
SERPINI2 3.69667 | —3.6019 . 03E-08 . 51E-07
ZFR2 2.759525 | —1. 35358 . 08E-08 . 53E-07
AC009336. 2 2.443316 | —4. 09699 . 23E-08 . 58E-07
KC877373. 1 2.47681 | —2.62025 . 38E-08 . 64E-07
AL451074. 6 2.634389 | -2.5711 . 50E-08 . 68E-07
CASC9 3.375969 | 1. 511974 . 59E-08 . T1E-07
AL591501. 1 4.25885 | —3.71903 . 62E-08 . T2E-07
AC008443. 3 3.3772 | =3.72054 . 62E-08 . 12E-07
SLC30A8 4.157289 | -2. 11633 . 74E-08 . T6E-07
MSMB 2.648309 | 0. 92908 . TTE-08 . T8E-07
AC091133. 2 4.148318 | —=3.65912 . 86E-08 . 81E-07
STAR 2.752259 | =0. 97959 . 88E-08 . 82E-07
QRSL1P1 2.231946 | 3. 32945 . 98E-08 . 85E-07
TPTE 4. 444058 | —3. 16476 . 98E-08 . 85E-07
RTL9 2. 11175 | =0. 17177 . 00E-07 . 86E-07
DLX2-AS1 3. 72783 | —3.86952 . 00E-07 . 87E-07
SLC44A5 2. 381182 | 2. 054035 . 01E-07 . 89E-07
DDN 2.137457 | -2.602 . 03E-07 . 95E-07
AC009065. 1 2.272256 | —3. 81354 . 05E-07 . 05E-07
SYTS8 3. 248717 | 2. 468485 . 07E-07 . 09E-07

SI 6. 608878 | 0. 260931 . 08E-07 . 13E-07
SH2D5 2.043447 | —1. 85995 . 08E-07 . 16E-07
DGCR10 2.020555 | —3. 43741 . 09E-07 . 17E-07
LINCO0887 2.160248 | —1. 14123 . 10E-07 . 21E-07
MT-TM 2. 389389 | —3. 43362 . 10E-07 . 22E-07
TNNI3 3. 496652 | —1. 14338 . 11E-07 . 24E-07




FP236383. 3 -3. 14293 | 3. 35267 . 12E-07 . 30E-07
CNGB3 2. 315258 | —2. 86285 . 13E-07 . 33E-07
LINC01681 3. 177036 | —-1.72143 . 13E-07 . 33E-07
LINCO0898 3.526411 | —3. 61496 . 14E-07 . 34E-07
AC011352. 3 2.621859 | —3. 78989 . 16E-07 . 43E-07
TNFRSF9 2.061725 | 1.370472 . 16E-07 . 44E-07
LINCO1164 4.578283 | -2.4796 . 16E-07 . 44E-07
PHF2P2 5. 223686 | —2. 49948 . 17E-07 . 46E-07
AP005212. 3 2.739833 | -3.0921 . 19E-07 . 53E-07
AP005328. 1 3.237672 | -3. 94141 . 19E-07 . 54E-07
AC012512. 1 3.307202 | -3.65133 . 20E-07 . 55E-07
ZINF723 4.412717 | -2. 46401 . 23E-07 . 67E-07
CTRB1 6. 162984 | —1. 56336 . 23E-07 . 67E-07
AC093063. 1 3. 852768 | —3. 68275 . 24E-07 . T0E-07
HIST1H4PS1 2.466992 | -3. 79458 . 24E-07 . T1E-07
AC003985. 2 6.387948 | -1. 11697 . 25E-07 . 12E-07
LINC00239 2. 244559 | —1. 25157 . 25E-07 . T4E-07
SSTR3 2.861414 | —1. 69054 . 25E-07 . T4E-07
LINCO1338 3. 380331 | —3. 69812 . 27E-07 . T9E-07
HIST1H2BPS2 2.532834 | -3. 75951 . 28E-07 . 83E-07
AC109635. 4 5. 738534 | —1. 55958 . 29E-07 . 88E-07
LINCO1507 —2.26867 | —3. 79545 . 30E-07 . 91E-07
IGFL2-AS1 3. 846428 | —2. 73497 . 30E-07 . 92E-07
LINC02208 2.389137 | —4. 11337 . 31E-07 . 94E-07
RETNLB 3.662452 | -3. 62121 . 31E-07 . 96E-07
RNF151 2.689038 | —3. 45224 . 33E-07 . 00E-07
AL390115.1 2.219193 | —4. 13026 . 3bE-07 . 08E-07
KIF1A 2.875764 | 2. 562402 . 3bE-07 . 08E-07
TDGF1P3 3.458671 | —3. 22375 . 36E-07 . 12E-07




AC124864. 2 5.13564 | =3. 18097 . 36E-07 . 12E-07
GDNF-AS1 2. 584749 | -0. 43366 . 37E-07 . 15E-07
P2RY4 3. 170637 | —3. 10898 . 38E-07 . 18E-07
FTHL17 5.537179 | 2. 87786 . 40E-07 . 25E-07
AC105446. 1 2. 833068 | —1. 92364 . 40E-07 . 27E-07
AC243972. 2 4.860886 | —3. 39245 . 42E-07 . 31E-07
AC108868. 2 4.709439 | —3. 46587 . 42E-07 . 33E-07
COX6B2 2.312664 | —2. 36126 . 43E-07 . 35E-07
KLF2P4 4.181226 | —3. 75524 . 50E-07 .61E-07
AC079380. 1 2.495252 | —3. 83754 . 51E-07 . 63E-07
CT45A1 6. 024876 | —2. 53815 . 51E-07 . 64E-07
AL583808. 1 4. 048466 | —3. 52803 . 51E-07 . 65E-07
SCNNIG 4.799703 | —-1. 17697 . 52E-07 . 69E-07
AC010457.1 3. 294655 | —2. 58262 . 55E-07 . T7E-07
AL355810. 1 2.135344 | —4. 09006 . 55E-07 . TTE=07
ELDR 2.092249 | -3. 91772 . 56E-07 . 82E-07
ASCL5 2. 222889 | —3. 26226 . 57E-07 . 85E-07
ERVMER61-1 4.538915 | —2. 72599 . 58E-07 . 88E-07
CTRB2 5.620391 | -0. 91782 . 58E-07 . 88E-07
SLC5A5 2.517001 | 2. 17661 . 58E-07 . 89E-07
NLGN1 2.981083 | —1.45513 . 59E-07 . 91E-07
HTR3B 3.474843 | —3. 65689 . 59E-07 . 92E-07
DNAJB1P1 2.744231 | —3. 54207 . 59E-07 . 92E-07
MAGEA10 5.45294 | -1.51424 . 60E-07 . 93E-07
LBX1-AS1 3. 842931 | —3. 93502 . 60E-07 . 94E-07
AC006012. 1 2.067518 | —3. 86186 . 60E-07 . 95E-07
MKRN3-AS1 2. 843238 | —4. 13483 .61E-07 . 98E-07
MMP13 4.537694 | —2. 35738 .61E-07 . 99E-07
FBX036P1 2.988073 | —4. 17486 . 63E-07 . 05E-07




FOXN4 2.421176 | 1.59372 . 65E-07 . 11E-07
PINCR 4.744215 | 3. 15183 . 68E-07 . 21E-07
AL033384. 1 2.105375 | =2.57011 . 68E-07 . 24E-07
Six3dosl 1 3.570962 | —4. 04232 . 69E-07 . 2TE-07
Clorf158 3.921676 | —2. 83881 . T1E-07 . 33E-07
AC108517.1 4.429971 | —3.6243 . 12E-07 . 36E-07
AC138904.1 2.175907 | =2.91822 . T2E-07 . 36E-07
NKX1-2 5.033711 | —1. 43446 . 12E-07 . 36E-07
AL359551.1 3.725024 | -3.0105 . 13E-07 . 39E-07
MEOX2-AS1 3. 209737 | -2. 22148 . 13E-07 . 39E-07
RLN3 3. 882292 | -3. 52701 . TTE=07 . 53E-07
AL158839.1 2. 583803 | =3.65705 . T7E-07 . 53E-07
DCX 2.296298 | —1. 77605 . TTE=07 . 55E-07
AL513318.2 3. 569391 | -1. 61985 . 18E-07 . 58E-07
TUBB3 2.078785 | —1. 41887 . T9E-07 . 61E-07
LINC01598 2.479446 | —4. 09344 . 80E-07 . 65E-07
U62317. 1 2.497155 | 2. 77756 . 83E-07 . T4E-07
LINC00635 3. 332545 | —3. 61341 . 86E-07 . 83E-07
AC010528. 1 3.35279 | —4. 14049 . 87E-07 . 85E-07
CRABP1 4.077731 | =3. 41118 . 87E-07 . 86E-07
LINC00958 4.253369 | -1. 37911 . 87E-07 . 88E-07
PNMAGF 5.031703 | —2. 79086 . 89E-07 . 92E-07
CDH10 5.295268 | —1. 33281 . 89E-07 . 92E-07
LINC02473 3.015939 | -3. 97806 . 92E-07 . 03E-07
HOXC8 3.751546 | —2. 45961 . 92E-07 . 05E-07
RGSL1 3. 163249 | 1. 066046 . 9TE-07 . 21E-07
PQLC2L 3. 409671 | —1. 84117 . 97E-07 . 21E-07
ADAMTS20 3.47779 | =3. 06035 . 99E-07 . 27E-07
AC243773. 2 4. 780089 | —3. 43249 . 99E-07 . 29E-07




ABCA12 2.570204 | —1. 54451 . 99E-07 . 29E-07
NAP1L6 3. 283851 | -1. 77187 . 01E-07 . 33E-07
AC119751.3 2.99592 | -3.511 . 01E-07 . 33E-07
PRAMEF7 3. 666295 | —2. 58833 . 01E-07 . 36E-07
COL4A6 2.417823 | —0. 20654 . 03E-07 .41E-07
SO0X21-AS1 3. 556023 | -2. 5973 . 03E-07 . 41E-07
NELL1 6. 48723 | 0. 45999 . 03E-07 . 42E-07
LMO1 3.681137 | —3. 45831 . 09E-07 . 61E-07
CNTNAP5 3. 787668 | —3. 58498 . 09E-07 . 63E-07
PKIA 2.06759 | -0.11008 . 10E-07 . 67E-07
C6orf222 3.520948 | -1. 03216 . 12E-07 . 13E-07
DAPL1 5.219165 | 0. 093519 . 14E-07 . 80E-07
LINC01448 4.102005 | =2. 77267 . 17E-07 . 89E-07
AL031665. 1 2.283581 | =3.61859 . 18E-07 . 92E-07
KCNG3 3. 258064 | —3. 7809 . 20E-07 . 98E-07
GABRA2 5.19806 | 0. 714853 . 20E-07 . 98E-07
AL450322. 2 2.649398 | -3. 56034 . 20E-07 . 00E-07
LINC02416 2.9528786 | —3.844 . 21E-07 . 03E-07
FER1L6-AS2 3.893744 | -3. 64116 . 25E-07 . 15E-07
AC018692. 2 3.96748 | -3. 84805 . 26E-07 . 19E-07
CHST5 4.27371 | -2. 05705 . 27E-07 . 23E-07
GABRR1 2.904535 | -3.675 . 28E-07 . 25E-07
AC025265. 3 2. 928068 | 3. 93802 . 28E-07 . 27TE-07
MCOLN3 2.587782 | 0.899871 . 30E-07 . 31E-07
AL359636. 2 2.462456 | —4. 01552 . 31E-07 . 3bE-07
AC018692. 3 4.254992 | -3. 70261 . 33E-07 . 43E-07
RPSAP69 2.020154 | —-3.67585 . 3bE-07 . 48E-07
MKRN4P 3.716882 | —2. 24738 . 3bE-07 . 50E-07
HOXC10 4.947404 | 0. 046859 . 39E-07 . 61E-07




REN 2.002046 | 1. 097411 . 40E-07 . 66E-07
AL353572.1 2.081492 | —2. 64648 .41E-07 . T0E-07
AC040173. 1 3.011124 | -2. 4579 . 4TE-07 . 88E-07

RYR2 2.213485 | 0. 636006 . 49E-07 . 95E-07

PLA2G4F 3. 155774 | —1. 55323 . 52E-07 . 07E-07
AC126696. 3 2.003311 | —3. 83867 . 52E-07 . 07E-07
KLHL34 2.71622 | -0.87219 . 55E-07 . 17E-07
FGF3 4.592794 | -3. 35631 . 56E-07 . 19E-07
ZNF735 5. 328143 | —2. 58472 . 57TE-07 . 22E-07
AC108865. 1 3.926169 | -2. 94333 . 58E-07 . 24E-07

CA9 3. 155706 | 3. 775869 . 59E-07 . 29E-07

AC027682. 5 2.220364 | —4.12093 . 62E-07 . 40E-07

C190rf33 2.216378 | 0. 785335 . 67E-07 . 55E-07
GFAP 2.365473 | 0.59815 . 67E-07 . 57TE-07
DNAJC5G 2.345373 | =3. 18385 . 69E-07 . 61E-07
SMR3A 7.223959 | —1.5473 . 12E-07 . 12E-07
FMO7P 2.586151 | —4. 02217 . T4E-07 . 18E-07
GRIK2 2.65475 | —0.74742 . T4E-07 . T9E-07
THEM7P 2.579687 | —4. 07389 . 80E-07 . 99E-07
AC136188.1 4.384581 | =3. 47997 . 81E-07 . 00E-06

MISP 3.157707 | 2. 871914 . 82E-07 . 01E-06

AL450322. 1 3.009715 | 4. 15751 . 82E-07 . 01E-06

ERVH48-1 2. 938676 | —0.99168 . 83E-07 . 01E-06
AC026992. 2 2.329062 | —2.57132 . 83E-07 . 01E-06
LINC02421 2.008004 | —3. 71852 . 84E-07 . 01E-06
PLAC4 5. 193068 | 0. 553643 . 84E-07 . 01E-06
WASTR2 2.164776 | =3. 57902 . 85E-07 . 01E-06
C8orf87 4.248421 | —3. 74585 . 85E-07 . 02E-06
AP001972. 4 4.36751 | -2. 17465 . 88E-07 . 03E-06




PLPP2 . 146108 | 4. 35753 . 90E-07 . 03E-06
AL355596. 1 . 434836 | -3. 32351 . 91E-07 . 03E-06
AC064807. 2 . 526903 | —2. 45157 . 92E-07 . 04E-06
ANKRD30BP2 . 873064 | —3.8998 . 93E-07 . 04E-06

SNHG27 . 552458 | -2. 51107 . 93E-07 . 04E-06

PTCHD3P3 . 833815 | =3. 97408 . 93E-07 . 04E-06

NKX6-3 .605694 | -1. 17937 . 94E-07 . 05E-06

FOXD1 . 155716 | —2. 30437 . 95E-07 . 05E-06

PRAC2 . 349866 | 3. 28548 . 02E-07 . 07E-06

CRYBB1 . 208208 | 0. 627331 . 08E-07 . 09E-06
AL591686. 1 . 509254 | -2. 46792 . 09E-07 . 09E-06

FSTL5 . 723388 | 0.49449 . 10E-07 . 10E-06
AL162726. 4 . 350959 | —4. 14383 . 12E-07 . 10E-06

TMEM72 . 518427 | -0. 40123 . 12E-07 . 10E-06
AL132655. 2 . 590859 | 3. 46812 . 12E-07 . 10E-06

ARHGDIG .820719 | —2. 56337 . 14E-07 . 11E-06

STAC2 . 195736 | -2. 45074 . 18E-07 . 12E-06

FZD9 . 456734 | -0. 21056 . 18E-07 . 12E-06
AC126175.1 . 257614 | —2.8764 . 21E-07 . 13E-06

IMPDH1P4 . 875075 | —3.3537 . 2TE-07 . 15E-06

CA10 . 751985 | —3.4654 . 36E-07 . 18E-06

HTR1B . 273066 | —3. 53895 . 39E-07 . 19E-06
AL358394. 1 . 799026 | —3. 20403 . 40E-07 . 20E-06

CTRC . 170024 | -3. 26371 . 44E-07 . 21E-06
AC004221.1 . 414072 | =3. 91358 . 45E-07 . 21E-06

CIB3 . 296165 | -3. 71995 . 45E-07 . 21E-06
LINC01992 . 460441 | -3. 29681 .A4TE-07 . 22E-06

CRISP2 .501296 | -1.33914 . 49E-07 . 23E-06

OR5HS8 . 353431 | =3. 86202 . 49E-07 . 23E-06




AC026320. 1 3.908609 | -3. 8845 . 51E-07 . 23E-06
AC093730.1 3. 645142 | 4. 00849 . 51E-07 . 23E-06
AC009097. 2 2.33225 | —3. 55825 . 51E-07 . 23E-06
AC022098. 2 3.605745 | -2. 71961 . 51E-07 . 23E-06
L29074. 1 2.087097 | -4.10715 . 55E-07 . 24E-06
LINC02469 4.400919 | 3. 74663 . 56E-07 . 25E-06
MGAM2 3.311971 | 0. 768487 . 57TE-07 . 25E-06
CDH16 2.556602 | 1.410484 . 64E-07 . 27E-06
SSX8 3.763319 | —3.958 . 65E-07 . 28E-06
TMEM190 2.178759 | —4. 08824 . 65E-07 . 28E-06
LINC00189 2.075641 | 0. 82942 . 68E-07 . 29E-06
LINCO1085 3. 573865 | —3. 37172 . T4E-07 . 31E-06
AL357153. 1 2.878335 | =3. 74164 . T6E-07 . 31E-06
TSPY1 5. 856806 | —2. 6659 . 84E-07 . 34E-06
AK4P2 3. 971997 | -3. 49549 . 87E-07 . 35E-06
SULT1C3 4.246682 | —3. 27659 . 87E-07 . 35E-06
PNMT 2.826906 | -0.91625 . 91E-07 . 36E-06
TWIST1 2.115443 | —0. 46556 . 94E-07 . 3TE-06
AC034228. 1 5.156421 | 2. 67924 . 00E-07 . 39E-06
NWD2 3.161873 | 0. 080035 . 06E-07 . 41E-06
TCP1P3 3.201844 | -1. 19818 . 08E-07 . 42E-06
PLPPR5 4.785248 | —3.4126 . 16E-07 . 44E-06
TRAPPC13P1 2.268409 | —1. 50881 . 19E-07 . 45E-06
NKAIN2 2.369105 | —0.0764 . 20E-07 . 46E-06
LINCO0616 4.06753 | —3.57956 . 20E-07 . 46E-06
GPR1-AS 5.039709 | -1. 37204 . 28E-07 . 48E-06
AC114812.2 2.338338 | —4.11083 . 30E-07 . 49E-06
AC107398. 3 2.7142 | -3. 25856 . 31E-07 . 49E-06
BMP7 3. 722566 | 0. 277943 . 33E-07 . 50E-06




AC024563. 1 3.491016 | —3. 62955 . 35E-07 . 50E-06
GOLGAZP11 3. 164706 | -2. 77228 . 36E-07 . 51E-06
LINC02307 3.643264 | -4.0162 . 39E-07 . 52E-06
XKR3 3.194012 | -3. 47709 . 40E-07 . 52E-06
CAB39P1 2.222981 | —4.07145 . 40E-07 . 52E-06
BPIFB6 4.637288 | —3.0704 . 41E-07 . 52E-06
VENTXP5 3. 64562 | —4. 00963 . 44E-07 . 53E-06
AP004147. 1 3.00776 | —-3.22711 . 51E-07 . 56E-06
AC011754.1 4. 499026 | —3. 58709 . 53E-07 . 56E-06
AC106744. 1 3. 788532 | —3.9462 . 63E-07 . 59E-06
AL355493. 1 2.075798 | =3. 94339 . 67E-07 . 61E-06
DEFB132 2.690685 | 0. 619918 . 69E-07 .61E-06
CT83 4.979365 | —2. 58416 . 81E-07 . 66E-06
AP000844. 2 4.502597 | 2. 65502 . 89E-07 . 68E-06
GCG 5.429719 | -1. 07451 . 92E-07 . 69E-06
MATN4 2.871248 | —0. 6587 . 03E-07 . 13E-06
REC114 3. 219978 | -3. 03415 . 05E-07 . 13E-06
CCDC144NL 4.028746 | -2. 87331 . 08E-07 . T4E-06
AHNAK2 2.109598 | 2. 489653 . 14E-07 . T6E-06
AC113554.1 3. 283147 | -3. 86271 . 24E-07 . T9E-06
S0X2 3.40643 | —-0.41285 . 38E-07 . 84E-06
HOXB9 3. 474818 | -1. 05519 . 44E-07 . 86E-06
SLC10A4 2.2099 | -3.01043 . 48E-07 . 87E-06
CLVS2 4.942179 | 0. 256009 . 49E-07 . 87TE-06
AC122694. 1 3. 228188 | —3. 86984 . 49E-07 . 87E-06
PIP 3. 742675 | —3. 12686 . 51E-07 . 88E-06
AC007128. 2 3. 263182 | —4. 04756 . 51E-07 . 88E-06
GLYATL1P4 2.784929 | —0. 66585 . 60E-07 . 91E-06
LINC02384 2.202746 | 1. 848754 . 64E-07 . 92E-06




AF254983. 1 3. 531779 | —3. 94767 . 69E-07 . 94E-06
TAGLN3 2. 553856 | —3. 92645 . 69E-07 . 94E-06
AGRZ 4.037275 | 4.663852 . T4E-07 . 95E-06
PTGFR 2.123185 | 2.615705 . 85E-07 . 98E-06
VGF 2.126781 | 0. 031294 . 85E-07 . 99E-06
LINC00668 3.625317 | —1. 14805 . 89E-07 . 00E-06
LINCO1267 2.7756547 | —4. 08807 . 90E-07 . 00E-06
AC012501. 2 4.536288 | —3. 40164 . 92E-07 . 01E-06
AC092598. 1 3. 658676 | —2. 81356 . 94E-07 . 01E-06
EGFR-AS1 2.544628 | 1. 048135 . 94E-07 . 01E-06
REG1CP 4.806892 | 3. 40658 . 95E-07 . 02E-06
EGLN3-AS1 3. 808122 | -3. 92872 . 98E-07 . 03E-06
794160. 1 2.498722 | —4. 12301 . 99E-07 . 03E-06
LINC00922 3. 465353 | —3. 76882 . 08E-07 . 06E-06
PODXL2 2.110766 | 3. 096724 . 09E-07 . 06E-06
NUDT11 2.476601 | -1.6774 . 12E-07 . 07TE-06
FAR2P4 4.169725 | =2. 00133 . 21E-07 . 10E-06
AC092162. 3 2.142241 | 3. 92808 . 22BE-07 . 10E-06
AC092159. 2 2.022084 | —3. 05493 . 23E-07 . 10E-06
AC097512. 1 3. 653235 | —2. 81007 . 23E-07 . 10E-06
SST 8.604913 | 1. 559882 . 24E-07 . 10E-06
POLD2P1 2.388862 | —3.31343 . 25E-07 . 11E-06
WDR82P1 3.87231 | —-3.26184 . 29E-07 . 12E-06
LINC02506 3. 373448 | 0. 485463 . 33E-07 . 13E-06
SLN 3. 58478 | —3. 24042 . 40E-07 . 15E-06
PTF1A 4.829077 | 2. 44411 . 40E-07 . 15E-06
ZNF720P1 4. 487952 | —3. 25693 .41E-07 . 16E-06
UTS2R 2. 887425 | 3. 40527 . 43E-07 . 17E-06
AL021997.1 2.11744 | =3. 42392 . 44E-07 . 17TE-06




LINCO1754 2.004094 | -2.5767 . 51E-07 . 19E-06
AC092001. 1 3. 548181 | —4. 06442 . 51E-07 . 19E-06
TMEM40 2.008088 | 0. 99344 . 56E-07 . 21E-06
AC100803. 1 2.987109 | =3. 60911 . 59E-07 . 22E-06
MYBPC2 2.446118 | —1. 98526 . 64E-07 . 23E-06
TSPY10 5.945074 | 2. 61526 . 65E-07 . 23E-06
AC126603. 1 2.205977 | =1.92306 . 67E-07 . 24E-06
LINC02154 3.32943 | -3. 10367 . 68E-07 . 24E-06
PRAMEF9 3.973202 | -3. 61893 . 84E-07 . 29E-06
IGHVII-78-1 2.244235 | -4.17374 . 88E-07 . 30E-06
HOXC11 4.164896 | —3. 23488 . 89E-07 . 31E-06
MUC5AC 5. 618269 | 2. 413786 . 91E-07 . 31E-06
SCNHA 2.110838 | —2. 25189 . 93E-07 . 32E-06
SCUBE1 2.069623 | 4. 228726 . 93E-07 . 32E-06
LINC01231 4.934863 | —3. 3409 . 96E-07 . 33E-06
AC012625. 1 3. 041919 | -3. 62665 . 09E-07 . 3TE-06
EDDM3A 7.126126 | —1. 38093 . 18E-07 . 40E-06
KCNF1 2.379206 | 0. 467772 . 20E-07 . 40E-06
SAGE1 5. 188695 | —1. 74222 . 20E-07 . 40E-06
AC138646. 1 2.975715 | —4. 17862 . 28E-07 . 43E-06
AC129492. 6 3. 47867 | —3.22425 . 33E-07 . 44E-06
OLIG3 5. 44574 | -2.81136 . 33E-07 . 45E-06
HS3ST4 5.902049 | 0. 635265 . 34E-07 . 45E-06
AC006206. 2 3.541723 | -1.96711 . 34E-07 . 45E-06
ZIM2-AS1 2.248611 | —2. 3439 . 38E-07 . 46E-06
AL138760. 1 3. 090408 | —3. 86076 . 39E-07 . 46E-06
ZNFb34 2.616521 | —2.67152 . 48E-07 . 49E-06
LRFN2 2. 284787 | —2. 37918 . 48E-07 . 49E-06
LINC02505 4.296653 | —3.3783 . 53E-07 . 50E-06




SMR3B 5.75712 | =2. 79713 . 63E-07 . 54E-06
AC068506. 1 2.145652 | —1. 07424 . 64E-07 . 54E-06
HSPA8P13 3.469477 | —3. 96941 . T1E-07 . D6E-06
SPATA31D1 4.938432 | =3. 11049 . T6E-07 . 58E-06
GDF10 2. 825702 | -0. 40051 . 18E-07 . 58E-06
HTRIF 2.433334 | =3. 57783 . T9E-07 . 58E-06
TUBB8P7 2.174045 | 2. 94933 . T9E-07 . 59E-06
NKX2-5 4.069243 | 2. 64384 . 90E-07 . 62E-06
AL356417. 2 2.095689 | —3. 81202 . 95E-07 . 63E-06
AC004253. 2 2.170643 | —3. 88168 . 00E-07 . 65E-06
UGT1A7 2.453388 | 0. 52464 . 03E-07 . 66E-06
TNNT3 2.259283 | -1. 57071 . 07E-07 . 67E-06
DPEP1 2.377162 | 1. 066333 . 17E-07 . T0E-06
AL136528.1 2.407834 | 2. 16725 . 19E-07 . 71E-06
AC123912. 3 3.943013 | —2. 75512 . 28E-07 . T4E-06
STARD6 2.631379 | =3. 71683 . 29E-07 . T4E-06
SPATA31C2 3. 806047 | -3. 35725 . 36E-07 . T6E-06
ANKRD26P1 5. 276904 | -0. 71509 . 36E-07 . T6E-06
GUCA2A 2.868226 | —0. 74898 . 44E-07 . T9E-06
TTC29 4.157974 | 3. 25363 . 46E-07 . T9E-06
FMN2 3. 545687 | -1. 37193 . 51E-07 . 81E-06
AC013470. 2 2.609814 | —3. 88689 . 59E-07 . 83E-06
CACNA1G 2.126974 | —2.74792 . T1E-07 . 87E-06
AC023824. 7 4.527803 | —2. 62938 . 12E-07 . 87TE-06
AQP6 2.927901 | 1. 463405 . T7E-07 . 89E-06
AC122685. 1 4. 348052 | —3. 13482 . TTE-07 . 89E-06
SOAT2 2.077681 | 3. 147702 . 84E-07 . 91E-06
AC125421.1 2.935428 | —=3.93872 . 02E-07 . 96E-06
Cl0orf71-AS1 | 3.738967 | —3. 99394 . 06E-07 . 97E-06




AL356215. 1 2.266826 | -3.1971 . 19E-07 . 01E-06
HMX2 4. 205626 | —3. 57802 . 20E-07 . 02E-06
AC007402. 1 4. 777773 | =3. 21988 . 22E-07 . 02E-06
PROKR1 2.478018 | —2. 40377 . 25E-07 . 03E-06
AC069061. 2 5.153074 | -2.9997 . 36E-07 . 06E-06
LINCO0858 3.50927 | -3. 30554 . 36E-07 . 06E-06
FOXG1 5. 694663 | -2. 23019 . 44E-07 . 09E-06
ADRA1D 2.464463 | 0. 047501 . 51E-07 . 11E-06
UGT1A5 2.703992 | —1. 44452 . 52E-07 . 11E-06
USH1C 2.739941 | 3. 646705 . 52E-07 . 11E-06
GJA3 2.213648 | -2. 11351 . 64E-07 . 15E-06
GAS2L1P2 2.368841 | —3.49672 . 66E-07 . 16E-06
CD177 2.543047 | 0. 38403 . T4E-07 . 18E-06
PRAMEF15 4.126889 | -0.51702 . T5E-07 . 18E-06
HSPB3 4.383802 | —2. 98866 . 15E-07 . 18E-06
SRGAP3-AS2 3.657023 | —3. 59008 . T9E-07 . 19E-06
AC006205. 2 2.406792 | 1. 915138 . 85E-07 . 21E-06
AP005264. 5 2.253185 | —3. 28686 . 96E-07 . 24E-06
PANX3 3.034781 | -3. 88911 . 99E-07 . 25E-06
AC019109. 1 3.35393 | —2. 65489 . 00E-06 . 26E-06
LINCO1649 3. 492989 | -3. 89072 . 01E-06 . 27E-06
AC103808. 6 3. 182622 | —3. 92569 . 01E-06 . 27E-06
AC109439. 2 3. 429305 | —3. 58471 . 01E-06 . 29E-06
GPRC6A 3.562394 | —4. 05247 . 02E-06 . 30E-06
AP001331.1 3. 135584 | —2. 41665 . 02E-06 . 32E-06
AL136360. 1 3. 005567 | 3. 76705 . 02E-06 . 32E-06
ADIG 2.351925 | 2. 77056 . 03E-06 . 33E-06
GRIAZ2 3.491462 | -2. 13829 . 03E-06 . 34E-06
EFHC2 2.395442 | -2.2122 . 06E-06 . 43E-06




AL139095. 3 3.690572 | —3. 73341 . 07TE-06 . 46E-06
AC129492. 2 3.272044 | -4. 06271 . 07E-06 . 47E-06
AC093702. 1 3.421602 | =3. 97705 . 07TE-06 . 47E-06
CSAG4 4.199084 | —2. 69325 . 07TE-06 . 48E-06
ZNF679 4. 457025 | —3. 28634 . 08E-06 . 48E-06
ZNF725P 3.94654 | =3. 76715 . 08E-06 . 50E-06
AL592466. 1 3.796808 | -3. 96177 . 08E-06 . 50E-06
MUC12 2.536523 | 0.74884 . 10E-06 . 55E-06
LINC01096 3.724733 | —-3.8404 . 10E-06 . 57E-06
SPRR2E —-2.70894 | -3.56718 . 11E-06 . 57E-06
HERC2P5 2.429436 | -3. 70921 . 12E-06 . 62E-06
IL31RA 2.405331 | 2. 39167 . 13E-06 . 63E-06
AGTR2 4.64671 | -2.99678 . 15E-06 . T0E-06
AC073655. 1 2.096243 | -3. 82243 . 15E-06 . 71E-06
SALL3 5.52736 | 2. 21672 . 17TE-06 . TTE-06
LINC01559 3. 782926 | —0. 63604 . 18E-06 . T9E-06
AC026495. 1 2.038328 | -2.9141 . 18E-06 . 80E-06
LINC00640 2.030973 | —3.2538 . 20E-06 . 85E-06
TECRL 4.613644 | 2. 4486 . 20E-06 . 85E-06
KEL 2.48786 | 1.651663 . 23E-06 . 94E-06
VNIR87P 2. 985329 | —4. 08095 . 23E-06 . 94E-06
OR8G3P 3. 482969 | —4. 07704 . 23E-06 . 96E-06
CCKBR 3.790387 | —3.3495 . 24E-06 . 98E-06
AC007064. 2 2.63372 | —3. 84894 . 25E-06 . 99E-06
PMEL 2.06164 | 4.714677 . 25E-06 . 00E-06
SLC7A14 2.536135 | 0. 85275 . 26E-06 . 04E-06
CELA3B 3. 783743 | —2.9527 . 26E-06 . 04E-06
LRRN4CL 2.245404 | —1. 38912 . 27E-06 . 05E-06
LINCO1012 2. 155871 | =3. 20858 . 2T7E-06 . 06E-06




AC145207.7 2.557074 | —4. 09242 . 27E-06 . 06E-06
LINCO1793 4.331924 | -2. 48407 . 27E-06 . 07E-06
AC011840. 1 4.862387 | —2. 45023 . 28E-06 . 09E-06
AC104134.1 2.691294 | 3. 17794 . 28E-06 . 09E-06
PRKG1-AS1 2.7745786 | —3. 34645 . 29E-06 . 11E-06
AP0O03171.1 4.902028 | =2. 79103 . 31E-06 . 17TE-06
GLULP4 2.035239 | —2.50123 . 32E-06 . 20E-06
OFCC1 3.930517 | —2. 88451 . 33E-06 . 23E-06
ATP4A 3.378995 | -2. 31403 . 37E-06 . 36E-06
LINC00351 3. 443167 | —4. 08987 . 38E-06 . 38E-06
AL138900. 2 4.100899 | —3. 63846 . 38E-06 . 38E-06
SMIM31 3.612174 | 0.070168 . 38E-06 . 39E-06
AC010616. 1 2.36246 | —2. 14658 . 39E-06 . 42E-06
MAGEA4 6.465786 | 0. 332787 . 40E-06 . 44E-06
AC113355.1 4.406904 | —-3. 62863 . 42E-06 . 49E-06
KRT81 2.195516 | 0. 74505 . 42E-06 . 50E-06
LINCO1967 3.236478 | -3. 81825 . 44E-06 . 56E-06
TPT1P8 3.371092 | —3. 54753 . 46E-06 . 61E-06
GPR50 6.941878 | 0.17683 . 47E-06 . 65E-06
AC144833. 1 4.53712 | -1.99274 . 48E-06 . 68E-06
CU104787. 1 3.897679 | -3. 75019 . 53E-06 . 82E-06
AL359881. 3 3.022874 | -3.52124 . 54E-06 . 86E-06
LINC01483 2.610255 | —3.6262 . 97E-06 . 95E-06
HERC2P8 2.280708 | —4. 2046 . 59E-06 . 01E-06
PRR35 4. 130296 | —3. 63489 . 60E-06 . 04E-06
LINC00601 4.401503 | —2. 98037 . 62E-06 . 11E-06
CARMIP1 4.611498 | —2. 81553 . 64E-06 . 15E-06
MKRN9P 3.47857 | —2.95738 . 64E-06 . 16E-06
MED15P9 3.914294 | -3. 53348 . 66E-06 . 20E-06




AC008825. 1 3.12441 | -4. 10764 . 66E-06 . 22E-06
LINCO01361 3. 609298 | -2. 25261 . 68E-06 . 26E-06
AC084782. 2 2.528061 | —4. 04152 . 68E-06 . 27E-06
ASIC4 2.011616 | =3. 47056 . T0E-06 . 33E-06
PHOX2A 4.78819 | -3.39118 . 71E-06 . 34E-06
SLC12A1 3.021197 | 1. 561635 . T1E-06 . 34E-06
AC126564. 1 3. 134705 | -3. 59053 . 71E-06 . 36E-06
NLRP4 3.901291 | -2. 37944 . 12E-06 . 40E-06
QRFPR 2.185864 | —2. 74336 . 75E-06 . 47E-06
PRELID3BP4 2.259759 | =3.92127 . 78E-06 . 55E-06
HRK 3. 101563 | —2. 23108 . 80E-06 . 61E-06
CDK5R2 3.602154 | -3. 48341 . 80E-06 . 63E-06
AC091230. 1 3. 388555 | —4. 00981 . 80E-06 . 63E-06
RNU6-725P 3.200493 | -3. 93116 . 81E-06 . 65E-06
ITIH5 2.153963 | 4. 371764 . 83E-06 . 69E-06
LINCO1819 3.619467 | —1. 54711 . 85E-06 . T6E-06
RHOXF1P1 3. 945955 | —3. 84841 . 85E-06 . T6E-06
AC036111.1 3.864792 | -3. 90633 . 88E-06 . 85E-06
LINC00160 3. 316468 | —3. 58312 . 88E-06 . 85E-06
AC096577. 1 -2. 46805 | —3. 19096 . 90E-06 . 90E-06
CDC37P1 2.163035 | -3.7599 . 91E-06 . 93E-06
FMO9P 3.910476 | —3. 50272 . 92E-06 . 96E-06
ARHGAP40 2.765111 | —1. 41686 . 94E-06 . 02E-06
CACNALB 3. 042456 | -2. 7485 . 94E-06 . 03E-06
PRAMEF27 4.024917 | —3. 83415 . 96E-06 . 08E-06
AL356310. 1 2.110472 | -3. 12271 . 96E-06 . 09E-06
LINC02334 2.532817 | =2.40179 . 96E-06 . 09E-06
FOLR1 2.219404 | 0. 329134 . 97E-06 . 09E-06
AP000757. 2 2.9962 | -1.75035 . 97E-06 . 10E-06




TMIGD1 2.545648 | =3. 99537 . 00E-06 . 18E-06
LINCO01033 2.253097 | —4.14372 . 01E-06 . 20E-06
AL445070. 1 3.387774 | -4.11019 . 04E-06 . 31E-06
AL356740. 3 3. 144702 | -3. 26444 . 05E-06 . 33E-06

BCRP2 2. 884203 | —-3.61299 . 05E-06 . 33E-06

NHLH2 4.199227 | =3. 01558 . 06E-06 . 36E-06
AC104041.1 2.966192 | -3. 21395 . 07E-06 . 39E-06

NOTUM 2.336022 | 6.5867 . 11E-06 . 49E-06

ANKRD7 2.695406 | —3. 55796 . 11E-06 . 49E-06
AL592043. 1 3.176513 | —4. 19597 . 14E-06 . 58E-06

NANOGP1 2.017946 | 2. 78901 . 16E-06 . 64E-06

JPH3 2.311392 | -1. 16261 . 16E-06 . 64E-06
AC138761. 4 3.651178 | —3. 4683 . 17E-06 . 67E-06
AC103770.1 4.090839 | —2. 29448 . 17E-06 . 68E-06

SPDEF 2.832665 | 1. 084525 . 18E-06 . T1E-06
AC124290. 1 3.693571 | —3. 98635 . 19E-06 . 13E-06
AC048383. 1 2. 536983 | =3. 90035 . 22E-06 . 81E-06
KRTAP19-5 3. 818223 | —3. 92648 . 22E-06 . 82E-06
LINC02489 3. 564705 | —3. 25511 . 23E-06 . 84E-06
PPP1R2P10 3. 560567 | —4. 03207 . 24E-06 . 86E-06
HEPACAM2 2.99081 | —2. 38849 . 26E-06 . 93E-06
CR589904. 1 4. 184058 | —2. 03578 . 27E-06 . 96E-06

KCNG1 2.114954 | —0. 57022 . 31E-06 . 07E-06

ZCCHC12 2.371989 | -1. 69281 . 3TE-06 . 23E-06

POU3F4 4.344354 | -3.511 . 39E-06 . 31E-06
KRTAP20-4 3. 841938 | 3. 91011 . 40E-06 . 33E-06
LINC02105 3. 214055 | 4. 08111 . 40E-06 . 34E-06

SLC46A2 2.393253 | —1. 82941 . 41E-06 . 36E-06

CEACAM7 6. 249463 | 2. 963468 . 42E-06 . 3TE-06




KBTBD12 2.970251 | 2. 14677 . 42E-06 . 3TE-06
VTRNA1-2 3. 498434 | —4. 08201 . 44E-06 . 45E-06
AC131902. 3 4.976085 | —3.2107 . 46E-06 . 49E-06
BOLA2P3 2.202799 | —4. 03522 . 46E-06 . 49E-06
CNGB1 2.663193 | -0. 93241 . 46E-06 . 50E-06
LINCO1647 3.073442 | -3. 81084 . 47E-06 . 52E-06
AC068756. 1 3.139192 | -2. 84713 . 47E-06 . 53E-06
RPS18P6 3.513963 | -3.5705 . 47E-06 . 54E-06
APELA 4.158922 | 2. 86933 . 52E-06 . 66E-06
CDH7 3.499756 | -2.4418 . 59E-06 . 88E-06
LINC02046 3.95633 | —3. 53886 . 60E-06 . 89E-06
RNA5-8SP6 —2.74479 | -2.81679 . 65E-06 . 04E-06
BIRC7 2.404494 | -0. 55638 . 65E-06 . 04E-06
HNRNPCL3 4. 682062 | —3. 08994 . 66E-06 . 06E-06
AP001599. 1 3.521702 | -4. 06711 . 12E-06 . 22E-06
ZNF280A 3. 225416 | —3. 75739 . 12E-06 . 24E-06
SLC22A6 3. 416444 | -3. 20907 . 74E-06 . 28E-06
AC019155. 3 4.093616 | =3. 79765 . T5E-06 . 33E-06
LETM1P2 2.216131 | —3. 78958 . T7E-06 . 38E-06
CETN1 3. 983069 | —3. 84836 . T8E-06 . 40E-06
KRT85 2.691873 | —0. 85894 . 83E-06 . 56E-06
RARRESZ2P6 3.899837 | -3. 23715 . 85E-06 . 59E-06
LINCO1518 4.011289 | —3. 04617 . 85E-06 . 59E-06
AC004080. 1 3. 264686 | —4. 04977 . 88E-06 . T0E-06
AL359924. 1 5. 331062 | —3. 09558 . 93E-06 . 81E-06
DDX39BP2 2.445831 | -3.91315 . 94E-06 . 84E-06
CEACAMP10 2.699084 | —3. 16641 . 96E-06 . 91E-06
PTGDS 2. 538968 | 7. 393151 . 99E-06 . 00E-06
ATPSF1P3 3.060906 | —3. 78141 . 02E-06 . 08E-06




AC104131.1 3.892735 | —3.88719 . 04E-06 . 13E-06
CXCL5 2.953232 | 2. 458336 . 06E-06 . 18E-06
VGLL2 5.377951 | —2.61024 . 08E-06 . 24E-06

AC092447. 5 3. 106526 | —3. 23473 . 09E-06 . 27E-06
LRRC38 4.626451 | 2. 3876 . 13E-06 . 40E-06
UGT3A2 2.002164 | 1. 030254 . 22E-06 . 64E-06

LINC00322 2.892876 | —3. 31582 . 22E-06 . 65E-06

Cborf38 3.677904 | -2.81072 . 23E-06 . 66E-06
CLDN10-AS1 4. 239139 | —3. 29633 . 25E-06 . 12E-06
EVX1-AS 3. 132801 | —4. 20902 . 27E-06 . T7E-06
PICSAR 3. 940346 | —2. 92853 . 27E-06 . T8E-06
PRAMEF11 3. 082883 | 3. 81186 . 32E-06 . 92E-06

AL359881. 2 2.613245 | 3. 23005 . 34E-06 . 97E-06

AC018558.1 3. 095781 | —4. 22225 . 36E-06 . 00E-05
NUS1P2 3. 261535 | —3. 89286 . 41E-06 . 02E-05

AC126323. 3 3.049123 | —4. 03024 . 44E-06 . 03E-05

AC211485.1 2.28146 | —3.9548 . 44E-06 . 03E-05

AC079062. 1 3.480865 | 1. 015718 . 46E-06 . 03E-05
CST4 4.409824 | 2. 41486 . 49E-06 . 04E-05

DSG1-AS1 2.968548 | =3. 94991 . 50E-06 . 04E-05
RHOV 2. 388827 | 0. 628948 . 51E-06 . 04E-05
SSX9 3.702064 | —3. 96372 . 53E-06 . 05E-05

C2orf69P1 4.047014 | —3. 55441 . 55E-06 . 05E-05

AC109779. 1 3.072371 | —3. 36742 . 57E-06 . 06E-05
TCF24 3.007719 | -3. 56121 . 97E-06 . 06E-05

ARX 3.220921 | -3. 12509 . 58E-06 . 06E-05
GPC6—-AS1 2. 506852 | 3. 52635 . 60E-06 . 07E-05
DMP1 2.325362 | —4.10373 . 61E-06 . 07E-05
SYT14 4.359754 | —1. 67697 . 65E-06 . 08E-05




MGAT4C 2.389324 | 0. 830818 . 65E-06 . 08E-05
VNIR110P 2. 669269 | —3. 99898 . 71E-06 . 10E-05
AC239803. 1 2.057459 | —3.1232 . TTE-06 . 12E-05
AP001099. 1 2.535261 | =3. 50061 . T8E-06 . 12E-05
CSTL1 2.254036 | -3.235 . 80E-06 . 12E-05
SLC26A3 2.28655 | 1.601667 . 82E-06 . 13E-05
RIPPLY2 3.944196 | -2.6747 . 84E-06 . 13E-05
AL160408. 1 2.30719 | -2. 41116 . 90E-06 . 15E-05
NRSN1 3. 133215 | -3. 06974 . 93E-06 . 16E-05
HTR2C 3.951736 | —2. 60528 . 94E-06 . 16E-05
DCAF12L2 3.051101 | —4. 04306 . 95E-06 . 16E-05
UBE2U 3. 413368 | —1. 98946 . 99E-06 . 18E-05
SLC6A10P 4.345731 | 3. 36222 . 02E-06 . 18E-05
ANKRD30BP3 4. 096557 | —3. 62889 . 02E-06 . 18E-05
AC148476. 1 2.42637 | —1. 95507 . 08E-06 . 20E-05
FRG2]JP 4.301993 | 3. 27871 . 13E-06 . 22E-05
AC005993. 1 3.312951 | —3.9433 . 14E-06 . 22E-05
SRRM4 2. 347316 | —3. 68224 . 16E-06 . 22E-05
AP005271.1 3. 241116 | —3. 62668 . 17E-06 . 22E-05
MRPL23-AS1 2.646401 | —1. 28765 . 17TE-06 . 23E-05
PTCHD3P2 2.01449 | -2.49768 . 19E-06 . 23E-05
GJB6 3. 140617 | —0. 58402 . 20E-06 . 23E-05
BNIP3P18 3.003781 | —4. 17363 . 22E-06 . 24E-05
LINC01804 3.865075 | —3. 6664 . 26E-06 . 25E-05
AC091173.1 2.909953 | —4. 20123 . 32E-06 . 27E-05
AC008033. 3 2.172217 | 1. 49493 . 33E-06 . 27E-05
DLGAP1-AS5 6.024182 | 0. 03999 . 34E-06 . 27E-05
AC026355. 1 2.262279 | —3. 28397 . 38E-06 . 28E-05
FGF19 3. 374056 | 3. 820588 . 43E-06 . 30E-05




AC092916. 1 3.764011 | —3. 95804 . 49E-06 . 31E-05
AC025580. 1 2.326493 | —-2.89375 . 50E-06 . 31E-05
HOXC5 3.364108 | —3. 92529 . 54E-06 . 33E-05
LEP 3.566974 | —1. 74151 . 5bE-06 . 33E-05
FLJ16779 3. 504511 | -2. 62034 . 56E-06 . 33E-05
782249. 1 5.973214 | -2.1544 . 65E-06 . 36E-05
ALDH3B2 3. 947508 | —0. 04039 . 67E-06 . 36E-05
AC078860. 1 2. 311905 | 3. 89491 . 12E-06 . 37E-05
AC131532.1 2.948283 | -2. 8603 . 74E-06 . 38E-05
AL603650. 1 3. 347512 | -3. 26853 . 75E-06 . 38E-05
AC012339. 1 3. 205205 | 4. 17703 . T6E-06 . 38E-05
INSL6 3. 653853 | —2. 28661 . 82E-06 . 40E-05
AC109635. 5 3.712576 | —3. 83872 . 87TE-06 . 41E-05
CRYBA4 3.366491 | —1. 53385 . 88E-06 . 42E-05
AC027088. 3 2.803191 | —4. 14665 . 89E-06 . 42E-05
AL121970. 1 2.877002 | —4. 04957 . 90E-06 . 42E-05
AC092343. 1 3. 417155 | —3. 69833 . 92E-06 . 43E-05
TRIM63 3. 508461 | —0. 02983 . 95E-06 . 43E-05
AP005205. 2 2.597178 | —3. 86669 . 00E-06 . 45E-05
AL161752. 1 2.366793 | =3. 96502 . 09E-06 . 47E-05
AL355472. 3 2.019735 | 4. 20254 . 17E-06 . 49E-05
PCDHAZ2 2.703297 | 3. 24463 . 18E-06 . 50E-05
GMCL1P1 2.94168 | —2. 64965 . 20E-06 . 50E-05
LINC00632 3. 128288 | —2. 38525 . 29E-06 . 53E-05
PAX3 3. 985688 | —3. 31618 . 33E-06 . 54E-05
OR12D2 3. 348463 | —4. 13169 . 33E-06 . 54E-05
AL512324.3 3. 833026 | —3. 90386 . 33E-06 . 54E-05
MSLN 2. 350624 | 0. 640048 . 34E-06 . 94E-05
AP000696. 1 4. 253008 | -3. 55821 . 35E-06 . 54E-05




NETO1 2. 195889 | —3. 55846 . 39E-06 . 55E-05
SCG3 2.334788 | —1.68417 . 44E-06 . 57E-05
AC131902. 1 4.856098 | —2.9519 . 47E-06 . 57E-05
PGK2 2.820029 | —4. 21365 . 53E-06 . 59E-05
NPTX2 2.432673 | 3. 458884 . 59E-06 .61E-05
NF1P8 4. 135689 | —3. 60345 . 64E-06 . 62E-05
AC226118.1 2. 239467 | —3. 52126 . 65E-06 . 62E-05
AL021391.1 2.3305 | —4.18344 . 69E-06 . 63E-05
ZBBX 2.832979 | -3.94714 . 75E-06 . 65E-05
PTHLH 2.048716 | 1. 485304 . T7E-06 . 66E-05
AC105999. 2 4.054865 | =3. 78717 . 81E-06 . 67E-05
LINC02560 2.004484 | -3. 92531 . 84E-06 . 68E-05
AC020637. 1 3.595939 | -3. 55916 . 86E-06 . 68E-05
AC239585. 2 2. 886192 | —3. 36554 . 89E-06 . 69E-05
IL21-AS1 2.777296 | —2. 56677 . 91E-06 . 69E-05
TSPY9P 4.266244 | —-3. 69868 . 97E-06 . T1E-05
CLLU1 4.035651 | —2. 47998 . 02E-06 . T2E-05
CAPN13 2.723923 | 0. 376989 . 09E-06 . T4E-05
KRTAP5-7 2.099756 | —2. 83803 . 09E-06 . 74E-05
LGALS17A 2.273877 | =1. 97988 . 17TE-06 . T6E-05
AL122003. 1 3. 211673 | —3. 55357 . 18E-06 . T6E-05
AC011306. 1 2.211187 | —4.17414 . 22E-06 . TTE-05
LINCO1257 3.473701 | —3. 49933 . 24E-06 . 78E-05
AL355102. 2 2.448499 | —4. 14298 . 27E-06 . T9E-05
PRSS21 2.622388 | -0.61038 . 30E-06 . 80E-05
CRH 3.937397 | -3. 26195 . 34E-06 . 81E-05
OR7C1 3. 988605 | —3. 59583 . 3bE-06 . 81E-05
AP003062. 1 4.510811 | —3. 42454 . 37E-06 . 81E-05
LGALS12 2. 444525 | —1. 24064 . 38E-06 . 82E-05




OR8AL 2.976703 | —4. 08131 . 40E-06 . 82E-05
AL031736.1 2.563778 | —3. 35247 . 44E-06 . 83E-05
AL133372.2 3.51101 | 3. 86935 . 49E-06 . 85E-05
LINC02228 3. 198426 | —2. 72495 . 67E-06 . 89E-05

MYHAS 2.573911 | =3. 75958 . T6E-06 . 92E-05
AC025252. 2 3.790108 | -3.62165 . T9E-06 . 93E-05
AC005537.1 2.803727 | 2. 59004 . 82E-06 . 93E-05
AL354984. 1 2. 244457 | =3. 71382 . 83E-06 . 94E-05
ANKRD30A 2.754711 | —3. 16884 . 91E-06 . 96E-05
AC010255.1 3. 030582 | -3. 80429 . 92E-06 . 96E-05

MEPE 2.087037 | =3.31241 . 93E-06 . 96E-05

CLLU10S 3. 885047 | 2. 00424 . 94E-06 . 96E-05

PAK3 2.255975 | 0. 571165 . 97E-06 . 97E-05
AP000593. 2 3. 420287 | —3. 87941 . 10E-06 .01E-05

PYDC1 3.579898 | 2. 65709 . 14E-06 . 02E-05

PPY2P 4.119 | —3. 26487 . 20E-06 . 03E-05

PVALEF 3.391771 | -3. 24043 . 22E-06 . 04E-05
BX537318. 2 3. 110801 | —3. 02256 . 24E-06 . 04E-05

LRRC52 2.906283 | 2. 45079 . 28E-06 . 05E-05

CLPSL2 3.232906 | —3. 3928 . 28E-06 . 05E-05
AC104009. 1 2.581782 | —4. 08704 . 31E-06 . 06E-05

DEFA5 6.205371 | -2.198 . 32E-06 . 06E-05
OVOL1-AS1 2.724191 | —1. 16694 . 39E-06 . 08E-05
AC023347. 1 3.064247 | -3. 40247 . 45E-06 . 09E-05

SULT2B1 2.053678 | 0. 334164 . 48E-06 . 10E-05
LINC02568 2. 274091 | =3. 59503 . 55E-06 . 12E-05
AC096759. 2 3.017642 | 4. 15331 . 55E-06 . 12E-05

MLN 3. 806027 | —3. 74284 . 59E-06 . 13E-05
DEFA9P 3. 126681 | —4. 20433 . 62E-06 . 14E-05




CRTAC1 2.889872 | 1. 763868 . 62E-06 . 14E-05
LINC01029 4. 646542 | —3. 28457 . 68E-06 . 15E-05
MIRI37HG 3. 289162 | -3.82979 . 83E-06 . 19E-05

SUN3 2. 464667 | —2. 86347 . 90E-06 . 21E-05
LINCO2511 3. 525952 | 4. 05315 . 91E-06 . 21E-05
S0X14 5.42019 | -2. 42677 . 92E-06 . 22E-05
DMKN 2.097131 | 3. 229272 . 93E-06 . 22E-05
LHX8 5. 473866 | 2. 21239 . 05E-06 . 25E-05
MAGEC3 3.849974 | -2. 41157 . 07E-06 . 25E-05
TLX3 4.702404 | -3. 14531 . 10E-06 . 26E-05

ORZ2H1 3. 112597 | =3. 92909 . 17E-06 . 28E-05
LINCO1508 3.930289 | -1. 86948 . 22E-06 . 29E-05
LINC00200 4.094704 | 2. 25995 . 41E-06 . 34E-05
KC877982. 1 6.041584 | 1. 27799 . 43E-06 . 35E-05

FGF4 5.209679 | —1. 52409 . 46E-06 . 35E-05
AL445238. 1 2. 558819 | —3. 84873 . 49E-06 . 36E-05
AC007923. 1 4. 663636 | —3. 25401 . 51E-06 . 37E-05
AC073323. 1 3. 943891 | -3. 73316 . 52E-06 . 37TE-05
LINC01060 2. 89855 | —3.42292 . 53E-06 . 37E-05
LINC01397 2.31117 | -4.07214 . 57E-06 . 38E-05

TMEM130 2. 28972 | 0. 568527 . 66E-06 .41E-05
AC097358. 2 2.323679 | —4.19248 . T3E-06 . 43E-05

SCHLAP1 3. 619856 | —3. 7983 . 81E-06 . 45E-05
AC008825. 2 2. 844454 | -3. 31695 . 87TE-06 . 46E-05

PLD5 2. 543296 | 0. 08719 . 89E-06 .47E-05
AC139783.1 2.1638 | —3. 42288 . 90E-06 . 47E-05
ZBTB46-AS1 3. 249007 | -3. 74928 . 93E-06 . 48E-05
LINCO1788 3. 224597 | —4. 16522 . 04E-06 .51E-05
AC105219. 2 2. 111793 | —4. 15256 . 06E-06 . 51E-05




HCRT 2.10855 | —4. 11068 . 06E-06 . 51E-05
AL139247.1 3.73782 | =3.9609 . 22E-06 . 55E-05
ANKRD34B 2.881824 | —2. 62795 . 38E-06 . 59E-05
SCTR 2.026173 | 2. 658087 . 47E-06 . 62E-05
CHCHD2P7 2.17662 | —3. 80668 . 49E-06 . 62E-05
LINC01036 3.510372 | -3.8107 . 55E-06 . 64E-05
AC022432.1 2.167978 | —4. 06427 . 57E-06 . 64E-05
RBMY1E 3. 220435 | —4. 18346 . 58E-06 . 65E-05
AC016717.1 3. 628978 | 4. 02004 . 59E-06 . 65E-05
SPRR2A —2.25705 | —3. 52334 . 67E-06 .67E-05
AC019183.1 2.047178 | =3. 74046 . 69E-06 . 67E-05
NOTO 3.004718 | —4.0592 . 71E-06 . 68E-05
AL138737.1 2.825152 | —2. 81027 . T3E-06 . 68E-05
AC087855. 2 3.098181 | —4. 21848 . 80E-06 . T0E-05
LINC02003 2.537934 | —4. 16545 . 85E-06 . T1E-05
AC090568. 2 3. 660801 | —2. 58776 . 85E-06 . T1E-05
AC079160. 1 3. 518097 | -3.70121 . 85E-06 . 71E-05
CHRNB3 3. 982263 | —3. 18087 . 89E-06 . 12E-05
LINC02562 2.797918 | 2. 41504 . 93E-06 . 73E-05
ADTPOQ 4.447013 | -2. 27012 . 94E-06 . T4E-05
SLC6A18 3. 297789 | -3. 93807 . 97E-06 . 74E-05
SGCG 2.506055 | =3. 72977 .01E-05 . TTE-05
AC106744. 2 3. 132056 | —4. 20028 . 03E-05 . 82E-05
AC010907. 2 2.153237 | —2. 74195 . 04E-05 . 86E-05
KRTAP4-1 3. 549426 | -3. 91261 . 04E-05 . 86E-05
IFITM5 2.439075 | =3. 01887 . 05E-05 . 87E-05
Cl4orf39 2.960737 | —4.07482 . 05E-05 . 87E-05
CHRM1 3.35655 | —2. 00258 . 06E-05 . 89E-05
AC023301. 1 2.297312 | =3. 93903 . 06E-05 . 91E-05




SMPD4P1 2.836299 | 3. 11961 . 07E-05 . 92E-05
AC026523. 2 3. 328572 | —2. 66058 . 07E-05 . 92E-05
SLC9A3P3 2.46201 | —3.8898 . 07E-05 . 92E-05
CHSTS8 2.499196 | 0. 001869 . 07E-05 . 93E-05
AL033380.1 2.082731 | —3.4609 . 07E-05 . 93E-05
AC106892. 1 4.822904 | 2. 95551 . 07E-05 . 94E-05
SCNIA 2.941556 | —1.65243 . 08E-05 . 96E-05
BRS3 2.899478 | —3.7163 . 11E-05 . 03E-05
CTSE 2.791776 | 1. 641918 . 13E-05 . 07E-05
LINC02477 2.736904 | —3. 65577 . 13E-05 . 09E-05
AC093821. 1 2.827436 | —3. 93341 . 14E-05 . 10E-05
ERVV-2 3.796697 | -3. 51107 . 14E-05 . 10E-05
CTNND2 2.474889 | 3. 064887 . 14E-05 . 10E-05
LINC02212 4. 324838 | —2. 10639 . 17E-05 . 17E-05
ZIM2 2.266584 | —3. 29054 . 17E-05 . 17E-05
PSAPL1 3.106103 | —2. 07482 . 17E-05 . 18E-05
AC136621.1 3. 835951 | —0. 04113 . 18E-05 . 21E-05
AC024405. 2 3.45316 | —3. 96686 . 19E-05 . 23E-05
AC090116. 1 2.535172 | =3. 75471 . 20E-05 . 26E-05
LHFPL3-AS2 2.412808 | —0. 19624 . 21E-05 . 29E-05
HOXD11 3. 626586 | —3. 14094 . 25E-05 . 39E-05
NLRP5 3.367962 | —3. 93292 . 26E-05 . 40E-05
EPHAS 3. 928043 | -2. 42783 . 27E-05 . 42E-05
GAL 2.989664 | —1.0385 . 28E-05 . 45E-05
MAGEB10 3. 375958 | —3. 99685 . 29E-05 . 48E-05
OLFM4 4. 107759 | 2. 283427 . 30E-05 . 50E-05
Coorf66-AS1 3.307589 | —4. 03171 . 30E-05 .51E-05
AL356364. 1 3. 519358 | —3. 45712 . 34E-05 . 62E-05
MIR483 3. 599466 | -3. 42318 . 35E-05 . 63E-05




ANGPTL7 4.08569 | 0.198711 . 35E-05 . 64E-05
AC131902. 2 4. 688821 | —2. 98783 . 36E-05 . 65E-05
GDF5 2. 145583 | —3. 80425 . 36E-05 . 66E-05
CLDNG6 2.06994 | —-1.50822 . 36E-05 . 66E-05
AC099786. 2 4. 020766 | —3. 82487 . 36E-05 .67E-05
AC010880. 1 3.904005 | —3. 79334 . 38E-05 . T0E-05
AC083902. 2 2.107893 | 2. 32755 . 39E-05 . T2E-05
UGT8 2.289378 | —0.8336 . 40E-05 . T5E-05
AL713998.1 4.857142 | 2. 24385 . 40E-05 . T6E-05
CRHR1 4.586315 | -2.7339 .41E-05 . T7E-05
LINC01632 3.503821 | —2. 73657 . 41E-05 . T8E-05
E2FF6P4 2. 885889 | —4. 18866 . 43E-05 . 84E-05
AC092447. 8 4.845145 | =3. 12179 . 43E-05 . 84E-05
TREML4 2.671708 | —2. 70462 . 48E-05 . 96E-05
AC023824. 6 3. 881695 | —3. 50588 . 49E-05 . 99E-05
TSPY3 4. 178715 | =3. 76574 . 50E-05 . 01E-05
AC135371.1 4.042927 | -3.5085 .51E-05 . 03E-05
DDX4 2.254353 | =3. 47518 . 51E-05 . 04E-05
LINC02434 3. 550461 | -3. 69229 . 52E-05 . 06E-05
AC092652. 1 3.570026 | —3. 80762 . 52E-05 . 06E-05
AC009646. 2 5.85512 | —1. 76856 . 55E-05 . 13E-05
SMYD1 3.193947 | -1. 95908 . 55E-05 . 14E-05
DUXA 4.476947 | -3.1151 . 55E-05 . 14E-05
AL049836. 1 2.262083 | —4.047 . 57E-05 . 18E-05
PASD1 4.768224 | 2. 87191 . 58E-05 . 20E-05
AL7T73572. 1 5.40656 | —2.4455 . 59E-05 . 22E-05
LINCO1510 2.269741 | —2.67547 . 59E-05 . 22E-05
PNLIP 4.731531 | 3. 01254 . 99E-05 . 22E-05
CADPS 2.493443 | 0.2724 . 60E-05 . 24E-05




U82695. 1 3. 196508 | —3. 11098 . 60E-05 . 26E-05
LINCO01479 2.768935 | —3.90361 . 60E-05 . 26E-05
AC022092. 1 2.08085 | —3. 86159 . 61E-05 . 29E-05
MNX1-AS2 2.941435 | =3. 39617 . 65E-05 . 37TE-05
AC011453.1 2. 335206 | —3. 30718 . 66E-05 .41E-05
TWIST2 2.10191 | 0. 277424 . T0E-05 . 49E-05
SIX3 3.242443 | -2. 90134 . T0E-05 . 50E-05
ERVH-1 2.192456 | —4. 08512 . 12E-05 . 56E-05
AC096711. 3 2.134513 | —2. 74842 . 74E-05 . 59E-05
INSM1 3. 21446 | 2. 54964 . 74E-05 . 60E-05
BTNL3 3. 420566 | 0. 09149 . T4E-05 . 60E-05
AL138960. 1 2.113455 | —3. 94449 . 75E-05 . 62E-05
RPS20P15 2.041355 | -3. 81815 . TTE-05 . 66E-05
RPRM 2.945124 | -3. 25631 . T7E-05 . 68E-05
NTSR2 4. 008638 | —3. 26692 . 18E-05 . T0E-05
BLACAT1 2.518997 | =2. 99577 . 82E-05 . T8E-05
AL157931.1 2.971816 | =3.99917 . 83E-05 . 82E-05
KRTAP10-4 2.320938 | —4. 10232 . 83E-05 . 82E-05
AC073365. 1 4. 219853 | —2. 93042 . 83E-05 . 83E-05
AC113346. 1 2.928907 | —4. 19746 . 85E-05 . 87E-05
AC008554. 1 2.208177 | —2.78416 . 85E-05 . 88E-05
AC112206. 3 2.016327 | -1.41892 . 88E-05 . 94E-05
AC005699. 1 2.113382 | —4. 13165 . 88E-05 . 94E-05
AP001542. 1 2.463324 | =3. 99979 . 88E-05 . 95E-05
LINC02389 2. 145642 | 4. 06704 . 89E-05 . 97E-05
AC104793.1 4.426972 | —3. 38198 . 89E-05 . 97E-05
HMX3 3. 635008 | —3.4759 . 93E-05 . 07E-05
AC108868. 1 3.970231 | -2. 86129 . 94E-05 . 08E-05
SERPINB4 5.07961 | —1.47432 . 95E-05 . 12E-05




RNASEHIP1 3.257051 | —4. 04884 . 95E-05 . 12E-05
KLK1 2.079651 | 2. 76278 . 96E-05 . 13E-05
KLK15 3.42977 | =3. 51887 . 97E-05 . 16E-05

AC111000. 2 2.216288 | —3. 43968 . 98E-05 . 20E-05

AC099552. 4 2.091875 | -2.0072 . 99E-05 . 21E-05

LINC00462 2.796104 | -3. 86152 . 00E-05 . 24E-05

AC120036. 2 3.301367 | -4. 01733 . 07E-05 .41E-05

FAM183A 2.13769 | —-1. 81128 . 09E-05 . 45E-05

AC022748. 2 2.499436 | —4. 04103 . 09E-05 . 45E-05

AC096656. 1 2.987881 | —4.0925 . 10E-05 . 48E-05

AC005357. 2 —-2. 08859 | —2. 45681 . 11E-05 . 51E-05
LGRS 2.20372 | 3.367174 . 12E-05 . 52E-05
CHRNA1 2.503199 | 0. 68972 . 13E-05 . 55E-05

782214.2 2.817242 | 4. 02293 . 14E-05 . 56E-05

SLC6A11 2.502479 | 3. 328379 . 15E-05 . 59E-05
MYH1 2. 846956 | —1. 89938 . 15E-05 . 60E-05

AL627309. 1 2.076807 | -3.1766 . 20E-05 . 71E-05

LINC02315 2.422816 | —1.2344 . 21E-05 . 13E-05

AC096711.1 2.291005 | -3. 5366 . 27E-05 . 89E-05

FAM216B 3.821533 | —3. 22084 . 30E-05 . 96E-05

LINC01594 2.297048 | —4. 18989 . 30E-05 . 97E-05
SNAP91 3. 113343 | -2. 59147 . 32E-05 .01E-05
ZNF98 2.392027 | —2.67233 . 34E-05 . 04E-05

VN2R19P 3. 084288 | —3. 42264 . 34E-05 . 05E-05
FGF8 3. 621544 | -2. 50336 . 36E-05 . 09E-05
GTSF1L 2.091353 | —4. 16033 . 37TE-05 . 12E-05
AC114803.1 2.739921 | —4.17185 . 47E-05 . 37E-05
AC104971.4 2.51254 | —2.58399 . 48E-05 . 38E-05
TPTE2P2 2.411119 | -3. 8881 . 50E-05 . 43E-05




AC138701. 1 2.688417 | —4. 04537 . 50E-05 . 43E-05
HBE1 3. 028244 | -1. 85022 . 50E-05 . 44E-05
ARHGAP36 5.629209 | 0. 502929 . 52E-05 . 49E-05
AC005256. 1 3.092776 | —3.9693 . 57E-05 . 60E-05
LINCO1579 2.809138 | —-3.11412 . 60E-05 . 68E-05
TEDDM2P 3.334277 | -3.2193 . 63E-05 . T4E-05
MDGA2 2. 888449 | —0. 74682 . 65E-05 . 78E-05
AF127577.3 3.762512 | —3. 16812 . 66E-05 . 82E-05
SSX2B 3.021216 | -3. 93622 . 69E-05 . 89E-05
AC007848. 1 2.811276 | —3. 50037 . 71E-05 . 94E-05
IGFBPL1 2.050618 | —1. 01439 . T4E-05 . 00E-05
LINC01951 3. 585686 | —3. 94032 . 74E-05 .01E-05
FRMPD2 2.174401 | 3. 23848 . T6E-05 . 04E-05
HNRNPA1P46 2.741628 | —4. 00886 . T6E-05 . 04E-05
C1QTNF9B 2.017859 | =2. 90013 . T6E-05 . 06E-05
HOXA7 2.050454 | -3. 40946 . T9E-05 . 13E-05
AC026785. 1 4.745368 | 3. 07746 . T9E-05 . 13E-05
TRPC7 2.327577 | —4. 07176 . 81E-05 . 16E-05
LINC02054 3. 219133 | -2. 39883 . 81E-05 . 16E-05
AL451069. 1 2.123507 | =2. 73194 . 83E-05 . 22E-05
AL356056. 1 2.071627 | —-3.5572 . 85E-05 . 25E-05
CALCR 2.041 -1. 92553 . 85E-05 . 27E-05
GRM5 2.852063 | —3.4677 . 86E-05 . 29E-05
FGD5P1 2.380225 | —3. 04399 . 87E-05 . 32E-05
RNA5SP508 2.039865 | —4.1411 . 90E-05 . 38E-05
SMIM22 2. 187997 | 0.67148 . 94E-05 . 48E-05
LINC01208 2. 22069 | —3.50016 . 94E-05 . 48E-05
DUX4L18 3.991555 | —3. 73081 . 95E-05 . 50E-05
LINC02242 2.213178 | =3. 73621 . 97E-05 . 54E-05




AL033381. 2 2.516993 | 3. 58774 . 05E-05 . 13E-05
LINCO01460 2. 049664 | —3. 94632 . 06E-05 . T6E-05
AC017048. 3 2.299306 | —4. 13184 . 09E-05 . 82E-05
AC132807. 2 2.603873 | —2. 87783 . 15E-05 . 98E-05
AL122126. 1 2. 81313 | —3.81525 . 17E-05 .01E-05
CDH17 2.657373 | 0.943738 . 19E-05 . 05E-05
WT1-AS 2.493758 | —1. 86491 . 21E-05 . 11E-05
AC087380. 1 2. 346636 | —2. 60535 . 21E-05 . 12E-05
AL353726. 2 3. 016535 | —3. 87304 . 34E-05 .41E-05
H2BEWT 3. 636827 | —3. 87336 . 36E-05 . 47E-05
AC024601. 1 2.212021 | =3. 76505 . 39E-05 . 54E-05
AC004835. 1 2.212281 | 4. 05297 . 40E-05 . 55E-05
NACAP5 2.248247 | -3.8916 . 41E-05 . 57E-05
SVOPL 2.151403 | -3. 31851 . 42E-05 . 59E-05
LBX1 3. 258876 | —3. 90636 . 43E-05 . 63E-05
AC060834. 2 4.11638 | -3. 30863 . 44E-05 . 64E-05
SLC6AZ 3. 275955 | 3. 126282 . 46E-05 . T0E-05
SERPINB11 3. 228505 | —3. 79216 . 50E-05 . T9E-05
AL353747. 3 2.479088 | —2. 87733 .51E-05 . 81E-05
PCDHA3 2.018632 | -1.868 . 51E-05 . 81E-05
U95743. 1 2.7758826 | 3. 77327 . 55E-05 . 89E-05
KRTAP7-1 3.917382 | —3. 57492 . 56E-05 . 92E-05
LHFPL3-AS1 2.701791 | -3.82072 . 60E-05 . 02E-05
LINC01854 3. 242879 | -3.8733 . 65E-05 . 15E-05
PSMAS 2. 875034 | 2. 96331 . 66E-05 . 15E-05
KCNC2 2.907793 | -0. 266 . 67E-05 . 18E-05
CYP4F32P 3. 615178 | —2. 44955 . 71E-05 . 28E-05
CDH18 3.310948 | -2. 45708 . 71E-05 . 29E-05
ANKRD20A17P 2.384993 | -3. 72185 . 12E-05 . 29E-05




AC097478. 3 2.754571 | —4. 16558 . T4E-05 9. 35E-05
AC108865. 2 3. 108196 | —3. 68668 . 80E-05 9. 47E-05
AP000688. 2 2.486274 | -2.635 . 84E-05 9. 57E-05
BPIFB1 2.64165 | -0.67254 . 89E-05 9. 69E-05
VSX2 2.667245 | —3. 81832 .91E-05 9. T4E-05
AL390961. 1 3. 738882 | 3. 63324 . 96E-05 9. 86E-05
APOA4 2.712558 | 8. 618818 . 97E-05 9. 89E-05
AC025154. 2 2.628971 | =3. 69905 . 07E-05 0.000101035
OVOL1 2.070782 | 0. 0401 . 10E-05 0.00010174
EDDM3B 4.1901 | -3.85139 . 19E-05 0. 000103875
SIM1 2.227477 | 0. 528965 . 22E-05 0.000104459
CYP4F8 2.313696 | —3.69743 . 26E-05 0. 000105326
PNLIPRP2 3.60223 | -3.27391 . 27E-05 0.000105574
MIR4300HG 2.711081 | —3. 89845 . 31E-05 0. 000106605
AL157714.2 2.809286 | —3. 72576 . 32E-05 0. 000106666
LINC02269 4.021426 | —2. 99327 . 32E-05 0. 000106767
RNU6-554P 4.473396 | —3. 42044 . 38E-05 0.000108189
AC080037. 1 2.495503 | —-3.27134 . 46E-05 0. 000109959
AC079298. 3 2.676101 | —4. 10955 . 48E-05 0.000110394
GPR119 2.97674 | —3.6763 . 50E-05 0.000110854
CTSLP8 3. 012353 | -3. 53372 . 52E-05 0.000111347
AL445493. 2 2.021446 | —2.97244 . 52E-05 0.000111347
AC021146. 11 2.444611 | —4. 00405 . 54E-05 0.000111689
AC092336. 1 4. 167679 | —3. 25396 . 60E-05 0.00011325
CLCN3P1 2.19123 | 3. 17076 . 60E-05 0.000113253
HMX1 3.907739 | -3. 44613 .61E-05 0.000113439
TYR 3. 542207 | -3. 71811 .62E-05 0.000113613
TPTE2P3 2.721329 | -3.40739 . 66E-05 0.000114512
HOXC12 3.952456 | —3. 79808 . 67E-05 0.000114819




AC104574. 2 2. 131626 | —3. 15437 . T0E-05 0.000115385
TMEM207 3. 146598 | 4. 00101 . T2E-05 0. 000115802
LINCO1807 2.197265 | 2. 38129 . T5E-05 0.000116544
KCNV1 3. 055577 | =3.94015 . T8E-05 0.000117231
TUBAL3 2.614928 | —3. 24347 . 80E-05 0.000117626
GAGE12] 3. 772353 | —3. 79259 . 88E-05 0. 000119586
ATCAY 2.244334 | —3. 34834 .91E-05 0. 000120288
GSTA9P 3.18599 | -3.6416 . 96E-05 0.000121309
GALNTS 2.184786 | —0. 73505 . 96E-05 0.000121414
AP000619. 1 2.77701 | —4. 22505 . 97E-05 0.000121579
GFRA3 2.694841 | 0. 135513 . 01E-05 0.000122526
LINCO1976 2.674149 | 4. 12311 . 03E-05 0.000123011
GH2 3. 329492 | —4. 08386 . 04E-05 0.000123115
HMGB1P38 3.350701 | 4. 00115 . 06E-05 0. 000123556
CCDC197 2.769473 | =3. 73137 . 07E-05 0.000123717
AC139749. 1 2. 249566 | 0. 31318 . 10E-05 0.000124334
PPP1R3A 4.547672 | -3. 24514 . 11E-05 0.000124572
AC024587. 1 2. 174695 | —3.7723 . 15E-05 0. 000125439
AC026523. 1 3.170271 | -3. 16211 . 28E-05 0. 000128359
MAGEA9B 4.056593 | 3. 42303 . 28E-05 0. 000128359
MROHZ2B 2.559288 | 1. 669244 . 30E-05 0. 000128805
LINC00460 3.13501 | 3. 15719 . 40E-05 0.000131172
AC108474.1 2.814219 | —4. 05727 . 50E-05 0. 000133446
AC073544. 1 3. 109491 | —4. 20454 . 56E-05 0.000134781
AC023824.1 3. 606686 | —3. 86281 .62E-05 0.000136104
LINC01230 3.705647 | —3. 49406 . 63E-05 0. 000136231
AC005730. 2 2. 325308 | 3. 11807 . 71E-05 0. 000137954
DEFA6 3. 152842 | -3. 96397 . 73E-05 0. 00013837
AC097478. 2 2.641755 | —4. 03345 . T6E-05 0.000139199




LINCO1193 3.380041 | -3.997 . 81E-05 0.000140183
GLULP3 2. 044044 | -3. 44841 . 82E-05 0. 000140485
ASB11 2.105559 | —2. 50605 . 92E-05 0. 00014264

AC025881. 1 3.304061 | —4. 03206 . 03E-05 0. 00014521

AC130456. 3 2.29804 | —2.83855 . 05E-05 0.000145748

AL356274. 2 2.986567 | —4. 15292 . 16E-05 0.000148232
STXBPSL 2.425743 | —3.63399 . 16E-05 0. 000148245

KCCAT198 2.199447 | =3. 87973 . 20E-05 0.000149079

AL353803. 1 2.007466 | —4. 07752 . 29E-05 0.000151034

AC128689. 1 2.692874 | -3. 76221 . 30E-05 0. 000151302

AL592227. 1 3.193948 | —4. 18333 . 36E-05 0.000152584

AL139002. 1 2.584736 | —-3.31169 . 44E-05 0. 000154385

LINC02393 3.337899 | —4. 01095 . 59E-05 0. 000157682

AC092801. 1 2.867337 | 3. 84731 . 63E-05 0. 000158448

LINC01203 3. 887867 | —3.62121 . 64E-05 0.000158624
FXYD2 2.056392 | 4. 276678 . 68E-05 0. 000159525
CTorf77 2.293828 | —2. 39145 . T0E-05 0. 00015996

AL669970. 1 2.906869 | —4. 06137 . T8E-05 0. 00016165

AC013444.1 2.726671 | =3.19731 . 85E-05 0.000163214
FAM9C 2.1836 | =3. 75249 . 99E-05 0.000166511

LINC00272 2.559951 | —3. 73486 . 02E-05 0.00016712
PLSCR5 4.427566 | —3. 46979 . 05E-05 0.000167815

LINC00473 2.707065 | —1.16112 . 10E-05 0. 000168876
RPS4Y2 2.82539 | —3. 68766 . 17E-05 0. 000170358

AC073626. 2 2.518648 | —4. 19369 . 19E-05 0. 000170891
SPANXB1 3.337181 | -3. 76521 . 20E-05 0.000171072
ADCY8 3.010637 | 0. 547838 . 32E-05 0. 000173646

LINCO01249 3.56416 | =3.17392 . 37E-05 0.00017481
CNMD 2.203921 | 3. 86239 . 50E-05 0.00017772




BNIP3P30 2.199973 | =3. 57364 . 50E-05 0.000177727
C2orf71 3.079744 | -3. 70581 . 54E-05 0. 000178592
SNX18P26 2.357871 | =3.79942 . 57E-05 0.000179185
ZNF729 2.934749 | 3. 45382 . 57E-05 0.000179318
LINC02211 2. 527925 | —2. 83954 . 60E-05 0.00017976
AF274855. 1 3. 83659 | —3.61483 . T9E-05 0.000184122
FMO8P 3.100721 | -3. 66498 . 81E-05 0. 000184528
ORSM13P 4.64721 | -3.4443 . 90E-05 0.000186432
RBMY2QP 3. 532551 | -3. 94383 .91E-05 0. 000186603
HS3ST5 3. 034068 | -3. 21513 . 92E-05 0. 000186822
WDR87 2.313101 | =3. 59792 . 03E-05 0. 000189299
LINC01048 3. 205786 | —3. 99983 . 11E-05 0. 000190994
OR7TE28P 3.467658 | —4. 10504 . 22E-05 0.000193401
AC106895. 1 3.267954 | —3.9468 . 38E-05 0. 000196978
LINC01996 3.089325 | —4.0025 . 47E-05 0.000198874
AC126323. 6 2.021187 | =3. 66425 . T9E-05 0. 00020597
LINC01022 3. 394078 | -3. 86329 . 81E-05 0. 000206323
NGB 2.93463 | -3. 97283 . 89E-05 0. 000208068
BARX1 2.171422 | 0. 50575 . 99E-05 0.000210132
C2orf27AP1 2. 222626 | —3. 88805 . 04E-05 0. 000211359
DLX3 2.298681 | —2. 59537 . 05E-05 0.000211541
OPRK1 3.73172 | -1.11788 . 13E-05 0. 000213202
AC152010.1 4. 861408 | —2. 38038 . 20E-05 0. 000214596
AL121949.1 2.707953 | —2. 12233 . 26E-05 0. 000215919
SLITRK1 3. 177227 | -2. 73309 . 27E-05 0.000216044
DMRTZ2 2.905805 | —2. 88112 . 33E-05 0. 000217358
ADGRF1 2.615899 | 0. 71502 . 39E-05 0. 000218648
AC131097. 2 2.049131 | —1. 59394 . 45E-05 0. 000220122
793403. 1 2.26986 | —4. 08507 . 56E-05 0. 00022238




AL033381. 1 2.090132 | 3. 77654 9. 57E-05 0. 00022261
HTN3 2. 878954 | —4. 18069 9. 94E-05 0. 000230692
DSCR10 2.964877 | —4. 06502 1. 00E-04 0.000231915
LINC02522 3. 487288 | —4. 04544 | 0. 000100061 | 0.000232074
AC021351.1 3.17239 | -4.07654 | 0.000101151 | 0.000234453
NPHS2 3.014322 | -4.0375 | 0.000101418 | 0.000235054
LINC02257 2.053304 | -3.56972 | 0.000102057 | 0.000236366
MED15P4 3.033099 | 4. 02971 | 0.000102069 | 0.000236375
GAD2 4. 285629 | 2. 78348 | 0.000102491 | 0.000237278
PCDHAG 2.107395 | 2. 08264 | 0.000102549 | 0.000237391
C200rf166-AS1 | 2. 093253 | -2. 68029 | 0.00010303 0.000238412
CSMD3 2.531262 | 2. 30868 | 0.000103189 | 0.000238741
HOXC-AS3 2.945298 | —4. 10602 | 0.000105042 | 0.000242662
CLPSL1 4.089078 | —=3. 14104 | 0.000106862 | 0.000246556
KHDC1L 3.300795 | -3.3319 | 0.00010775 0. 000248468
PLA2G2E 3. 286243 | -3.93732 | 0.00010794 | 0.000248867
AL121832.1 3. 089865 | 4. 12478 | 0.000108284 | 0.00024958
LINC02125 2.462283 | =3. 76643 | 0.000108697 | 0.000250454
VAX1 3.140294 | -3. 57495 | 0.000108872 | 0.000250837
AC005307. 1 3. 048167 | —4. 02038 | 0.000109748 | 0.000252796
EPHA5-AS1 3. 624924 | -3. 65505 | 0.000113771 0.00026132
AC009264. 1 2.698331 | =3.49897 | 0.000114007 | 0.000261842
AC011287.1 2.257086 | —3. 74014 | 0.000115471 | 0.000264996
CHEK2P2 3.537934 | -3.09501 | 0.000116615 | 0.000267412
AL121974.1 3.072519 | 2. 01941 | 0.000118893 | 0.000272227
LINCO1738 3.101869 | 3. 31254 | 0.000119428 | 0.000273346
AP005229. 1 3.365339 | —4. 09783 | 0.00011956 0. 000273605
LAMP5-AS1 3. 515908 | -3. 91758 | 0.000119698 0. 0002739
KLK13 2.923169 | =2. 01662 | 0.000120236 | 0.000275002




Clorf7l 2.045801 | —4. 01921 | 0.000121045 | 0.000276722
AC040174. 2 2.929772 | =3.79106 | 0.000121177 | 0.000276981
VNIR85P 2. 111766 | =3.26572 | 0.000121812 | 0.000278367
AL049646. 1 2.444167 | =3. 86522 | 0.000122159 | 0.000279041
BX119904. 2 3.32952 | -3.98867 | 0.000122659 | 0.000280127
AL133373.2 2.007367 | =3.32605 | 0.00012368 0.000282194
AC090503. 1 2.538679 | =3.91891 | 0.000125324 | 0.000285688
MUC5B 2.720602 | 5. 747488 | 0.000125409 | 0.000285825
HOTAIR 3.16302 | -3.81361 | 0.000125658 | 0.000286281
AC244517. 2 2.324313 | —4.06465 | 0.000127509 | 0.000290051
AP005233. 1 3.410395 | =3.90846 | 0.000127601 0. 00029021
HOXC13-AS 3.107569 | 4. 04177 | 0.000128112 | 0.000291235
LINC01037 2.858878 | —4. 11264 | 0.000129275 | 0.000293606
PLUT 2.328603 | =3.07135 | 0.000130368 | 0.000295928
AL358876. 1 2. 181933 | =3.96936 | 0.000131913 | 0.000299271
AL021155.1 3.09185 | =3.79265 | 0.000132615 | 0.000300771
ZPLD1 2.510108 | 0. 756395 | 0.00013266 0. 00030085
VCX3B 2.291126 | =3.35937 | 0.000136143 | 0.000308365
AC115837.2 3. 464597 | -3. 78681 | 0.000136233 | 0.000308544
LY86-AS1 2.093048 | =2. 16784 | 0.000136268 | 0.000308599
LHX1 3.047419 | -3. 50106 | 0.000137357 | 0.000310971
AC092296. 2 2.047789 | —4.07245 | 0.000138516 0.0003134
DGAT2L6 2.443865 | —4.00441 | 0.000139013 | 0.000314425
AL117338.1 2.538831 | —4. 02863 | 0.000140931 0. 00031837
NDST4 3. 135933 | -3. 46881 | 0.000141284 | 0.00031907
LINCO1143 2.425286 | —4. 04395 | 0.000141933 0. 00032041
DEFA8P 2. 582932 | —4. 10655 | 0.000142886 | 0.000322388
AC087857.1 2.834841 | =3.97654 | 0.000143578 | 0.00032374
HILS1 2.624222 | =3. 58398 | 0.000143639 | 0.000323836




ALO78612. 2 2. 182613 | —3.9339 | 0.000148552 | 0.000334165
SRGAP3-AS4 2.671513 | =3.84037 | 0.000150115 | 0.000337214
AC092447. 1 3. 110803 | —4. 11572 | 0.000152059 | 0.000341161
GUCY2GP 2.170981 | =3.62397 | 0.00015326 0. 000343538
MAGEA9 3.19569 | —4.15777 | 0.000154436 | 0.000346016
DMRT3 3. 158186 | —=3.62923 | 0.000154974 | 0.00034714
LINC02247 3.774323 | -2. 58078 | 0.000155074 | 0.000347311
BX322559. 1 4.278849 | -2.9171 | 0.000159443 | 0.000356577
BX470209. 1 2.037696 | —2.60776 | 0.000161143 | 0.000359937
AC018814.1 2.823496 | —4.20872 | 0.000162423 | 0.000362602
OLFM3 3.017924 | -2.0912 | 0.00016516 0. 000368486
GLYATL1B 2.129732 | =3.33974 | 0.000165326 | 0.000368828
LINC02008 2.810254 | =3. 96846 | 0.000167428 | 0.000373178
AC003092. 1 2.731316 | —4. 24972 | 0.000168655 | 0.000375797
CHRNA9 2.539673 | =3.97096 | 0.000169081 | 0.000376659
AC021393. 1 3. 892467 | —-3.89669 | 0.000170092 | 0.000378767
MYMK 2.13057 | =2.41022 | 0.000171126 | 0.00038085
MTCO1P42 2.670459 | —2.25821 | 0.000172356 | 0.000383342
CYP24A1 2.635383 | -2.7249 | 0.000172975 | 0.000384512
NEUROD1 3.602844 | -3.40974 | 0.000173369 | 0.000385272
NFE4 2.516947 | =2.25617 | 0.00017574 | 0.000390214
TRIM60 3.19424 | =3.97476 | 0.000176252 | 0.000391231
LINCO1477 4. 460706 | —3.26554 | 0.000188048 | 0.000415395
ANKRD34C 2.423284 | -3.8003 | 0.000189781 0. 00041897
AC012103.1 2.945476 | =3.96011 | 0.000192065 | 0.000423788
MS4A15 2.910458 | =3.51377 | 0.000193421 | 0.000426683
AC090774. 4 2.837324 | =3.72681 | 0.00019631 0. 000432566
AL008733.1 2.393999 | —3. 98898 | 0.000197911 | 0.000435666
PAX2 2.390017 | =1. 00762 | 0.000199599 | 0.000439217




AL160162. 1 2.887708 | =3.69743 | 0.000200024 | 0.000440053
CST8 3. 138594 | 4. 03329 | 0.000200431 | 0.000440815
AC010789. 1 2.822252 | =3. 95452 | 0.000200464 | 0.000440854
AC009312. 1 3.906435 | —3.42332 | 0.00020231 0.000444614
AL391358.1 3.104378 | 4. 21178 | 0.000203351 | 0.000446665
ADAD1 3.96074 | =3.10673 | 0.000206993 | 0.000454152
SPRR1B -2.07909 | -2.67444 | 0.000207121 | 0.000454399
DNTT 2.362549 | =3.57997 | 0.000208845 | 0.000457838
MOS 3.892227 | -3.80347 | 0.00020894 | 0.000458012
ROR1-AS1 2.157049 | 3. 59916 | 0.00020928 0. 000458654
SERTM1 3.274922 | -3.86954 | 0.000217937 | 0.000476304
AL031674.1 2.177559 | =3.93169 | 0.000221788 | 0.000484104
CSTh 2.364126 | —2. 22817 | 0.000223329 | 0.000487079
AC106872.9 3.084559 | 4. 11897 | 0.000225265 | 0.000490924
AL355482. 2 2.059076 | —4. 17531 | 0.000226419 | 0.000493033
XAGE2 3.417692 | —2.55196 | 0.000228549 | 0.000497413
Cborf223 2.067368 | 2.471353 | 0.000229644 | 0.000499573
AC069228. 1 2.899029 | =3.93026 | 0.000230296 | 0.000500916
LCE1C 2.603283 | —4.09793 | 0.000230369 | 0.000501038
IGHV7-40 2.18144 | -4. 18871 | 0.000230482 | 0.000501135
AP005328. 2 2.224105 | =3.94671 | 0.000231848 | 0.000503842
PPY 2.72482 | =3. 47735 | 0.000232388 | 0.000504827
LINGO1-AS1 2.373935 | =3.67001 | 0.000243071 | 0.000525843
CCNYL2 2.936484 | —3. 37553 | 0.000243705 | 0.000527099
GRM5-AS1 2.452864 | —4. 08021 | 0.000247725 | 0.000535278
AC110285. 3 2.5317 | -3.93568 | 0.000255516 | 0.00055093
DRD5 2.13526 | =3.97381 | 0.000260483 0. 00056048
AC106799. 2 2.527941 | —4. 22012 | 0.000262619 | 0.00056462
AL122058. 1 2.989199 | —4. 13414 | 0.000273869 | 0.000586518




AL355376. 2 2.817994 | =3. 30869 | 0.000275824 | 0.000590619
LINCO1517 2.439849 | -4.0345 | 0.000276427 | 0.000591779
AC090541. 1 2.857448 | =3. 71107 | 0.000277654 | 0.000594232
ALPPL2 2.503685 | =3.83455 | 0.00027939 0. 000597661
ZFP42 3. 229109 | -3. 84907 | 0.000279829 | 0.000598405
OR5M6P 3.061182 | —4. 20157 | 0. 000280082 | 0.000598858
AL356585. 4 2.449793 | 4. 07858 | 0.000281859 | 0.000602128
SERPINB7 3.7573 | —2.2437 | 0.000282946 | 0.000604317
PRDM13 2.905321 | —4.0242 | 0.000284003 | 0.000606353
GABRB1 2.18721 | =3.29816 | 0.000289279 | 0.000616762
BARX1-AS1 2.509738 | —4. 15288 | 0.000292134 | 0. 000622485
IGHV3-79 2.05623 | =3.37787 | 0.000292508 | 0.000623236
AC138466. 1 2.03938 | -3. 82465 | 0.000293296 | 0.000624823
CD8B2 2.521743 | =3.07999 | 0.000293857 | 0.000625927
AC245884. 9 2.185794 | =3. 16379 | 0.000298394 | 0.000634898
LPAR3 2.303027 | =0.61247 | 0.000298713 | 0.000635345
RARRESZ2P10 2.988404 | —4. 13144 | 0.000300444 0. 0006387
NEFM 2. 137897 | =3. 35768 | 0.000303695 | 0.000645472
NMRK2 2.684371 | -1.87757 | 0.000308136 | 0.000654196
KCNA1 3. 159808 | —3. 35191 | 0.000308971 0. 00065592
CA7 2.120851 | =3.80974 | 0.000310149 | 0.000658134
FUT9 2.912857 | -3.66 0.000311116 | 0.000659995
VCX2 3.16819 | —3.54384 | 0.000312425 | 0.000662674
LINCO1580 2.754552 | =3.97904 | 0.000313336 | 0.000664512
AC244157. 2 2.293757 | —=3.44037 | 0.000315245 | 0.000668365
LINC02444 2.181974 | -4.19168 | 0.000321739 | 0.000680798
AC026336. 3 4.251201 | 2. 46861 | 0.000324263 | 0.000685841
AC022028. 2 2.0814 | -3.81705 | 0.000325352 | 0.000687845
AL391813. 2 2.582244 | —4. 02847 | 0.000326314 | 0.000689781




KLF17 2.360038 | =3.64385 | 0.00032851 0. 00069412
ENTHD1 2.261384 | -3.13168 | 0.00033009 0. 000697308
ASB5 2.195819 | =3. 70957 | 0.000347047 | 0.000730645
FOXL2 2.405921 | =2. 91953 | 0.000347134 | 0.000730776
GTF2IP6 3.417788 | 3. 55894 | 0.000347762 | 0.000732044
LINCO1777 2.882369 | =3.87311 | 0.000352031 | 0.000740603
AC106799. 3 2.277119 | =4.09251 | 0.000354847 | 0.000746044
SERPINB3 3.931612 | —0. 77386 | 0.000354946 | 0.000746199
AP005229. 2 3. 250585 | —4. 13182 | 0.000362856 | 0.000761676
AL133297. 2 2.028715 | =3.72392 | 0.000363214 | 0.000762318
ADGRF4 2.3141 | -2.38435 | 0.000364686 | 0.000765243
ARAP1-AS1 2.110592 | -3.9339 | 0.00036777 0. 000771326
EIF4E2P2 2.499476 | —4. 06875 | 0.000370845 | 0.000777161
ANKRDZ20A8P 2.703008 | —4. 18807 | 0.000372776 | 0.000780929
AP000439. 1 3.955678 | =3. 15462 | 0.000376225 | 0.000787588
OR2H2 2.206534 | —4. 15908 | 0.000376954 | 0.000789003
LINCO1886 2.928023 | =3.99245 | 0.000383119 | 0.000800873
MIR202HG 2.450479 | =3.98312 | 0.000383635 | 0.000801779
XIRP2 2.419375 | -3.7622 | 0.000385307 | 0.000804928
AC087235. 1 2.50035 | —4.20143 | 0.000386314 | 0.000806686
AC040174.1 2.613143 | -3.16728 | 0.00039192 0. 000817281
LINC02087 2.614004 | —4. 00088 | 0.000397093 | 0.000827182
GACAT3 2.704898 | —4.01051 | 0.000404506 | 0.000841484
AC008568. 1 3.303119 | -3.66377 | 0.000404862 | 0.000842165
SLC25A24P1 2.366484 | —=3.07285 | 0.000405243 | 0.000842898
AC104072. 1 3. 335432 | —2.69053 | 0.000405768 | 0.000843869
AC078880. 3 2.102612 | =3.19444 | 0.000407752 | 0.000847512
AP002001. 2 2.972682 | =3.91283 | 0.000413058 | 0.000858053
Cllorf53 2.900616 | —1. 58769 | 0.00042042 0. 000872042




IGF2-AS 2.007112 | 0. 593529 | 0.000421363 | 0.000873813
SLCYA4 2.781627 | —=3.49546 | 0.000422436 | 0.000875727
P2RX2 2.515529 | -0.8034 | 0.000424932 0. 00088034
PRLHR 2.857627 | =3.80367 | 0.0004292 0. 000888111
COX8C 2.364501 | —3. 18359 | 0.000429997 | 0.000889697
AC138305. 1 2.659072 | —4. 17531 | 0.000430447 | 0.000890564
TRDN 2.997122 | 1. 32597 | 0.000432799 | 0.000895112
AC105105. 5 2.331493 | =3.84521 | 0.000432838 | 0.00089513
LINC00392 3. 118658 | —4. 17707 | 0.000434618 | 0. 000898366
LINC01090 2.335799 | —4.13013 | 0.000445732 | 0.000919972
NYAP2 2.640293 | =3. 63568 | 0.000449475 | 0.000927304
ST8SIA2 2.374326 | =2.99753 | 0.000449764 | 0.000927834
LINC01665 2.697215 | —4. 19888 | 0.000455029 | 0.000937968
LINC02137 2.178245 | =3.55182 | 0.000477792 | 0.000981425
CAMTA1-IT1 2.312499 | =3.92752 | 0.00049088 0. 00100661
CER1 3.491083 | —-3.4454 | 0.000505122 0. 00103277
FOXL2NB 2.283175 | =3.79436 | 0.000510237 | 0.001042426
AC093772. 1 2.529657 | —4. 08627 | 0.000511589 | 0.001044784
NKX2-4 3.68244 | -3.62585 | 0.000520782 | 0.001061963
EYA4 2.134476 | 0. 41563 | 0.00052436 0.001068514
AL109807.1 3.325439 | 4. 03857 | 0.000525977 | 0.001071509
AL596330. 1 2.104057 | —3. 14241 | 0.000526969 | 0.001073455
AL121835.2 2.084012 | =3.69063 | 0.000532298 | 0.001083556
LHFPL3 2.110257 | 2. 48852 | 0.000534974 | 0.001088624
AL512324.1 3.085 | —3.99552 | 0.000535551 | 0.001089721
FGF20 2.269659 | —2. 71558 | 0.000536088 | 0.001090587
AS71 2.791436 | -3.7803 | 0.00053917 0.001096244
AC073464. 2 2.909885 | —4.112 | 0.000545476 | 0.00110814
AC002480. 4 3. 122782 | =3.67012 | 0.000545581 | 0.001108277




RN7SL583P 2.812416 | =3.99082 | 0.000558597 | 0.001132196
KRT79 2.009053 | —4. 13047 | 0.000562916 | 0.00114008
AC073347. 1 2.68866 | —4.16763 | 0.000568765 | 0.001151048
DDX11L8 2.390089 | —4. 06868 | 0.000579648 | 0.001171288
MYT1L 2.41745 | -1.89465 | 0.00058446 | 0.001180357
AC114912.1 2.298487 | =3. 68578 | 0.000588862 | 0.001188836
AC239584. 1 2.140717 | =4.12073 | 0.000592313 | 0.001195473
LINC00332 2.193331 | =2. 96669 | 0.000613398 | 0.001234786
AL157401.1 2.628903 | -4.2072 | 0.000614613 | 0.001237063
RBFOX1 2.117744 | =3.66387 | 0.000617538 | 0.001242265
LINCO1105 2.730397 | =3.50142 | 0.000629019 | 0.00126388
EDN3 2.236113 | =2.66198 | 0.000636597 | 0.001278315
PIWIL3 2.087245 | —4. 05401 | 0.000636883 | 0.001278801
LINC02531 2.675605 | —4. 06327 | 0.000638926 | 0.001282111
NDUFA5P6 3. 289767 | —3.49047 | 0.000639775 | 0.001283725
SORCS3 2.71485 | —2.8555 | 0.00064013 0.001284349
FAM9A 2.431361 | =2.87259 | 0.000640472 0.00128486
AC092131.1 2.508026 | —4.22371 | 0.000642912 0. 0012894
AC025524. 2 2.012087 | —4. 12996 | 0.000649261 | 0.001301419
KLK3 4.090023 | 0. 527883 | 0.000650874 | 0.001304384
AL365181.4 2. 144946 | -3.89053 | 0.000663323 | 0.001327783
SPINT3 2.860577 | =3.98581 | 0.000670962 | 0.001341758
LGALS9DP 2.03175 | —4.1693 | 0.000676689 | 0.00135259
OR7TE96P 3.153116 | —4. 17029 | 0.000690913 | 0.001378286
AC016642. 1 2.3256508 | —4.07719 | 0.000708443 | 0.001410943
ISL1 2.721758 | =3.52981 | 0.000722261 | 0.001436315
LINC00993 2.969086 | —3. 37846 | 0.000728517 | 0.001447271
AC009022. 1 2.916913 | —4.1041 | 0.000734393 0. 00145835
PNMAGE 3.545548 | -3.5743 | 0.000739039 | 0.001467078




KCNK2 2.208386 | —0. 99596 | 0.000749881 | 0.001487185
ESRP1 2.060636 | 2. 625261 | 0.000755114 | 0.001496444
KCTD8 2.346488 | —3.5596 | 0.000757726 | 0.001501417
AC064853. 1 2.508849 | =3.38779 | 0.000776904 | 0.00153702
11-Mar 2.852628 | —4. 04377 | 0.000781056 | 0.00154471
AMTN 2.663264 | —4. 10994 | 0.000791483 | 0.001563744
CNN2P6 2.264771 | —4.06467 | 0.000795132 | 0.001570209
CCDC169 2.015712 | -3.0741 | 0.000812023 | 0.001601183
RN7SL8P 2.003363 | —3.21654 | 0.000813048 | 0.001602772
LINCO1835 2.361173 | 3. 52353 | 0.000817346 | 0.001610918
OR51B4 2.407565 | —4. 07028 | 0.000837033 | 0.001646719
MSLNL 2.366098 | —4. 17487 | 0.000841543 | 0.001655258
FGF5 2.928578 | =3. 06123 | 0. 00086048 0. 001688979
LINCO1896 3.009908 | -=3.96717 | 0.000864495 | 0.001696176
DPP3P2 2.390076 | =3.97319 | 0.000867188 | 0.001700887
LINC00229 3.164779 | —4. 01816 | 0. 000868202 | 0.001702649
AC004870. 1 2.583152 | =3. 77155 | 0.000901631 0.0017617
AP005264. 3 2.146324 | =3.99807 | 0.000910705 | 0.001778597
PCDHAS8 2.017008 | =3.86727 | 0.000917586 | 0.001790598
TSPAN19 2.313988 | —4. 15151 | 0.000920728 | 0.001796131
PRPS1L1 2.451774 | 4. 04559 | 0.000938747 | 0.001829326
LINCO1551 2.658795 | 3. 82433 | 0.000946108 | 0.001842932
AC147651.1 2.435592 | —-1.31494 | 0.000950141 | 0.001850541
AC008507. 4 3.051043 | 4. 01454 | 0.000956038 | 0.001861282
AP001011.1 2.082914 | -4. 10175 | 0. 00098028 0.001904036
AL136529. 1 2.702962 | —4. 18719 | 0.000989638 | 0.001920806
AL139010.1 2.056029 | —4.0441 | 0.000993503 | 0.001928011
SPINK4 2.440012 | -1.702 | 0.000994824 | 0.001930359
AC005885. 1 2.63644 | —3.60294 | 0.000996249 | 0.001932611




LINC02232 2.773619 | =2. 40873 | 0.000997584 | 0.001934815
LINCO1014 2.489531 | —=2.87947 | 0.001017392 | 0.001970746
PRSS41 2.7428 | -3.76626 | 0.001018599 | 0.001972561
AC104823. 1 2. 387455 | —4. 08762 | 0.001020953 | 0.001976202
CSAG2 2.321431 | -1.4516 | 0.001026988 | 0.001986961
FRG2 3.344125 | —3.83438 | 0.001031881 | 0.001995635
784468. 1 2.659961 | —3.88681 | 0.001048324 | 0.002025692
HMGN1P17 2.208318 | —4. 03283 | 0.001058163 | 0.002043217
OR5H5P 3.053074 | 4. 20943 | 0.001088786 | 0.002099847
MRGPRX3 2.190529 | -4. 03217 | 0.001163672 | 0.002233948
AP002754. 1 2.049038 | —4. 12427 | 0.001170677 | 0.002246067
AC015574.1 2.789342 | =3.91122 | 0.001178777 | 0.002259381
NKX6-1 2.896531 | =3. 75763 | 0.001193896 | 0.00228596
S0X1 3.284769 | -2. 21272 | 0.001217042 | 0.002326463
CYP11B2 4.664895 | 0. 24507 | 0.001257335 | 0.002397524
AC100757. 2 2.725357 | =3.84031 | 0.001260663 | 0.002403131
AC022639. 1 2.221486 | —4.11956 | 0.001260861 | 0.002403305
AC026310. 2 2.200366 | —4. 17352 | 0.001321307 | 0.002507881
MIR200CHG 2.510039 | =3. 25427 | 0.001327131 0.00251798
AC084357. 3 2.523814 | =3.66302 | 0.001339682 | 0.002538798
AC099786. 1 3.00018 | —4.13948 | 0.00138919 0. 002624955
HOXD13 2.667807 | —2. 77308 | 0.001397641 | 0.002639046
TBC1D26 2.24284 | —4.15558 | 0.001405357 | 0.002652414
FKBP4P6 2.057319 | —4. 02451 | 0.001414253 0. 00266748
LINCO1568 3.159729 | =3.97672 | 0.001419391 0. 00267648
PRSS38 2.382199 | —4.31904 | 0.001443509 | 0.002717572
AC083967. 1 2.71132 | =3.95986 | 0.001464649 | 0.002755237
AC096537. 1 2.05959 | —4.15313 | 0.001465977 | 0.002757559
SLC6AS 2.262872 | —4. 19383 | 0.001469669 | 0.002763791




KLKP1 2.624358 | =3.83942 | 0.001478336 | 0.002779196
AJ239322.1 2.110257 | 4. 26836 | 0.001546701 | 0.002897088
AP005233. 2 2.027529 | =2.81023 | 0.001586485 0. 00296704
AC116609. 1 2. 177978 | —4. 13898 | 0.001590942 | 0.002974994
AC009804. 1 2.356956 | —4. 14579 | 0.001608822 | 0.003005543
ANKRD20A10P 2.949052 | =3. 10346 | 0.001639646 | 0.003059213

RBBPSNL 2.119155 | —1. 54346 | 0.001680281 | 0.003128434

KLK6 2. 358606 | =2. 00738 | 0.001720824 | 0.003199839
AC104117.4 2.676984 | -4.17162 | 0.00174605 0. 003242411

ATOH1 2.907872 | =3.42772 | 0.001753628 | 0.003255241
LINCO1158 2.483608 | —4.26164 | 0.00181517 0. 003360297

FEZF2 3.096677 | =3.75379 | 0.00182563 0.003378244

URAD 2.160689 | —4. 08207 | 0.0018411 0. 003403123
AL354685. 1 2.865224 | -4.09211 | 0.001857409 | 0.003431097

ADAMTS19 2.294444 | -3. 61468 | 0.001882639 | 0.003473966
AC106754. 1 2.207861 | =3.07044 | 0.001933941 | 0.003562105

PCDH8 2.310987 | —4. 28885 | 0.001972889 | 0.00362858

TCEALS 2.339255 | =3.56171 | 0.001980183 | 0.003640035

CSN3 2.283646 | =3. 79724 | 0.002045202 | 0.003751185

KRT34 2.20372 | —4. 12883 | 0.002076116 | 0.00380478

STOML3 2.624517 | =3.70765 | 0.002100003 | 0.003843251

XKR7 2.057308 | =3.59715 | 0.002143175 0. 00391539

TFAP2B 2.469086 | —3.65775 | 0.002159372 | 0.003943748

SLC18A3 2.756312 | =4.07792 | 0.002166054 | 0.003954468

IL31 2.072963 | —4. 02556 | 0.002185836 | 0.00398809
AC128685. 1 2.488397 | —4.17213 | 0.00221901 0. 004042302

HTR5A 2.543295 | 4. 19868 | 0.002253542 | 0.004099327
LINC00165 2.151516 | —4. 25189 | 0. 00225419 0. 00410025
ZNF385D—-AS2 3.624421 | -3.64545 | 0.002315975 | 0.004203732




AC087499. 5 2.114191 | -4. 08292 | 0.002390076 | 0.004330428
Clorf87 2.020147 | -3.7764 | 0.002508725 | 0.004527984
ADAM18 2.377112 | =4. 19702 | 0.002525917 | 0.004556481

POUGF2-AS2 2.199347 | =3.7576 | 0.002562336 | 0.004615619
CNTN1 2.039815 | 1. 851839 | 0.002605396 | 0.004686246

LINC01324 2.332666 | —4.1773 | 0.002645928 | 0.004754466

AC092691. 1 2.052773 | =3.81625 | 0.002726634 | 0.004886258

AF121898.1 2.10267 | —4. 17522 | 0.002776275 | 0.004963339

INSL4 2.37094 | -3.89337 | 0.002824584 | 0.005043529
IGFL1 2.708068 | —2.80023 | 0.00282871 0. 00505028
DRAXINP1 2.337818 | =3.76188 | 0.003108292 | 0.005515382

AL161431.1 2.851343 | -1.47252 | 0.003181094 | 0.005633609
POU3F3 2.22103 | =3. 38703 | 0.003196212 0. 00565798
PNLIPRP3 2. 288268 | 3. 78096 | 0.003245818 | 0.005736407

AC109780. 1 2.417086 | —3.5928 | 0.003271808 | 0.005777444
METTL21C 2.908583 | —4. 04419 | 0.003492896 | 0.006136311

MT1B 3.657964 | 4. 471726 | 0.00353835 0. 006212801
Clorf94 2.455244 | =3. 99977 | 0.003638707 | 0.006373684

LINCO0113 2.627423 | =3.91618 | 0.003945079 | 0.00686668
TSPYL6 2. 111767 | =3.76841 | 0.004150131 | 0.007194859

LINCO1541 2.503606 | —4. 02095 | 0.00419205 0.007259774
SDR16C5 2.20187 | -1.91721 | 0.004508479 | 0.007766316

LINCO1198 2.33001 | —=3.98007 | 0.004777514 | 0.008188221

SOST 2.447101 | 2. 77813 | 0.004792059 | 0.008209296
PAX7 2.496554 | —3. 78785 | 0.004805453 0. 00822838
PRAMEF2 2.062929 | =1.90937 | 0.005100454 | 0.008694261
FOXR2 2.584116 | —4.13976 | 0.005244658 | 0.008920805
DPP10-AS1 2.44676 | —0.75569 | 0.005369829 | 0.009113543
TACR3 2.019702 | —4. 16298 | 0. 005507806 | 0.009327658




LINC00237 2. 195586 | —3. 68594 | 0.005830983 | 0.009830506
AC098864. 1 2.042246 | —3.50807 | 0.005861974 | 0.009879903
AC006372. 1 2.041449 | =3. 98875 | 0.005907225 | 0.009946985




Table S4 The differential genes (n=1799) between stage I and stage I1-1V

tumor tissues of the HCC patients’ sequencing data from the TCGA

database.

Gene symbols Log FC Log CPM | P Value FDR
MLANA 3.85525 | 1.422796 | 7. 33E-48 | 2. 16E-43
HHATL 6. 322906 | 1.922758 | 1. 13E-45 | 1. 66E-41

C160rf89 4.504188 | 2. 038862 | 3. 17E-44 | 3. 11E-40
PMEL 3. 331759 | 4.887661 | 1. 33E-42 | 9. 83E-39
CRYBB1 3.28441 | 0.794852 | 6. 06E-42 | 3. 57E-38
RNUGATAC —5.27878 | —0. 65458 | 2. 13E-39 | 1. 05E-35
CUZD1 3.211151 | 0. 528393 | 6. 44E-39 | 2. 7T1E-35
STRC —-4.70605 | 1. 041166 | 1. 19E-38 | 4. 37E-35
KIRREL2 5.985038 | 1.905375 | 1. 13E-36 | 3. 69E-33
IL11 3. 876436 | —0. 05225 | 1. 82E-36 | 5. 35E-33
RBPJL 6. 698877 | 1. 383764 | 7. 04E-35 | 1. 89E-31
PLD5 4.061012 | 0. 100881 | 9. 30E-35 | 2. 28E-31
TUSCH 6. 558664 | 1. 257609 | 3. 05E-34 | 6. 92E-31
AP000439. 3 -5.49836 | 0. 068689 | 3. b2E-34 | 7. 41E-31
NDRG4 2.691418 | 2. 335459 | 5. 55E-34 | 1. 09E-30
FABP7 5.730195 | -0. 51403 | 1. 81E-33 | 3. 34E-30
IGEN1 5.216657 | 2.691639 | 2. 14E-33 | 3. 7T1E-30
AC090921. 1 4.511404 | —1. 22582 | 2. 00E-32 | 3. 27E-29
CRYBA4 4. 490654 | 1. 37032 | 2. 91E-29 | 4. 52E-26
CRTAC1 4.191635 | 1.937471 | 3. 41E-29 | 5. 02E-26
FOXH1 3. 043909 | -1. 13383 | 3. 7T9E-29 | 5. 32E-26
MSLN 3.290927 | 0.802322 | 4. 38E-29 | 5. 87TE-26
PRSS2 6. 372978 | 2.83155 | 1.65E-28 | 2. 11E-25
CA3 3.190271 | 1.495408 | 5. 23E-28 | 6. 42E-25




LGALS12 3.406178 | —1. 04347 | 8. 42E-28 | 9. 93E-25
CPA1 6.099478 | 2. 280737 | 1. 17E-27 | 1. 33E-24
ALDH3B2 4.854714 | 0.1738 . 22BE-27 | 7. 88E-24
SYT14 5.290148 | —1.4592 . 15E-26 | 1. 21E-23
TWIST1 2.519605 | —0. 29116 | 2. 12E-26 | 2. 15E-23
MATN4 3.375506 | —0. 41088 | 4. 47E-26 | 4. 39E-23
CRLF1 2.129113 | 1. 566008 | 1. 18E-25 | 1. 12E-22
NPTX1 3.169423 | 0. 95069 | 1. 39E-25 | 1. 28E-22
TRIM63 4.447127 | 0. 161585 | 1. 91E-25 | 1. 71E-22
SCNN1G 4.704938 | -0.97822 | 8. 13E-25 | 7. 04E-22
CTRB2 5.386195 | 0. 64572 | 3. 46E-24 | 2. 91E-21
CCDC13 2.520827 | 1.48094 | 3.57E-24 | 2. 92E-21
ABCA12 2.686784 | —1. 35887 | 9. 84E-24 | 7. 84E-21
NELL1 6. 063034 | —-0.20623 | 1. 71E-23 | 1. 32E-20
REG4 2.59709 | -0.10125 | 1. 78E-23 | 1. 34E-20
PRSS1 6.647176 | 2. 751627 | 4. 95E-23 | 3. 64E-20
S0X21-AS1 3.367768 | —2.42338 | 5. 06E-23 | 3. 64E-20
TKTL1 3.971716 | 1. 492203 | 1. 64E-22 | 1. 15E-19
SEZ6L 3. 284493 | —0. 44936 | 3. 02E-22 | 2. 07E-19
BCYRN1 1.898384 | -0. 47424 | 3. 20E-22 | 2. 14E-19
KIAAO0319 1.993137 | =0.62673 | 3. 51E-22 | 2. 30E-19
ADGRB2 2.150337 | 0. 430763 | 4. 80E-22 | 3. 07E-19
IL13RA2 2.451407 | 0. 707829 | 1. 63E-21 | 1. 02E-18
CPNEG6 3.051768 | 0.08324 | 1.82E-21 | 1. 12E-18
SALL3 5.564292 | —-1.97524 | 2. 00E-21 | 1. 20E-18
PROK1 -3.58124 | 0.931761 | 2. 24E-21 | 1. 32E-18
PLAC4 4.911215 | 0. 828814 | 2. 47E-21 | 1. 43E-18
GPR1 2.50196 | -1.69542 | 4. 60E-21 | 2. 59E-18
SERPINB7 5.49112 | -2.0744 | 4. 66E-21 | 2. 59E~-18




AL451074. 6 2.518286 | =2.37941 | 4. 83E-21 | 2. 64E-18
TACR1 2.767474 |1 0. 260762 | 5. 15E-21 | 2. 76E-18
HRK 3. 241476 | —2. 04628 | 1. 48E-20 | 7. 81E-18
ALX4 3. 202029 | 2. 24585 | 1. 54E-20 | 7. 98E-18
LINC02054 =3.7765 | =2.21653 | 1. 91E-20 | 9. 70E-18
AL359924. 1 -5.50229 | -2. 87295 | 2. 42E-20 | 1. 21E-17
CLPS 7.983 | 2.077733 | 2. 57E-20 | 1. 26E-17
NDNF 2.65606 | —1.39279 | 3. 84E-20 | 1. 86E-17
AP000439. 1 -4. 96168 | —2. 93387 | 4. 02E-20 | 1. 91E-17
REFLNA 2.600119 | 1.473432 | 4. 91E-20 | 2. 30E-17
LGALS14 7.011178 | 2. 118766 | 5. 56E-20 | 2. 56E-17
DUOX2 3.262944 | 5. 060051 | 6. 79E-20 | 3. 08E-17
FBX040 3.514882 | -1.49083 | 1. 12E-19 | 4. 98E-17
AL121949.1 3.538336 | -1.90932 | 1. 20E-19 | 5. 26E-17
MYBPC3 2.073153 | -1. 66392 | 1. 24E-19 | 5. 36E-17
TMSB15A 1.824097 | 2. 03791 | 1. 58E-19 | 6. T4E-17
HAPLN1 3. 287229 | 0. 36879 | 1. 75E-19 | 7. 27E-17
S0X21 3.229277 | =2.21889 | 1. 75E-19 | 7. 27E-17
MROHZ2B 3.325766 | 1.894244 | 1. 99E-19 | 8. 11E-17
CEACAM7 6. 008887 | 3. 183354 | 2. 01E-19 | 8. 11E-17
FCGR3B 2.291707 | 1. 045051 | 2. 08E-19 | 8. 29E-17
MTCO1P42 3. 594226 | 2. 06887 | 3. 10E-19 | 1. 22E-16
FRMD5 2.363737 | =2.50035 | 3. 38E-19 | 1. 31E-16
PAK5 4.722619 | 0. 046609 | 5. 04E-19 | 1. 93E-16
HILPDA 1.064935 | 2. 605914 | 5. 48E-19 | 2. 07E-16
KEL 2.625053 | 1. 871671 | 6. 05E-19 | 2. 24E-16
DLGAP1-AS5 5.851171 | 0. 197357 | 6. 09E-19 | 2. 24E-16
CTRB1 5.024704 | -1. 30224 | 6. 43E-19 | 2. 34E-16
HOXB9 3.122714 | -0.87397 | 9. 51E-19 | 3. 42E-16




AP001972. 4 —-3.65207 | —1.97447 | 1. 12E-18 | 3. 99E-16
CTSK 1.800678 | 4.459732 | 1. 64E-18 | 5. 75E-16
GPR50 6. 182024 | 0. 384521 | 1. T0E-18 | 5. 90E-16
MUC1 2.173007 | 2.90842 . 01E-18 | 6. 90E-16
SBSN 3.332501 | 1. 63711 | 2. 06E-18 | 6. 97E-16
NEFL 3.419536 | —0. 60931 | 2. 23E-18 | 7. 47E-16
PTANP 1.949237 | —2. 24136 | 2. 42E-18 | 8. 00E-16

ST8STA2 3. 248934 | —2.86573 | 2. 51E-18 | 8. 22E-16
DSC3 2.867321 | -0.9851 .88E-18 | 9. 34E-16

KC877982. 1 6.031317 | -1.082 . 12E-18 | 1. 00E-15
GLI2 2.269849 | 0. 968736 | 3. 51E-18 | 1. 11E-15

AC009312. 1 -4.61651 | =3. 25196 | 4. 01E-18 | 1. 26E-15

SLC11A1 1.389994 | 2. 008439 | 5. 24E-18 | 1. 62E-15
IGFL2-AS1 3.142943 | 2. 55867 | 9. 87E-18 | 3. 03E-15
ATP8AZ2 2.085883 | =0.27793 | 1. 00E-17 | 3. 04E-15
SCGB2A2 4.823415 | —2. 60165 | 1. 42E-17 | 4. 27E-15
VIPR2 2.301299 | -1. 50147 | 1. 92E-17 | 5. 71E-15
SLC6A17 2.077085 | =1. 37508 | 2. 39E-17 | 7. 03E-15
SCD5 1.906383 | 2. 730805 | 2. T1E-17 | 7.91E-15
KCNK12 2.490031 | —-2.0993 .50E-17| 1. 03E-14
PKIA 1.949323 | 0. 083147 | 3. 7T6E-17 | 1. 08E-14

LINCO1361 3.316381 | —2.09854 | 3.85E-17 | 1. 09E-14

AC007938. 3 1.450336 | —1.61489 | 4. 18E-17 | 1. 17E-14
1QCA1 1. 797768 | —0. 06221 | 4. T6E-17 | 1. 32E-14
LHX8 5.244099 | -2.0187 .T7E-17 | 1. 59E-14
ASS1P2 -2. 15288 | —1. 44002 | 8. T1E-17 | 2. 38E-14

LINC0O0839 1.59209 | -0.5944 | 1.05E-16 | 2. 84E-14
CALCR 2.335235 | -1.73692 | 1. 12E-16 | 3. 01E-14

TMEM158 1. 649697 | 0. 556091 | 1. 48E-16 | 3. 94E-14




CCNYL2 3.580989 | =3.29301 | 1. 83E-16 | 4. 81E-14
RNA5—-8SP6 4.475859 | 3. 24294 | 1. 96E-16 | 5. 12E-14
CLPSL1 4.734978 | =2.94914 | 2. 13E-16 | 5. 51E-14
CTSE 3.014415 | 1. 855809 | 2. 54E-16 | 6. b2E-14
TMPRSS13 1.92828 | -0.22244 | 2. 64E-16 | 6. T0E-14
MYL9 1. 404096 | 6. 621837 | 3. 44E-16 | 8. 66E-14
LINC02137 2. 831205 | —3. 44579 | 3. 70E-16 | 9. 25E-14
MIR200CHG 3.628467 | =3. 10383 | 3. 86E-16 | 9. 57E-14
MUCL1 4.336195 | 1.28766 .93E-16 | 9. 64E-14
LEFTY2 2.391691 | 2. 56123 | 4. 02E-16 | 9. 80E-14
CRYGS 1.224584 | 1. 440589 | 4. 30E-16 | 1. 04E-13
COL4A6 2.173766 | =0. 01331 | 4. 91E-16 | 1. 17E-13
AC064807. 2 —-2. 18829 | =2. 26591 | 4. 91E-16 | 1. 17E-13
AC103702. 2 2.719071 | 2. 68745 | 5. 22E-16 | 1. 23E-13
GIPR 1.701598 | 0. 38881 . 54E-16 | 1. 30E-13
NECAB1 1. 478237 | 0. 337058 | 7. 00E-16 | 1. 62E-13
CER1 4.630397 | =3.30772 | 7. 29E-16 | 1. 68E-13
ENO2 1.382942 | 2. 504712 | 7. 84E-16 | 1. 7T9E-13
FAM216B 3.729395 | —=3.07983 | 8. 46E-16 | 1. 92E-13
ATP1A4 1.947135 | =2. 51962 | 9. 27E-16 | 2. 08E-13
MTND4P35 1.634168 | 0. 24864 | 9. 87E-16 | 2. 20E-13
KCNA1 3.902525 | —3.23049 | 1. 01E-15 | 2. 23E-13
ANXA8L1 2.614127 | -1. 02326 | 1. 03E-15 | 2. 26E-13
REG3G 6. 405942 | 2. 988875 | 1. 18E-15 | 2. 58E-13
TLL2 1.501956 | —1. 13138 | 1. 23E-15 | 2. 66E-13
AL021155.1 -3.29338 | —3.64543 | 1. 44E-15 | 3. 11E-13
OXTR 1.734261 | 1. 242816 | 1. 7T5E-15 | 3. 74E-13
FOXL2NB 2. 881973 | —-3.68789 | 1. 83E-15 | 3. 87E-13
ORSM13P 5.608287 | =3.27372 | 2. 08E-15 | 4. 37E-13




GALNTbS 2.44238 | -0.57077 | 2. 17E-15 | 4. 53E-13
LINCO1085 2.844374 | -3. 22782 | 2. 19E-15 | 4. 53E-13
LCNL1 2.9574528 | 0. 36082 | 2. 54E-15 | 5. 23E-13
CLLU10S 3.564809 | —1.82235 | 2. 64E-15 | 5. 41E-13
GAD2 4.671809 | =2.59417 | 2. 80E-15 | 5. 69E-13
HRASLS5 2.220108 | —1.98416 | 3. 06E-15 | 6. 18E-13
VGLL2 4.68085 | —2.40572 | 3. 33E-15 | 6. 66E-13
NTNG1 3.007192 | =2.73255 | 3. 38E-15 | 6. 7T4E-13
AL445493. 2 -2.23244 | =2. 79158 | 3. 44E-15 | 6. 81E-13
CACNG7 3.707292 | -3.01401 | 4. 64E-15 | 9. 11E-13
PAX3 3. 521426 | 3. 20864 | 5. 36E-15 | 1. 04E-12
TIMP4 1. 587256 | =0. 19299 | 6. 47E-15 | 1. 25E-12
BX537318. 2 —2.71798 | =2. 85358 | 7. 24E-15 | 1. 39E-12
NMU 2.182604 | 2. 95493 | 8. 04E-15 | 1. 54E-12
TGM4 —-2.03054 | —2. 23748 | 8. 35E-15 | 1. 59E-12
AL591686. 1 4.063764 | —2. 27586 | 8. 40E-15 | 1. 59E-12
ITPR3 1. 484557 | 3. 600642 | 9. 46E-15 | 1. 78E-12
DUOXA2 2.809985 | 2. 651698 | 1. 22E-14 | 2. 27E-12
UGT1A5 2.373645 | 1. 22099 | 1. 26E-14 | 2. 33E-12
LINC01559 3.138233 | 0. 43086 | 1. 51E-14 | 2. 78E-12
PLCD3 1.03461 | 2. 774585 | 1. 54E-14 | 2. 81E-12
TMEM132A 1.367598 | 3. 893767 | 1. 56E-14 | 2. 84E-12
AC022034. 2 1.930837 | —0. 98656 | 1. 87E-14 | 3. 38E-12
TSPYL6 3.261058 | =3.65592 | 2. 00E-14 | 3. 59E-12
FADS2P1 4.157405 | =3. 73763 | 2. 05E-14 | 3. 65E-12
AC063923. 2 4.100169 | —4.09134 | 2. 05E-14 | 3. 65E-12
PKM 1. 145078 | 7. 449961 | 2. 11E-14 | 3. 72E-12
NYAP2 3.028363 | —3.50149 | 2. 21E-14 | 3. 88E-12
AC073323. 1 3.725692 | =3.61176 | 2. 36E-14 | 4. 12E-12




HK2 1. 586624 | 3.441268 | 2. 50E-14 | 4. 32E-12
UCA1 2.779843 | 0.970996 | 2. 57E-14 | 4. 43E-12
FGFb5 3.711089 | =2.89207 | 2. 63E-14 | 4. 50E-12
DPYSL5 2.838483 | —2.70228 | 3. 16E-14 | 5. 36E-12
WETKKN2 2.442574 | -1.66337 | 3. 17TE-14 | 5. 36E-12
NLRP5 3. 066605 | =3.81718 | 3. 21E-14 | 5. 40E-12
SOST -3.67471 | —2.71102 | 3. 7T1E-14 | 6. 21E-12
TRDN 3.647248 | —1. 14137 | 3. 97E-14 | 6. 60E-12
LAMB4 —-1.59287 | -1. 03116 | 4. 24E-14 | 7. 02E-12
AC109780. 1 3.667253 | —3. 44677 | 4. 50E-14 | 7. 40E-12
AC104793. 1 4.23716 | =3. 22651 | 4. 60E-14 | 7. 53E-12
CPB1 2.113007 | 0. 87098 | 4. 82E-14 | 7. 84E-12
FOXN1 2.464183 | —3.24669 | 5. 11E-14 | 8. 27E-12
FIBCD1 2.288412 | 0. 54984 | 5. 32E-14 | 8. 57E-12
RSPO3 2.335774 | 1. 069297 | 5. 57E-14 | 8. 92E-12
AL049836. 2 —-3. 93627 | —2. 25671 | 6. 35E-14 | 1. 01E-11
DPCR1 —-3.7522 | 2.044769 | 7. 31E-14 | 1. 16E-11
OPRPN —-2.61558 | 2.106235 | 7.40E-14 | 1. 17E-11
NMNAT2 1.650298 | -0. 10882 | 7. 45E-14 | 1. 17E-11
CPEB1 2.186691 | —0.81884 | 7. 49E-14 | 1. 17E-11
METTL21C -3. 79877 | =3.92641 | 7. 60E-14 | 1. 18E-11
COX7A1 1.424382 | 2. 707757 | 7. 86E-14 | 1. 21E-11
DAPL1 3.732551 | 0. 300232 | 8. 30E-14 | 1. 27E-11
AC078880. 3 2.57477 | -3.07488 | 8. 63E-14 | 1. 32E-11
PPFIA4 1.617943 | 0. 24353 | 8. 86E-14 | 1. 35E-11
VLDLR-AS1 1. 726699 | —2.0902 .93E-14 | 1. 35E-11
NKX6-1 3.766363 | —3.65423 | 9. 17E-14 | 1. 38E-11
U62317. 1 1.940815 | —2. 61541 | 9. 48E-14 | 1. 42E-11
PLCEI-AS1 2.284672 | =3.00965 | 9. 51E-14 | 1. 42E-11




ZNF385D—-AS2 4.921892 | =3. 49065 | 9. 80E-14 | 1. 44E-11
DDX11L8 2. 882596 | —3.9808 .81E-14 | 1. 44E-11
NPHS1 2.9547437 | -1. 08476 | 1. 04E-13 | 1. 52E-11
AC003092. 1 3.054049 | —4.17428 | 1. 04E-13 | 1. 52E-11
SLCYA4 3.24411 | -3.36569 | 1. 10E-13 | 1. 60E-11
SGPP2 1.820922 | 1.597327 | 1. 11E-13 | 1. 60E-11
MGAT5B 1.648378 | -1.22071 | 1. 14E-13 | 1. 64E-11
GALNT3 1.587207 | 1. 057608 | 1. 26E-13 | 1. 80E-11
KLK6 3.131341 | -1. 84743 | 1. 32E-13 | 1. 88E-11
GCG -3. 69861 | —0.84517 | 1. 33E-13 | 1. 88E-11
SLC18A3 3.677419 | =3.97293 | 1. 34E-13 | 1. 88E-11
MMP10 2.236099 | 0.335179 | 1. 35E-13 | 1. 90E-11
IGKV1D-27 —-3.61222 | =2. 33905 | 1. 58E-13 | 2. 20E-11
ZNF280B 1.557347 | —=1.45135 | 1. 59E-13 | 2. 21E-11
ABCG4 1.419905 | =2. 29264 | 1. 7T6E-13 | 2. 43E-11
SHANK1 1.473064 | —1. 94653 | 1. 79E-13 | 2. 46E-11
AC087499. 5 2. 820541 | —4.00978 | 1.84E-13 | 2. 51E-11
LRP8 1.195072 | 0. 777172 | 1. 88E-13 | 2. 56E-11
AL773572.1 4.859655 | —2. 21809 | 1. 92E-13 | 2. 59E-11
LINC02159 2.337035 | —1.52908 | 2. 04E-13 | 2. 74E-11
FP671120. 3 3.267137 | =3.70236 | 2. 07E-13 | 2. 7T7E-11
AC004870. 1 3. 175357 | —3. 64547 | 2. 27E-13 | 3. 03E-11
TNNT3 1.886842 | —1.4158 .39E-13 | 3. 17E-11
LINCO1792 2.622239 | =2.90559 | 2. 53E-13 | 3. 34E-11
AL353740. 1 -3.20682 | —2.5418 .80E-13 | 3. 68E-11
AC027031. 2 1.316401 | —0. 8402 .92E-13 | 3. 83E-11
MACC1 1.811196 | 0. 600479 | 3. 00E-13 | 3. 92E-11
IGFL1 3.762443 | 2. 63773 | 3. 03E-13 | 3. 94E-11
LINCO1568 —-3.76424 | —3. 85423 | 3. 11E-13 | 4. 02E-11




ASB11 2.164387 | =2.35713 | 3. 25E-13 | 4. 18E-11
GPC4 1.513094 | 2. 986009 | 3. 31E-13 | 4. 24E-11
AL133297. 2 2.319755 | =3.59905 | 3. 34E-13 | 4. 26E-11
UGT1A7 2.083126 | 0. 30044 | 3. 41E-13 | 4. 33E-11
AP000439. 2 -2.90041 | —2.60522 | 3. 56E-13 | 4. 50E-11
FRG2 4.086177 | —3.7286 .58E-13 | 4. 51E-11
LEP 3.050809 | —1. 54247 | 3. 77E-13 | 4. 73E-11
SLC6AS8 1. 422937 | 4.93802 .82E-13 | 4. 76E-11
FGF19 -2.85714 | 4. 118168 | 3. 89E-13 | 4. 81E-11
SHISA9 2. 566506 | —0. 78362 | 3.89E-13 | 4. 81E-11
FOXD1 2.380778 | =2.12673 | 4. 01E-13 | 4. 94E-11
LINCO1896 3. 724896 | —3. 84089 | 4. 61E-13 | 5. 66E-11
NCCRP1 1.919224 | -1. 08193 | 4. 83E-13 | 5. 91E-11
HSPB6 1.6439 | 4.581911 | 5. 15E-13 | 6. 27E-11
NUDT11 2.002071 | —1.50454 | 5. 20E-13 | 6. 31E-11
UGT1A8 1.991037 | -1. 12484 | 5. 65E-13 | 6. 83E-11
LINCO01229 1.598393 | —2. 32715 | 5. 69E-13 | 6. 84E-11
BRS3 2.454164 | —-3.58089 | 5. 74E-13 | 6. 87E-11
IBSP 2. 548169 | 0. 26936 | 5. 84E-13 | 6. 96E-11
SCNHA 1.717345 | =2. 09922 | 6. 31E-13 | 7. 50E-11
TMEM130 2.166132 | 0. 742136 | 6. 36E-13 | 7. 53E-11
PRR35 3. 40388 | =3.47895 | 6. 61E-13 | 7. 79E-11
AC106795. 3 3.100951 | —3. 38063 | 7. 22E-13 | 8. 48E~-11
AFF2 2.295504 | 0.493872 | 7. 26E-13 | 8. 49E-11
NDUFA5P6 3.687936 | 3. 33873 | 7.40E-13 | 8. 61E-11
MPP2 1. 320565 | 0. 38076 | 7. 52E-13 | 8. 73E-11
VLDLR 1.510927 | 2. 994282 | 8. 25E-13 | 9. 54E-11
SERPINB4 4.231352 | —1. 27055 | 9. 14E-13 | 1. 05E-10
HSPAG 1.499998 | 3. 257606 | 1. 02E-12 | 1. 17E-10




EXTL1 1.379007 | -1. 62066 | 1. 07E-12 | 1. 23E-10
MYH6 2. 829368 | —3.21881 | 1. 08E-12 | 1. 23E-10
PRAMEF30P -3.015631 | =3.43103 | 1. 15E-12 | 1. 30E-10
AC007923. 1 3.978964 | =3. 06309 | 1. 27E-12 | 1. 43E-10
HMGN2P40 2.001245 | -3. 53038 | 1. 28E-12 | 1. 44E-10
FEZF2 4.198135 | =3.60988 | 1. 29E-12 | 1. 44E-10
PIWIL3 2.382981 | —3.9563 .30E-12 | 1. 44E-10
AL161431. 1 3.861713 | =1. 30105 | 1. 30E-12 | 1. 44E-10
ITGB6 1.698153 | 0. 568239 | 1. 31E-12 | 1. 45E-10
ERVV-2 3.200421 | -3.35726 | 1.33E-12 | 1. 47E-10
KCNK2 2.798952 | -0.81172 | 1. 35E-12 | 1. 48E-10
FKBP9P1 1.205829 | -0. 73801 | 1. 36E-12 | 1.49E-10
CLSTN2 1.572637 | 1. 540659 | 1. 37E-12 | 1. 50E-10
SLC44A4 1.524379 | 1. 245813 | 1. 56E-12 | 1. 69E-10
ADGRF4 2.607884 | —2.22541 | 1. 71E-12 | 1. 86E-10
AC114803. 1 2.426551 | —4.07531 | 1. 74E-12 | 1. 88E-10
COL11A2 -1.65482 | 1. 646715 | 1. 82E-12 | 1. 96E-10
SST -5.19222 | 1. 746793 | 1. 91E-12 | 2. 04E-10
LINCO2577 2.732411 | -2.74182 | 1.91E-12 | 2. 04E-10
FGF17 1. 778269 | —0.7752 .07E-12 | 2. 20E-10
MYLK2 1.176644 | —2. 21653 | 2. 12E-12 | 2. 25E-10
AC114786.1 2.186463 | —-3.0244 | 2. 19E-12 | 2. 31E-10
LAMAT 2.155698 | 1.297108 | 2. 29E-12 | 2. 41E-10
OR7TE96P 4.042225 | —4. 05884 | 2. 30E-12 | 2. 41E-10
DPF1 1. 195737 | —2. 13621 | 2. 35E-12 | 2. 45E-10
ANXA3 1.552784 | 1. 493685 | 2. 49E-12 | 2. 59E-10
CAMK1G —-1.75819 | -0. 04514 | 2. 57E-12 | 2. 67E-10
C3orfs2 1.639156 | 0. 19222 | 2. 63E-12 | 2. 71E-10
CHITI —-2.0821 | 2.749039 | 3. 23E-12 | 3. 33E-10




PLEKHS1 2.123149 | 0. 227896 | 3. 26E-12 | 3. 34E-10
FABP3 1.372459 | 2. 930015 | 3. 48E-12 | 3. 56E-10
SLC7A3 3.218683 | =3.82934 | 3. 53E-12 | 3. 60E-10
TMPRSS7 1. 868358 | —3. 82046 | 3. 64E-12 | 3. 7T0E-10
JPH3 1.964898 | =0.97046 | 3. 7T1E-12 | 3. 76E-10
T™CS 1.870763 | 3. 350916 | 3. 94E-12 | 3. 97E-10
CYP11B2 5.359583 | 0. 010435 | 3. 97E-12 | 4. 00E-10
CELA3B 2.662169 | =2.75141 | 4. 01E-12 | 4. 01E-10
RNF151 1.826044 | -3.29317 | 4. 01E-12 | 4. 01E-10
AL445189. 2 2.03051 | —-1.82833 | 4. 22E-12 | 4. 20E-10
RGS8 2.061133 | —3.4786 . 44F-12 | 4. 40E-10
SERPINI2 2.366061 | —=3.45391 | 4.51E-12 | 4. 46E-10
KCNH2 2.089152 | 1. 677464 | 5. 00E-12 | 4. 89E-10
STEAP1B 1.465617 | —1.53839 | 5. 35E-12 | 5. 22E-10
ROR1-AS1 2.199359 | 3. 48837 | 5. 65E-12 | 5. 49E-10
DDX39BP2 1.85158 | =3.79719 | 5. 7T6E-12 | 5. 59E-10
BCAT1 1.015996 | 2. 826264 | 5. 86E-12 | 5. 66E-10
TREM1 1. 534035 | 0. 344162 | 6. 00E-12 | 5. 7T7E-10
AC025594. 2 1.233921 | 0. 03294 | 6. 12E-12 | 5. 87E-10
CRYBA2 2.829734 | —=1.27505 | 6. 46E-12 | 6. 18E-10
HTR5A 3. 289759 | —4. 10589 | 6. 74E-12 | 6. 42E-10
OR5SH5P 3.872851 | —4.12931 | 7. 40E-12 | 7. 03E-10
PFKP 1.236196 | 4.260708 | 7. 49E-12 | 7. 09E-10
AC099786. 2 3. 738303 | —=3.70467 | 7. 7T1E-12 | 7. 28E-10
OSTN 2.121907 | 2. 76278 | 7. 80E-12 | 7. 34E-10
RPS4Y2 2.644748 | -3.55078 | 8. 38E-12 | 7. 86E-10
ATOH1 3.53b6517 | —3.42483 | 8. 78E-12 | 8. 22E-10
S100A8 1.460899 | 2. 360349 | 9. 08E-12 | 8. 47E-10
SGCG 2.056578 | =3.61323 | 9. 28E-12 | 8. 63E-10




SULTZ2B1 1.854592 | 0. 510408 | 9. 51E-12 | 8. 81E-10
AC098869. 2 -1.50296 | —2. 38335 | 9. 83E-12 | 9. 05E-10
DRP2 1.519801 | =2. 47995 | 9. 83E-12 | 9. 05E-10
ITGB4 1. 065844 | 4.286764 | 1. 04E-11 | 9. 51E-10
IGKVIOR1-1 -3.6598 | -3.52802 | 1. 04E-11 | 9. 51E-10
C190rf33 1.706371 | 0.981912 | 1. 05E-11 | 9. 53E-10
CYP2F2P -1. 09587 | =0.97898 | 1. 06E-11 | 9. 60E-10
CACNA1B 2. 259868 | —2. 66108 | 1. 08E-11 | 9. 83E-10
ZNF90 1.22022 | -0.5055 .11E-11 | 9. 99E-10
PNLIPRP1 2.780098 | 3. 58308 | 1. 12E-11 | 1. 01E-09
MMP1 1. 680943 | 1.523906 | 1. 13E-11 | 1. 02E-09
FZD7 1.095526 | 1. 877026 | 1. 16E-11 | 1. 04E-09
KRTAP4-1 2.893047 | =3.79504 | 1. 35E-11 | 1. 20E-09
PRRX2 1.745101 | -1.57952 | 1. 35E-11 | 1. 21E-09
KLK10 2.167402 | -1. 16587 | 1. 37E-11 | 1. 22E-09
SLITRKZ2 2.073524 | 3. 04407 | 1. 41E-11 | 1. 24E-09
AC253536. 4 2.896407 | —-3.50882 | 1. 62E-11 | 1.42E-09
C8orf34 2.004879 | =3.21592 | 1. 65E-11 | 1. 45E-09
DNAJB13 1. 346737 | —2.39224 | 1. 65E-11 | 1. 45E-09
AC133681. 1 2.994814 | —-3. 04838 | 1. 72E-11 | 1. 50E-09
UAP1L1 1.129345 | 3. 118674 | 1. 80E-11 | 1. 56E-09
AC069148. 1 1. 762666 | —3.80223 | 1. 90E-11 | 1. 64E-09
AC006273. 1 1.479795 | —2. 08382 | 2. 00E-11 | 1. 72E-09
FUT3 1.698681 | 0.66439 .03E-11 | 1. 7T4E-09
LINC02522 3.683061 | —=3.91907 | 2. 03E-11 | 1. 74E-09
GRM6 1. 598956 | —2. 23666 | 2. 12E-11 | 1. 81E-09
AP005229. 2 3.755464 | —4. 05176 | 2. 20E-11 | 1. 88E-09
TEX15 2. 812625 | —1. 37363 | 2. 23E-11 | 1. 89E-09
CEACAM5 3.315244 | 0. 242735 | 2. 27E-11 | 1. 92E-09




KCNQ1 1. 111156 | 3.094634 | 2. 35E-11 | 1. 98E-09
HCN4 2.159098 | -1. 53192 | 2. 35E-11 | 1. 98E-09
AL136140. 1 3.963142 | -4. 03713 | 2. 37E-11 | 1. 99E-09
SPINK13 1. 732518 | =3. 35454 | 2. 38E-11 | 1. 99E-09
COLGALTZ2 1.359377 | 0.194832 | 2. 38E-11 | 1. 99E-09
Clorf61 1. 166601 | —2. 1669 .39E-11 | 1. 99E-09
AC015987.1 1.564382 | -3.3101 .42E-11 | 2. 01E-09
RBFOX1 2.269087 | =3.53372 | 2. 46E-11 | 2. 04E-09
RNF223 1.896756 | =3.87797 | 2. 47E-11 | 2. 04E-09
MIR210HG 1.014462 | 1. 600247 | 2. 67E-11 | 2. 20E-09
CCDC13-AS1 1.461274 | 1. 03009 | 2. 68E-11 | 2. 20E-09
AC098864. 1 2. 857458 | =3.39422 | 2. 79E-11 | 2. 27E-09
CHST5 2.789501 | —1.86321 | 2. 89E-11 | 2. 35E-09
TCTEX1D1 -1.35794 | 0.16975 .90E-11 | 2. 35E-09
SRGAP3-AS2 2.54002 | =3.44318 | 3. 03E-11 | 2. 45E-09
TBX5-AS1 2. 566469 | —3. 93388 | 3. 04E-11 | 2. 45E-09
MARK1 1.102571 | 0. 266777 | 3. 07E-11 | 2. 46E-09
DMRT3 2.976488 | =3.49008 | 3. 08E-11 | 2. 47E-09
SAPCD2 1. 06063 | 1.656527 | 3.09E-11 | 2. 47E-09
ULBP1 1.376151 | —1.4705 . 18E-11 | 2. 53E-09
P2RX2 2.642613 | —0.60233 | 3. 21E-11 | 2. 55E-09
SLC35F1 1. 313357 | —1.50236 | 3. 40E-11 | 2. 68E-09
AC092597. 1 1.035872 | —1.95929 | 3. 40E-11 | 2. 68E-09
FOXD3-AS1 2. 588129 | =3.09091 | 3. 40E-11 | 2. 68E-09
CDH3 1. 548963 | -0. 52364 | 3. 61E-11 | 2. 83E-09
KLK11 3.033102 | 0. 370459 | 3. 62E-11 | 2. 83E-09
APCDD1L 2.194885 | 1. 87004 | 3. 67E-11 | 2. 87E-09
AL355987. 4 1.183041 | 0. 095392 | 3. 82E-11 | 2. 98E-09
TTC29 2.876827 | =3. 09913 | 3. 87E-11 | 3. 01E-09




AL109976. 1 1.253147 | 1. 68914 | 3. 92E-11 | 3. 04E-09
AC079305. 1 1.192683 | —1. 76047 | 4. 08E-11 | 3. 15E-09
FREM2-AS1 3.462676 | —4.22107 | 4. 09E-11 | 3. 15E-09
HNRNPCL3 3.38359 | —2.89908 | 4. 09E-11 | 3. 15E-09
DCAF12L1 3.172665 | 2. 72356 | 4. 18E-11 | 3. 20E-09
VCX3A 2.798707 | —1.33238 | 4. 23E-11 | 3. 24E-09
JPH2 1.213397 | 0. 077295 | 4. 28E-11 | 3. 27E-09
Cl120rf75 1. 21457 | 3.690425 | 4. 77E-11 | 3. 63E-09
ANXAS8 1.875168 | —1. 02694 | 4. 93E-11 | 3. 74E-09
MABZ21L1 1. 845405 | —2. 64945 | 5. 06E-11 | 3. 83E-09
SLC2A1 1. 063846 | 3.426085 | 5. 09E-11 | 3. 85E-09
PNLDC1 -1.59479 | -1. 58712 | 5. 28E-11 | 3. 98E-09
ADAM12 1.405614 | 1.803321 | 5. 34E-11 | 4. 01E-09
HOXBS8 1.881275 | =2.30414 | 5. 47E-11 | 4. 10E-09
ERN2 2.683187 | 0. 73821 | 5. 78E-11 | 4. 32E-09
AJO11931.1 2.917035 | —4. 15004 | 5. 94E-11 | 4. 43E-09
C6orflh 3.008004 | —4. 19514 | 6. 11E-11 | 4. 55E-09
ADAM32 1. 388355 | =1. 86575 | 6. 77E-11 | 5. 02E-09
CHRNB3 -2.97768 | =2.97231 | 6. 99E-11 | 5. 18E-09
FAMS3E 1.987152 | 1. 63197 | 7. 35E-11 | 5. 43E-09
XAGE2 3.288274 | 2. 38427 | 8. 01E-11 | 5. 90E-09
ENO3 -1.20082 | 5. 100283 | 8. 06E-11 | 5. 92E-09
STC2 1.014276 | 3. 444319 | 8. 12E-11 | 5. 95E-09
AC012640. 1 1.397446 | 3. 33548 | 8. 18E-11 | 5. 98E-09
FP236383. 3 3.598015 | 3. 89123 | 8. 31E-11 | 6. 06E-09
TAPP 1. 717685 | =0.98096 | 8. 37E-11 | 6. 09E-09
AC128688. 2 1. 876157 | —2.40723 | 8. 42E-11 | 6. 11E-09
AC099786. 1 3.372378 | 4. 04668 | 8. 69E-11 | 6. 29E-09
MYMK 2. 139554 | —2.24348 | 8. 82E-11 | 6. 37E-09




GJA3 1.678212 | =1. 95451 | 9. 02E-11 | 6. 48E-09
BNC1 1.581717 | —2.54584 | 9. 31E-11 | 6. 67E-09
SLC35F2 1. 103243 | 0.970709 | 9. 41E-11 | 6. 73E-09
PTGDS 2.034837 | 7.590077 | 9. 89E-11 | 7. 06E-09
ZMAT4 2.636484 | -2.83297 | 1. 01E-10 | 7. 20E-09
ATP10B 2.210025 | 0. 568929 | 1. 02E-10 | 7. 21E-09
LAMPS 1.914886 | 1. 111385 | 1. 02E-10 | 7. 23E-09
EGLN3 1. 238317 | 3.300519 | 1. 04E-10 | 7. 32E-09
SPOCK3 3.093884 | 1. 322863 | 1. 06E-10 | 7. 44E-09
PCYT1B 1.772632 | —1. 35346 | 1. 15E-10 | 8. 05E-09
OR5M6P 3.378035 | —4. 10231 | 1. 15E-10 | 8. 05E-09
ALOXE3 1.919656 | =3.26199 | 1. 15E-10 | 8. 05E-09
NKX2-5 2.661648 | —2. 45832 | 1. 17E-10 | 8. 18E-09
DBX2 3.157304 | -4.11948 | 1. 18E-10 | 8. 21E-09
IGHV3-79 —-2.0044 | -3.24238 | 1. 22E-10 | 8. 49E-09
IL13 2.203061 | —1.85065 | 1. 25E-10 | 8. 65E-09
PRKG2 1. 734783 | =2. 72875 | 1. 26E-10 | 8. 66E-09
PCDH19 1.390404 | —-1. 48027 | 1. 28E-10 | 8. 81E-09
KRT4 3.266539 | -1.2241 . 30E-10 | 8. 95E-09
AHRR 1.335754 | 0.599791 | 1. 31E-10 | 8. 97E-09
SH2D5 1.382798 | -1.69275 | 1. 31E-10 | 8. 98E-09
FOXI1 2. 541403 | —=3.99264 | 1. 36E-10 | 9. 26E-09
DMRTB1 -3.35911 | —2.1248 .43E-10 | 9. 7T5E-09
HOXC5 2.472407 | -3.80382 | 1. 46E-10 | 9. 92E-09
DUSP15 1.285148 | —0. 11452 | 1. 49E-10 | 1. 01E-08
IL17RD 1.057792 | 0. 070378 | 1. 49E-10 | 1. 01E-08
KLHL30 1.401667 | —0.1234 | 1. 50E-10 | 1. 01E-08
MGAM2 2.276773 | 1.010083 | 1. 52E-10 | 1. 02E-08
Cborf38 2.9574338 | =2. 65552 | 1. 65E-10 | 1. 11E-08




PIFO 1.396743 | -1.07236 | 1. 67E-10 | 1. 11E-08
BCL2L15 1.204579 | -0.86693 | 1. 72E-10 | 1. 14E-08
SYNGR3 1.362029 | -0. 32198 | 1. 89E-10 | 1. 25E-08

LINC02086 1.809458 | —2. 86144 | 1. 92E-10 | 1. 27E-08
DUXA 3.494658 | 2. 92345 | 1. 99E-10 | 1. 31E-08
AC002398. 2 2.07263 | —2.40221 | 2. 01E-10 | 1. 32E-08
SERPINBS 2.53923 | -1.43289 | 2. 05E-10 | 1. 34E-08
SCGBIAL -3.03021 | —1. 55389 | 2. 09E-10 | 1. 37E-08
TSPAN10 1.039376 | 1. 997362 | 2. 09E-10 | 1. 37E-08
AC010469. 1 1. 428681 | =3.48993 | 2. 10E-10 | 1. 37E-08
C2CD4C 1.201022 | -0. 40726 | 2. 19E-10 | 1. 42E-08
GPRC5A 1.661201 | 1. 428846 | 2. 21E-10 | 1. 43E-08
BARX2 1.777429 | =2. 04873 | 2. 32E-10 | 1. 50E-08
LINCO1166 -2.18692 | =3. 77253 | 2. 33E-10 | 1. 50E-08

PADI3 —-2.9868 | 1.523432 | 2. 33E-10 | 1. 50E-08

EPHX4 1.00473 | -1.5304 | 2.43E-10 | 1. 56E-08
MORC1 2.17456 | -2.92112 | 2. 44E-10 | 1. 56E-08

LINC01551 2.881724 | =3.72101 | 2. 51E-10 | 1. 60E-08
SCNN1B 1.48745 | 0.042751 | 2. 52E-10 | 1. 61E-08
CTXN1 1.28263 | —0. 09807 | 2. 55E-10 | 1. 62E-08

HTR5A-AS1 3.14097 | —4.20813 | 2. 59E-10 | 1. 64E-08
GRAMD2A 1. 379387 | —2. 34917 | 2. 65E-10 | 1. 67E-08

AP001476. 1 1.94232 | -2. 88216 | 2. 66E-10 | 1. 68E-08
SLC4A1 -1.99802 | 1. 21872 | 2. 7T7TE-10 | 1. 74E-08

PRLHR 2.831426 | 3. 66872 | 2. 96E-10 | 1. 85E-08

KPRP 2. 669009 | -3.86279 | 3. 02E-10 | 1. 89E-08
SLC4A11 1.309333 | 1.02325 .03E-10 | 1. 89E-08

AC021393.1 4.157537 | =3. 77374 | 3. 16E-10 | 1. 97E-08

AC020571. 1 1.47459 | -2.03836 | 3. 21E-10 | 1. 99E-08




B3GALT2 1.587035 | 0. 398374 | 3. 22E-10 | 1. 99E-08
SIX2 1.716383 | 0. 239145 | 3. 23E-10 | 2. 00E-08
FOXL2 2.389372 | =2.76787 | 3. 30E-10 | 2. 03E-08
STRCP1 -1.37876 | —1.1038 . 34E-10 | 2. 06E-08
DRD4 1. 151787 | 0. 555456 | 3. 42E-10 | 2. 10E-08

AC093001. 1 2.754709 | =2.73625 | 3. 49E-10 | 2. 14E-08
PLAC1 1.823283 | =3. 15857 | 3. 55E-10 | 2. 17E-08
AL365181. 4 -2.10813 | =3. 77011 | 3. 56E-10 | 2. 17E-08
AC131902. 2 3.515972 | 2. 81839 | 3. 76E-10 | 2. 29E-08
TENM4 1.477373 | =0. 19695 | 3. 86E-10 | 2. 35E-08
FGF4 —-3.24715 | —2.1949 . 92E-10 | 2. 37E-08
GCNT3 1. 434969 | 2. 930289 | 4. 24E-10 | 2. 55E-08
LINCO1133 1.533314 | —2. 44494 | 4. 40E-10 | 2. 64E-08
TREX2 -1.12688 | =0. 76671 | 4. 43E-10 | 2. 65E-08
TPBG 1.229679 | 1.490202 | 4. 51E-10 | 2. T0E-08

TMPRSS4 1. 754091 | -0. 2401 . 66E-10 | 2. 7T8E-08

TMEM132B 1. 487828 | =0.49932 | 4. 7T1E-10 | 2. 81E-08
PDGFD 1. 018918 | 3. 458837 | 4. 8OE-10 | 2. 85E-08
LMO3 1. 083938 | -0.82324 | 4. 91E-10 | 2. 91E-08

LINC00704 1.63109 | -1.96082 | 5. 10E-10 | 3. 01E-08
CDRT15L2 3.303558 | —4. 23144 | 5. 14E-10 | 3. 03E-08
SLC16A3 1.026142 | 4. 622306 | 5. 15E-10 | 3. 03E-08
ITGA3 1.094846 | 4. 382644 | 5. 19E-10 | 3. 04E-08
VX2 2.13544 | -3.69304 | 5. 20E-10 | 3. 04E-08
EPS8L1 1. 441709 | 2. 019606 | 5. 33E-10 | 3. 12E-08
AC103563. 1 -2.65013 | =3.43961 | 5. 36E-10 | 3. 13E-08

PRAMEF2 —-2.59899 | —1. 70591 | 5. 57E-10 | 3. 24E-08
AC003973. 3 1.471839 | 0. 121554 | 5. 7T0E-10 | 3. 30E-08
AC131902. 1 3.423707 | =2. 77883 | 5. 86E-10 | 3. 39E-08




SCEL 2.419504 | —2. 94586 | 5. 88E-10 | 3. 40E-08
CNMD 1. 846251 | =3. 74338 | 5. 90E-10 | 3. 40E-08
LINC00322 2.020209 | 3. 18135 | 5. 99E-10 | 3. 44E-08
PCDHS8 2.556614 | —4. 21001 | 6. 14E-10 | 3. 52E-08
AMTN 2. 804658 | —4.01243 | 6. 21E-10 | 3. 55E-08
ZNF488 1. 317726 | =2. 79575 | 6. 56E-10 | 3. 74E-08
AMBN 3.309879 | 0. 054419 | 6. 64E-10 | 3. 78E-08
ATCAY 1.85391 | -3. 23126 | 6. 67E-10 | 3. 79E-08
KLK1 1.647173 | =2. 74633 | 6. 87E-10 | 3. 89E-08
LINGO2 2.06232 | -3.71799 | 7. 31E-10 | 4. 13E-08
ANGPTL7 3. 117735 | 0.46531 . 20E-10 | 4. 62E-08
PIMREG 1.113336 | 0. 782866 | 8. 55E-10 | 4. 81E-08
C1QTNF9B -1.62138 | =2. 89092 | 8. 85E-10 | 4. 96E-08
TMEM229A 2. 530679 | —4. 00805 | 8. 86E-10 | 4. 96E-08
IGSF11 1.752245 | =2. 28743 | 9. 01E-10 | 5. 04E-08
PPP1R1B 2.089701 | 1.494197 | 9. 33E-10 | 5. 20E-08
AC131902. 3 3. 502859 | —3. 04652 | 9. 43E-10 | 5. 24E-08
HSPB3 2.793814 | —2.81482 | 9. 46E-10 | 5. 25E-08
DMBT1 2.481455 | 2. 492927 | 9. 97E-10 | 5. 51E-08
MTCO1P53 1. 389695 | -0. 67089 | 1. 01E-09 | 5. 57E-08
LINC01029 3.275038 | -3.1331 . 02E-09 | 5. 62E-08
HS3ST3A1 1.322126 | -0.94714 | 1. 04E-09 | 5. 7T0E-08
AC005077. 1 2. 348183 | —3. 25263 | 1. 10E-09 | 6. 02E-08
AC024940. 1 1.830094 | —-1.40142 | 1. 10E-09 | 6. 02E-08
PCSKIN 2.166849 | 2. 389864 | 1. 14E-09 | 6. 20E-08
MYLZ2 -2.08255 | =3. 78393 | 1. 16E-09 | 6. 30E-08
CT45A1 3. 555225 | —2. 34186 | 1. 21E-09 | 6. 57E-08
AP005233. 1 —2. 97267 | =3.76306 | 1. 22E-09 | 6. 63E-08
WDR86 1. 094626 | —0. 09438 | 1. 25E-09 | 6. T6E-08




PRSS41 2.90807 | =3.62906 | 1. 26E-09 | 6. 81E-08
AC006059. 1 1. 128363 | —2. 8806 . 28E-09 | 6. 88E-08
GACAT2 2. 272889 | =3.65689 | 1. 29E-09 | 6. 97E-08
PLPPR3 1. 605279 | —2. 65445 | 1. 30E-09 | 6. 98E-08
AP000695. 2 1.062498 | -2.10314 | 1. 31E-09 | 7. 01E-08
TLR8-AS1 2.496554 | —4. 18807 | 1. 34E-09 | 7. 15E-08
SPTSSB 1.643103 | 0. 590278 | 1. 36E-09 | 7. 25E-08
PLN 1.339525 | 0.697242 | 1. 38E-09 | 7. 34E-08
LINC02043 1.189241 | =3.10534 | 1. 38E-09 | 7. 35E-08
NCAN 1.696885 | —1.49062 | 1. 39E-09 | 7. 39E-08
SPOCD1 1. 183295 | -0. 41278 | 1. 41E-09 | 7. 49E-08
MMP13 2.578069 | -2.1691 .43E-09 | 7. 55E-08
NECTIN4 1. 495875 | 0. 426956 | 1. 45E-09 | 7. 62E-08
PDCD6IPP2 1.122885 | =1. 30017 | 1. 47E-09 | 7. 72E-08
AC083967. 1 2.881112 | -3.861 . 53E-09 | 8. 05E-08
FAM228A —-1. 27337 | =2. 43597 | 1. 59E-09 | 8. 30E-08
DEGS2 1.218207 | 0.81458 . 59E-09 | 8. 30E-08
PINCR 2. 777747 | =2.97769 | 1. 61E-09 | 8. 42E-08
PCA3 -2. 66081 | =3.71998 | 1. 63E-09 | 8. 50E-08
MYEOV —-1.92506 | 2.41056 . 69E-09 | 8. 82E-08
C8orf88 1. 249829 | —1. 34885 | 1. T0E-09 | 8. 82E-08
CITED1 1.110832 | -1.86011 | 1. 72E-09 | 8. 90E-08
SPINK4 2.438251 | —=1.61547 | 1. 73E-09 | 8. 97E-08
PAX7 2.984168 | =3.68898 | 1. 77TE-09 | 9. 14E-08
SERPINB3 3.434577 | 0. 56734 | 1. 81E-09 | 9. 31E-08
SYNGR4 1. 189556 | —1.56446 | 1. 81E-09 | 9. 33E-08
VSTM5 1. 117533 | —2. 55898 | 1. 82E-09 | 9. 34E-08
CRHR1 3.221434 | —2. 56491 | 1. 83E-09 | 9. 37E-08
GDAP1L1 1.709645 | —2.1992 . 92E-09 | 9. 81E-08




CPA2 3.280108 | 2. 363037 | 1. 93E-09 | 9. 85E-08
LINCO1511 2.533904 | —2. 80868 | 1. 94E-09 | 9. 87E-08
RASSF9 1.33547 | 1. 531458 | 1. 96E-09 | 9. 95E-08
GRM4 1. 708151 | =2. 26964 | 1. 96E-09 | 9. 95E-08
PSG4 2.048711 | =3. 36807 | 1. 96E-09 | 9. 96E-08
CEACAMG 2.722411 | 1.93121 . 99E-09 | 1. 01E-07
LINCO1158 2. 805278 | —4. 18994 | 2. 05E-09 | 1. 04E-07
PRSS22 2. 085536 | 0. 842221 | 2. 06E-09 | 1. 04E-07
TH2LCRR 1.167124 | =2.96349 | 2. 16E-09 | 1. 09E-07
PI3 1.739084 | 1. 740118 | 2. 19E-09 | 1. 10E-07
ZFP42 2.95667 | =3.72055 | 2. 22E-09 | 1. 11E-07
AL451074.1 1.38123 | -3.32693 | 2. 23E-09 | 1. 11E-07
OMG 1.637855 | —0.2673 . 26E-09 | 1. 13E-07
AL137145.2 1. 238688 | —1.99947 | 2. 29E-09 | 1. 14E-07
SHOX2 1.291901 | -1. 07293 | 2. 30E-09 | 1. 14E-07
AC104117.4 2.8905 | —4.07512 | 2. 33E-09 | 1. 15E-07
INSL4 2.71209 | -3.77605 | 2. 34E-09 | 1. 16E-07
TPH1 1. 094304 | —-1. 40852 | 2. 36E-09 | 1. 17E-07
CHST6 1. 252886 | —1. 70865 | 2. 39E-09 | 1. 18E-07
CACNA1G 1. 44548 | -2. 59126 | 2. 44E-09 | 1. 20E-07
NKX6-3 3.580992 | —-0.91291 | 2. 49E-09 | 1. 22E-07
NXNLZ2 1. 359364 | =3. 02768 | 2. 57E-09 | 1. 26E-07
LINC01480 —-1. 56462 | 0.46506 .61E-09 | 1. 28BE-07
PSGY 2. 358867 | =3.29304 | 2. 64E-09 | 1. 29E-07
CDKN1C 1. 125965 | 3. 063589 | 2. 67E-09 | 1. 30E-07
PICSAR 2. 587635 | —2.76246 | 2. 70E-09 | 1. 31E-07
PASD1 3.413318 | 2. 66676 | 2. 72E-09 | 1. 32E-07
AC013444.1 2. 235863 | —3. 04386 | 2. 74E-09 | 1. 33E-07
AL445183. 2 1. 440957 | —1. 30633 | 2. 8OE-09 | 1. 35E-07




GRM3 2.043855 | =2. 01963 | 2. 87E-09 | 1. 38E-07
KRT8P40 1.796438 | —4. 03357 | 2. 95E-09 | 1. 42E-07
KTAA1644 1.416024 | —1. 06484 | 2. 99E-09 | 1. 44E-07
STAC2 1.947098 | =2. 27181 | 3. 03E-09 | 1. 45E-07
AP001542. 1 1.77644 | -3.90992 | 3. 16E-09 | 1. 51E-07
SDR16C5 2.663838 | —1. 73696 | 3. 17E-09 | 1. 51E-07
NLRP2 1.520617 | 0. 732943 | 3. 18E-09 | 1. 52E-07
KRT80 1.545518 | 2.21913 . 19E-09 | 1. 52E-07
SEMA3E 2. 222489 | 0. 842682 | 3. 20E-09 | 1. 52E-07
PCDHB17P 1.560154 | 3. 23404 | 3. 30E-09 | 1. 56E-07
LCN15 2.210868 | —2.4082 . 37E-09 | 1. 60E-07
LINCO1317 1.962122 | =3.86078 | 3. 46E-09 | 1. 64E-07
TUBB3 1.330447 | —1. 24542 | 3. 50E-09 | 1. 65E-07
XKR7 —2.18555 | =3.49447 | 3. 50E-09 | 1. 65E-07
AC006967. 3 —-2.3777 | —4.13089 | 3. 62E-09 | 1. T0E-07
MSMB 1.615046 | -0. 72955 | 3. 64E-09 | 1. T0E-07
HEMGN -1.82607 | =3. 33212 | 3. 67E-09 | 1. 72E-07
TBX5 2.207793 | —3.46242 | 3. 7T0E-09 | 1. 7T3E-07
SLC5A7 2.460713 | —3. 88207 | 3. 76E-09 | 1. 75E-07
NEFH 1. 256087 | 0. 180181 | 3. 78E-09 | 1. 7T6E-07
PLAC9 1. 064551 | 2. 312365 | 3. 88E-09 | 1. 80E-07
AP001803. 2 3. 223797 | —4. 15231 | 3. 88E-09 | 1. 80E-07
PPY 2. 287702 | —3. 33381 | 3. 90E-09 | 1. 81E-07
PPP1R14C 2.009847 | —0. 20359 | 3. 96E-09 | 1. 83E-07
AL109807.1 3. 216605 | 3. 92013 | 3. 97E-09 | 1. 83E-07
SLC10A4 1. 388587 | —2. 85857 | 4. 02E-09 | 1. 85E-07
ARHGEF38 1.250189 | 0. 180071 | 4. 02E-09 | 1. 85E-07

LCT 1.529773 | —3. 54985 | 4. 27E-09 | 1. 96E-07

IGKV1D-42 —-2.55044 | —2. 15823 | 4. 44E-09 | 2. 04E-07




VWASB2 1. 190324 | -0. 83432 | 4. 46E-09 | 2. 04E-07
LYPD6B 1. 922306 | 0. 448064 | 4. 48E-09 | 2. 05E-07
VSIG8 1. 355674 | =3. 53545 | 4. 51E-09 | 2. 06E-07
FSCN2 1. 072743 | =2. 35377 | 4. 65E-09 | 2. 12E-07
AL162574. 2 1.395447 | =3.90306 | 4. 66E-09 | 2. 12E-07
FRMD1 1. 535681 | -0. 76828 | 4. 73E-09 | 2. 15E-07
NKX2-1 2.663337 | =3.62779 | 4. 83E-09 | 2. 19E-07
AC021092. 1 1. 031516 | =2. 70399 | 4. 85E-09 | 2. 19E-07
SYCN 2.695023 | —4. 14865 | 4. 88E-09 | 2. 21E-07
SLCIA6 1.791978 | =3. 76657 | 4. 90E-09 | 2. 21E-07
LHX2 1. 125844 | 0. 192213 | 5. 12E-09 | 2. 30E-07
DMRTAZ2 1.868072 | —3. 8256 . 30E-09 | 2. 38E-07
NTS 2.7423 | 7.300359 | 5. 31E-09 | 2. 38E-07
MTCYBP35 1. 434539 | =2. 79779 | 5. 37E-09 | 2. 41E-07
RGS22 1. 565018 | =2. 94997 | 5. 43E-09 | 2. 43E-07
ARST 1. 153423 | 0. 434498 | 5. 68E-09 | 2. 54E-07
GRIN3B 1. 154622 | —2. 09662 | 5. 82E-09 | 2. 59E-07
WNT7B 1.993746 | 0. 775993 | 5. 88E-09 | 2. 61E-07
AC020637. 1 2.488234 | —3.41862 | 5. 90E-09 | 2. 62E-07
PMATP1 1. 060142 | 0. 068313 | 5. 96E-09 | 2. 64E-07
HMGB1P38 2. 540727 | —3. 88365 | 6. 14E-09 | 2. 7T1E-07
TLR10 1.289303 | -0.115 . 46E-09 | 2. 85E-07
SLC5A8 2.174447 | =3.99726 | 6. 7T1E-09 | 2. 94E-07
AL355312. 3 1. 777699 | —4. 16461 | 6. T1E-09 | 2. 94E-07
ISL1 2. 542527 | =3. 39804 | 6. 92E-09 | 3. 02E-07
RNU6-1161P 1. 86457 | —4.00246 | 7. 17E-09 | 3. 12E-07
AL121949. 2 1.843953 | —2.60165 | 7. 19E-09 | 3. 13E-07
LINC01541 2.951552 | —=3.91283 | 7. 83E-09 | 3. 39E-07
ROPNIL 1. 044343 | —2. 44796 | 8. 40E-09 | 3. 62E-07




TREML2 1. 35851 | —1.92485 | 8. 40E-09 | 3. 62E-07
VIT 1.83063 | -3. 71308 | 8.48E-09 | 3. 65E-07
AL356274. 2 2.282203 | —4. 06191 | 8. 54E-09 | 3. 67E-07
CCL26 1. 380545 | —1. 25338 | 8. 64E-09 | 3. T1E-07
HHTP-AS1 1.498957 | -1.11016 | 8. 80E-09 | 3. 7T6E-07
AC107396. 1 —-2. 53681 | =3. 77816 | 8. 87TE-09 | 3. 78E-07
SLCO4A1-AS1 2.167714 | —1. 27357 | 9. 02E-09 | 3. 83E-07
PTF1A 2.752021 | 2. 22507 | 9. 03E-09 | 3. 83E-07
POU3F3 2. 446379 | —3. 26607 | 9. 08E-09 | 3. 85E-07
HPSE2 1.509391 | =2.54716 | 9. 39E-09 | 3. 97E-07
NXPH4 1. 367089 | 2.629221 | 9. 43E-09 | 3. 98E-07
ELFN1-AS1 1.883473 | =0.07745 | 9. 53E-09 | 4. 01E-07
CASC8 1. 668383 | —1. 98499 | 9. 64E-09 | 4. 05E-07
AC010478.1 2.22917 | -4.03128 | 9. 75E-09 | 4. 09E-07
AC006058. 3 2.9571869 | —3.8576 . 98E-09 | 4. 18E-07
ENTPD3 1. 56558 | —1. 18479 | 1. 02E-08 | 4. 25E-07
CDHR1 -1.38969 | 0. 076908 | 1. 04E-08 | 4. 35E-07
LAMC2 1. 550955 | 2.897193 | 1. 05E-08 | 4. 36E-07
LEFTY1 1.380169 | 0. 578149 | 1. 07E-08 | 4. 44E-07
IGFL2 1.642422 | 2. 87131 | 1. 08E-08 | 4. 46E-07
AL049870. 3 1.202097 | 3. 28008 | 1. 12E-08 | 4. 60E-07
DIRAS2 1.653259 | 0. 438576 | 1. 14E-08 | 4. 67E-07
RCOR2 1.245168 | —0. 14508 | 1. 15E-08 | 4. 74E-07
CDH18 2.424289 | 2. 25767 | 1. 16E-08 | 4. 7T6E-07
FXYD3 1.628371 | 3. 055529 | 1. 17E-08 | 4. 7T9E-07
TRIM72 -1.53166 | —0.86184 | 1. 20E-08 | 4. 92E-07
CHRNA1 1.870282 | —0. 52494 | 1. 25E-08 | 5. 08E-07
ADGRE3 1.396678 | —2. 26342 | 1. 27E-08 | 5. 15E-07
AC112198. 2 1.291026 | —2. 91289 | 1. 29E-08 | 5. 22E-07




AL021940. 1 —-1.89195 | =2. 39458 | 1. 31E-08 | 5. 29E-07
SRPX2 1.007789 | 2.3106 . 38E-08 | 5. 57E-07
U82695. 1 2.220877 | =2.95752 | 1. 40E-08 | 5. 64E-07
FNDC11 1.197773 | =3. 15385 | 1. 41E-08 | 5. 65E-07
KCNH1 1.345323 | =2.60454 | 1. 41E-08 | 5. 65E-07
SYNPOZL 1.283618 | =3. 03782 | 1. 45E-08 | 5. SOE-07
MIA 1.309414 | -3. 08317 | 1. 46E-08 | 5. 82E-07
SLCHA12 —-1.9087 | 0.939805 | 1. 49E-08 | 5. 95E-07
SPRR3 2.514434 | -2.21053 | 1. 50E-08 | 5. 97E-07
PTHLH 1.483389 | 1.67059 . 52E-08 | 6. 03E-07
CDCP1 1. 219181 | 2. 198465 | 1. 63E-08 | 6. 43E-07
ATP2C2 1.653223 | 0. 31637 | 1. 68E-08 | 6. 60E-07
LYG2 1. 108535 | —2. 33881 | 1. 7T0E-08 | 6. 68E-07
DDN 1. 245821 | =2.43721 | 1. 73E-08 | 6. 7T8E-07
CALB2 1. 563351 | —1. 85766 | 1. 74E-08 | 6. SOE-07
PCDHA1 1. 885826 | —0. 24227 | 1. 80E-08 | 7. 02E-07
BX679664. 1 -1.21372 | -2.89763 | 1. 82E-08 | 7. 11E-07
FER1L5 1.129322 | =1. 53777 | 1. 87E-08 | 7. 30E-07
Cborf222 1.996283 | -0.81371 | 1. 91E-08 | 7. 41E-07
FNDC10 1. 043939 | 1.658808 | 1. 91E-08 | 7. 41E-07
AGR3 2.276485 | —1.79546 | 1. 94E-08 | 7. 52E-07
BACE2 1.173914 | 5. 245394 | 1. 96E-08 | 7. 57E-07
AC009078. 2 1. 224635 | =3. 71958 | 1. 97E-08 | 7. 61E-07
ZG16B 1.461887 | 0. 980562 | 1. 98E-08 | 7. 63E-07
STK32A 1.239003 | —1.80411 | 2. 01E-08 | 7. 74E-07
TMEM52B -1.65741 | -0.67452 | 2. 01E-08 | 7. 74E-07
OLFM1 1.134724 | 1. 810764 | 2. 05E-08 | 7. 86E-07
AC022509. 1 1.854731 | —3.84537 | 2. 0BE-08 | 7. 98E-07
KCNS2 1.593447 | —2. 81086 | 2. 10E-08 | 8. 04E-07




AP003355. 2 2.008217 | =3.59075 | 2. 13E-08 | 8. 14E-07
SUSD5 1.278925 | 0. 02027 | 2. 16E-08 | 8. 23E-07
MYH7 —-2.01009 | =3. 20866 | 2. 17TE-08 | 8. 25E-07

AC124798. 1 1.041733 | 0.68942 . 18E-08 | 8. 25E-07
HS6ST2 1.936776 | 1. 489047 | 2. 18E-08 | 8. 25E-07
HS6ST3 1.906307 | —2. 49389 | 2. 22E-08 | 8. 38E-07
ZNF208 1.212622 | -0. 96942 | 2. 25E-08 | 8. 47E-07
PTN 1. 086753 | 1.600318 | 2. 26E-08 | 8. 51E-07

AL669970. 1 2.334535 | —=3.95435 | 2. 35E-08 | 8. 84E-07
ATP1A2 -1.31238 | 2. 096706 | 2. 41E-08 | 9. 05E-07
GRINZA 1.622961 | 0. 445592 | 2. 44E-08 | 9. 13E-07
PCDHB7 1.039639 | 0. 134078 | 2. 45E-08 | 9. 13E-07
CELF4 1. 159935 | -1. 36271 | 2. 46E-08 | 9. 16E-07
KRBOX1 1.176995 | -1. 76156 | 2. 50E-08 | 9. 30E-07
AQP10 2.001701 | —0. 39829 | 2. 59E-08 | 9. 56E-07

EGLN3-AS1 2.167549 | =3.80203 | 2. 59E-08 | 9. 56E-07

LINC01561 1.978139 | -3.2674 | 2. 63E-08 | 9. T0E-07

AC106799. 3 1.981781 | =3.99967 | 2. 66E-08 | 9. SOE-07
B3GNT6 2.3306 | -3.92998 | 2. T4E-08 | 1. 01E-06

RPLPOP2 1.110309 | —0.4115 . 76E-08 | 1. 01E-06
MIR137HG 2. 144605 | =3. 73211 | 2. 83E-08 | 1. 04E-06
SCIN 1. 109383 | 0. 12001 | 2. 86E-08 | 1. 05E-06
ORAOV1 —-1. 00057 | 4. 367275 | 2. 99E-08 | 1. 09E-06
GULP1 1. 382326 | 1. 857838 | 2. 99E-08 | 1. 09E-06
KRT16P1 —2. 49876 | —3. 45621 | 3. 02E-08 | 1. 10E-06
PGLYRP4 1.614889 | -3.529 . 12E-08 | 1. 13E-06

AC091806. 1 1.179085 | =3. 07087 | 3. 12E-08 | 1. 13E-06
SLCBAZ 1.269088 | —2. 37348 | 3. 23E-08 | 1. 17E-06
CLIC3 1. 10059 | 0.469718 | 3. 33E-08 | 1. 20E-06




ACO019155. 3 2.769263 | —3.6678 . 33E-08 | 1. 20E-06
DLX5 1.637633 | —1. 00893 | 3. 53E-08 | 1. 27E-06
AC002480. 4 2.739465 | =3. 53593 | 3. 53E-08 | 1. 27E-06
LINC02051 2.237294 | —4. 16826 | 3. 56E-08 | 1. 28E-06
GSDMC 1.182166 | —0. 65458 | 3. 57E-08 | 1. 28E-06
SPATA22 1. 776851 | =3. 44087 | 3. 62E-08 | 1. 30E-06
IGKV3D-20 1.964639 | 0.51682 . 73E-08 | 1. 33E-06
AC105446. 1 1. 645321 | —1. 71246 | 3. 75E-08 | 1. 34E-06
PITPNM2-AS1 2.531414 | -0. 60895 | 3. 91E-08 | 1. 40E-06
SLC22A10 -1. 03732 | 4. 308346 | 4. 04E-08 | 1. 44E-06
BHLHE41 1.041712 | 1. 885806 | 4. 10E-08 | 1. 46E-06
GPR87 1. 948365 | =3.67911 | 4. 28E-08 | 1. 52E-06
CRABP2 1. 073656 | 0.57388 . 29E-08 | 1. 52E-06
EMX20S 1.405368 | —3.0928 .61E-08 | 1. 63E-06
AP002472. 1 1. 47186 | —4.02338 | 4. 66E-08 | 1. 64E-06
LINC01143 1.940326 | -3. 96441 | 4. 79E-08 | 1. 69E-06
NROB1 2.411878 | —0. 22743 | 4. 81E-08 | 1. 69E-06
ABHD11-AS1 1.21985 | -2. 19759 | 4. 85E-08 | 1. 70E-06
HOXD10 1.460292 | -1. 11023 | 5. 04E-08 | 1. 77E-06
ADAM18 2.355703 | —4. 10675 | 5. 22E-08 | 1. 83E-06
NAT16 1.418671 | —1.45607 | 5. 39E-08 | 1. 88E-06
Cl4orf39 1.948874 | -3.9759 .49E-08 | 1. 91E-06
AC027288. 3 1. 249771 | —2. 36576 | 5. 57E-08 | 1. 94E-06
TRAT1 -1. 05814 | 0. 38213 | 5. 60E-08 | 1. 94E-06
SVOPL 1.550163 | =3. 17415 | 5. 68E-08 | 1. 97E-06
NKPD1 1. 142087 | —2. 48086 | 5. 68E-08 | 1. 97E-06
CDH10 2.612427 | —1. 12942 | 5. 87E-08 | 2. 03E-06
LINC01090 2.023456 | 4. 03964 | 5. 90E-08 | 2. 03E-06
HMX1 2.663906 | —3. 38948 | 5. 91E-08 | 2. 03E-06




CD70 1. 156573 | —1. 14669 | 5. 94E-08 | 2. 04E-06
CYP1B1 1.101586 | 5. 013579 | 6. 10E-08 | 2. 09E-06
MYL3 —-1. 32855 | =0. 28415 | 6. 11E-08 | 2. 09E-06
SLCO4A1 1. 132897 | 1. 036539 | 6. 14E-08 | 2. 10E-06
AC148476. 1 1.62371 | -1.75238 | 6. 17E-08 | 2. 10E-06
HSPA7 1.051914 | 1. 885283 | 6. 25E-08 | 2. 13E-06
AC107067. 1 1.744449 | 3. 62823 | 6. 62E-08 | 2. 25E-06
FLJ42969 1. 659609 | —3. 85333 | 6. 82E-08 | 2. 31E-06
CTTNBP2 1.32182 | 1.631412 | 6. 84E-08 | 2. 31E-06
CTRC 1.264483 | -3.10622 | 7. 15E-08 | 2. 41E-06
AC002401. 4 1.444025 | -3.7203 . 20E-08 | 2. 42E-06
ST18 1.503795 | -1.60052 | 7. 27E-08 | 2. 44E-06
TRX2 1. 627662 | —2. 97047 | 7. 29E-08 | 2. 44E-06
SLC34A2 2.131115 | 4. 184032 | 7. 33E-08 | 2. 45E-06
AC026336. 3 3. 245495 | 2. 25597 | 7. 42E-08 | 2. 48E-06
CRH 2.404712 | —=3. 09838 | 7. 49E-08 | 2. 50E-06
KIAA1549L 1.304178 | =0. 76266 | 7. T4E-08 | 2. 56E-06
LINC01665 2.410065 | —4. 10421 | 7. 84E-08 | 2. 59E-06
KRT81 1.369441 | =0.70195 | 7. 97E-08 | 2. 63E-06
LINC01269 1. 456539 | —2. 40425 | 8. 16E-08 | 2. 68E-06
DSG1-AS1 1.811589 | =3.83787 | 8. 30E-08 | 2. 72E-06
PCDHGAS8 1. 067467 | —1.69037 | 8. 37E-08 | 2. 74E-06
ANGPT4 1.515265 | —1. 25624 | 8. 40E-08 | 2. 75E-06
ACSBG1 1.237335 | —1. 29194 | 8. 44E-08 | 2. 76E-06
POU4F1 1.745109 | —2.98254 | 8. 47E-08 | 2. 7T7E-06
DLL3 1. 779248 | —2. 41187 | 8. 59E-08 | 2. 80E-06
NUP210L 1.231004 | —2. 44707 | 8. 7T3E-08 | 2. 84E-06
TRH 2.184599 | —3. 27961 | 8. 91E-08 | 2. 90E-06
Cllorf53 2.472574 | —1. 38462 | 9. 16E-08 | 2. 97E-06




OR13A1 1.753921 | =2. 89601 | 9. 16E-08 | 2. 97E-06
ARX 1.965312 | =2.96479 | 9. 28E-08 | 3. 00E-06
OR7TE28P 2.916226 | —4. 01015 | 9. 33E-08 | 3. 02E-06
AC005858. 1 2.122607 | =0. 53753 | 9. 47E-08 | 3. 06E-06
UGT2B26P 1. 122851 | —2. 44816 | 9. 55E-08 | 3. 08E-06
SYN2 1.219131 | =1. 80663 | 9. 90E-08 | 3. 19E-06
CD164L2 1.838238 | —3.82164 | 9. 97E-08 | 3. 21E-06
CCL7 1.723015 | =3. 73081 | 1. 00E-07 | 3. 22E-06
AC087499. 3 1.632302 | =3.96154 | 1. 03E-07 | 3. 30E-06
HOXB-AS4 2.166453 | —4. 22478 | 1. 06E-07 | 3. 38E-06
LINC01589 1.757172 | —1.5825 . 10E-07 | 3. 48E-06
AC007278.1 -1. 08837 | =3.63056 | 1. 10E-07 | 3. 49E-06
NTRK2 1. 420005 | 1.890866 | 1. 11E-07 | 3. 51E-06
TAC1 -2.68049 | -2.16472 | 1. 13E-07 | 3. 57E-06
DPY19L2P1 1. 254162 | =3. 22015 | 1. 14E-07 | 3. 59E-06
Clorf158 1.997164 | -2. 64844 | 1. 16E-07 | 3. 63E-06
AC061975. 6 2.396 | -1.17377 | 1. 17E-07 | 3. 66E-06
LINC00601 2.421339 | —2.80684 | 1. 19E-07 | 3. 73E-06
ASIC4 1.204459 | -3.3514 | 1. 22E-07 | 3. 80E-06
DEFA5 —-3.57967 | 2. 00121 | 1. 22E-07 | 3. 81E-06
AL353751.1 1. 036987 | =3. 10215 | 1. 24E-07 | 3. 85E-06
LIF 1. 062354 | 2. 663044 | 1. 31E-07 | 4. 07E-06
AC018712.1 1.515765 | =3. 20103 | 1. 32E-07 | 4. 08E-06
NANOS3 1. 005577 | =2.94803 | 1. 33E-07 | 4. 11E-06
S0X14 3.051958 | 2. 74991 | 1. 33E-07 | 4. 12E-06
HEPACAMZ2 1. 773104 | =2. 28552 | 1. 36E-07 | 4. 20E-06
AP005229. 1 2.911016 | —4. 01242 | 1. 41E-07 | 4. 33E-06
NTRK1 1.062482 | —2. 14735 | 1. 41E-07 | 4. 34E-06
FLJ16779 —-2.07496 | -2. 45904 | 1. 41E-07 | 4. 34E-06




OVOL2 1. 618869 | —0. 88663 | 1. 43E-07 | 4. 39E-06
PNCK 2.032182 | 2. 163788 | 1. 46E-07 | 4. 48E-06
PNMAZ2 1. 040584 | 0. 258628 | 1. 47E-07 | 4. 49E-06
RPL29P19 1. 025556 | =2. 51378 | 1. 48E-07 | 4. 52E-06
AC005730. 2 1.710674 | =2.96335 | 1. 51E-07 | 4. 59E-06
FAM69C 1.161972 | =0.94795 | 1. 51E-07 | 4. 59E-06
TNS4 1.194584 | -1.41561 | 1. 52E-07 | 4. 63E-06
AC010980. 1 1.503545 | =2. 87935 | 1. 53E-07 | 4. 63E-06
MSTIR 1. 13811 | 1.600092 | 1. 53E-07 | 4. 64E-06
KY 1. 396683 | —3.45919 | 1. 54E-07 | 4. 67E-06
PQLC2L 1.806298 | —1. 65641 | 1. 56E-07 | 4. 69E-06
KCNV1 2.132226 | -3.83126 | 1. 57E-07 | 4. 72E-06
LINCO1788 2.234695 | —4. 07806 | 1. 64E-07 | 4. 90E-06
AC091230. 1 1.909819 | -3.88771 | 1. 64E-07 | 4. 92E-06
AC109780. 2 2.117664 | —4. 21864 | 1. 67E-07 | 5. 00E-06
ANKRD62 1.410793 | =3. 75351 | 1. 70E-07 | 5. 07E-06
MSLNL 2.098327 | —4.08932 | 1. 72E-07 | 5. 12E-06
ENTHD1 —-1.81142 | =2. 97633 | 1. 77E-07 | 5. 26E-06
KIF1A 1.611057 | 2. 793371 | 1. 84E-07 | 5. 44E-06
LINCO1615 1. 180433 | —2.4183 . 85E-07 | 5. 47E-06
IL31RA 1.431784 | =2.22935 | 1. 87E-07 | 5. 52E-06
ARHGAP31-AS1 1.213934 | -3.52188 | 1. 88E-07 | 5. 55E-06
HNRNPA1P33 1.411508 | —4.0037 . 88E-07 | 5. 55E-06
LINCO1358 1.570929 | -2.96704 | 1. 91E-07 | 5. 63E-06
IGFL3 2.245748 | 4. 20388 | 1. 92E-07 | 5. 63E-06
PRSS12 1.332432 | 1. 105845 | 1. 92E-07 | 5. 64E-06
SPINT3 2.474985 | —3. 91413 | 2. 04E-07 | 5. 94E-06
AC109454. 1 1.002552 | —3. 54862 | 2. 04E-07 | 5. 95E-06
TSPAN19 1. 938362 | —4. 05455 | 2. 07E-07 | 6. 02E-06




GPRIN2 1.912364 | -0. 73163 | 2. 08E-07 | 6. 06E-06
OLR1 -1.35221 | 1. 378404 | 2. 18E-07 | 6. 32E-06
FHOD3 1.243691 | 1.304422 | 2. 21E-07 | 6. 37E-06
ACO013439. 1 1.170145 | =2. 99424 | 2. 33E-07 | 6. 68E-06
ETF4E2P2 2.031062 | =3. 96556 | 2. 36E-07 | 6. T6E-06
S100A2 1.076319 | 0. 13662 | 2. 38E-07 | 6. SOE-06
IGLV10-54 -1.74702 | 0. 45206 | 2. 45E-07 | 6. 99E-06
SLC8A1-AS1 1. 267895 | —3.7545 . 49E-07 | 7. 09E-06
CLC 2.270576 | =3.26709 | 2. 57E-07 | 7. 29E-06
HTR2C 2.232631 | 2. 39842 | 2. 60E-07 | 7. 36E-06
LINCO1477 -3. 06266 | —3. 06267 | 2. 66E-07 | 7. 49E-06
SLC22A2 -1.36128 | —1.4272 . T1E-07 | 7. 63E-06
ABCB5 1.916996 | 0. 53561 . T2E-07 | 7. 64E-06
FAM205A 1.664424 | -4. 04374 | 2. 85E-07 | 7. 99E-06
AC104009. 1 1.547372 | =3. 98681 | 2. 87TE-07 | 8. 04E-06
AP002957. 1 1.823144 | =3.90791 | 2. 91E-07 | 8. 14E-06
AL158839.1 1.32598 | -3.5348 . 95E-07 | 8. 23E-06
EPHAS 2. 385736 | —2.22275 | 3. 03E-07 | 8. 43E-06
FOXD3 2.003075 | —3.65283 | 3. 08E-07 | 8. 57E-06
LINC01037 2.03673 | —4.01176 | 3. 12E-07 | 8. 65E-06
CPEB1-AS1 1. 331451 | —4. 09544 | 3. 19E-07 | 8. 84E-06
AL359091. 4 1. 070056 | =3. 19271 | 3. 20E-07 | 8. 86E-06
AC105999. 2 2.601971 | -3.6762 . 24E-07 | 8. 97E-06
PTPRR 1.022934 | -1. 30413 | 3. 25E-07 | 8. 99E-06
HOXB13 2.07292 | -0.22949 | 3. 26E-07 | 9. 00E-06
FAM83F 1.427001 | 0. 649782 | 3. 30E-07 | 9. 09E-06
DLGAP2 —-1. 40732 | —2. 22348 | 3. 36E-07 | 9. 25E-06
CALHM3 1.539312 | —4. 08458 | 3. 42E-07 | 9. 43E-06
LINC00461 1.721775 | =3. 82115 | 3. 44E-07 | 9. 46E-06




HTRIF 1.316036 | =3. 47118 | 3. 44E-07 | 9. 47E-06
AC009163. 6 1.828431 | =3.57821 | 3. 47E-07 | 9. 52E-06
KRT85 —-1.63165 | =0. 65145 | 3. 53E-07 | 9. 67E-06
AC006058. 1 1.666531 | =2. 77941 | 3. 53E-07 | 9. 67E-06
L1CAM 1.198182 | =0.62961 | 3. 57E-07 | 9. 75E-06
AC244157. 2 1.878332 | =3. 29135 | 3. 59E-07 | 9. 80E-06
S0X2 1. 833202 | 0. 20557 | 3. 60E-07 | 9. 83E-06
SPANXB1 2.218656 | =3.64877 | 3. 61E-07 | 9. 83E-06
COX6B2 -1.2231 | -2.18367 | 3. 73E-07 | 1. 01E-05
SERTM1 2.50775 | =3.75063 | 3. 75E-07 | 1. 02E-05
AC125238. 1 —-2.31308 | =3. 82222 | 3. 84E-07 | 1. 04E-05
AL136529. 1 2.377091 | —4. 09313 | 3. 85E-07 | 1. 04E-05
SEMA3A 1. 037939 | 0.37585 . 95E-07 | 1. 07E-05
AC092723. 1 1.67702 | -4.08112 | 4. 05E-07 | 1. 09E-05
GJB4 1.702554 | -2. 43134 | 4. 08E-07 | 1. 10E-05
AC100757. 2 —-2.31864 | —3. 73686 | 4. 14E-07 | 1. 11E-05
ALAS2 -1.20583 | —-1.82298 | 4. 14E-07 | 1. 11E-05
ELOVL3 1. 178208 | —1. 49834 | 4. 19E-07 | 1. 12E-05
ANO4 1.076595 | =1. 37199 | 4. 30E-07 | 1. 15E-05
CNTN1 2.096119 | 2. 059289 | 4. 37E-07 | 1. 17E-05
CYYR1-AS1 1.605708 | —4. 08655 | 4. 41E-07 | 1. 18E-05
AC107886. 1 2.020929 | -4.2137 .46E-07 | 1. 19E-05
TEKT2 1.094365 | —2. 48858 | 4. 57E-07 | 1. 21E-05
AL590644. 1 1.660614 | —4. 07541 | 4. 67E-07 | 1. 24E-05
AFAP1-AS1 1.690394 | 2. 964108 | 4. 7T2E-07 | 1. 25E-05
KLC3 1.294328 | 0. 32994 | 4. T4E-07 | 1. 25E-05
A4GNT 1.890257 | —0. 93626 | 4. 7T6E-07 | 1. 25E-05
NTF4 1.821724 | =3. 94438 | 4. 98E-07 | 1. 31E-05
AC006372. 3 1.679162 | =4. 03182 | 5. 00E-07 | 1. 31E-05




Cl10orf9l 1. 89567 | —0.82956 | 5. 18E-07 | 1. 35E-05
ADGRF2 1.571761 | —4.16997 | 5. 64E-07 | 1. 46E-05
ACO015722. 2 2.168792 | 3. 26884 | 5. 65E-07 | 1. 46E-05
ARMC3 1. 44181 | =3. 17805 | 5. 93E-07 | 1. 53E-05
PCDH10 1.396798 | =3. 18155 | 5. 93E-07 | 1. 53E-05
RGS6 1.091192 | —-1. 21094 | 5. 94E-07 | 1. 53E-05
LRP4 1.007068 | 2. 050393 | 5. 95E-07 | 1. 53E-05
GRP 1.768642 | 2. 91285 | 6. 08E-07 | 1. 57E-05
RTL1 2.424416 | 0. 131376 | 6. 09E-07 | 1. 57E-05
CHRM4 1. 198707 | =3. 15568 | 6. 11E-07 | 1. 57E-05
AP002852. 2 1.438514 | =3.79435 | 6. 26E-07 | 1. 60E-05
SLC6AS 2.017837 | =4.10315 | 6. 28E-07 | 1. 61E-05
SOHLH1 2.202199 | —1. 24527 | 6. 30E-07 | 1. 61E-05
TBC1D26 —-1. 96296 | —4. 05692 | 6. 32E-07 | 1. 62E-05
NUS1P2 1.830934 | =3. 77505 | 6. 40E-07 | 1. 63E-05
FMN2 1.904875 | =1. 19539 | 6. 40E-07 | 1. 63E-05
GS1-24F4.2 1.483188 | =3.88737 | 6. 42E-07 | 1. 64E-05
AC245041. 2 1. 430356 | 0.00681 . 43E-07 | 1. 64E-05
KLK15 2.036027 | —3.37861 | 6. 49E-07 | 1. 65E-05
UNC13C 1. 479889 | =3. 33399 | 6. 7T7E-07 | 1. T1E-05
CYP3A7 -1. 14189 | 7. 369135 | 6. 7T9E-07 | 1. 72E-05
AC130456. 3 1.61516 | -2.66213 | 6. 80E-07 | 1. 72E-05
FABPG6 1.709981 | —1. 08048 | 7. 03E-07 | 1. 77E-05
AC020928. 1 1.18485 | =2.07758 | 7. 08E-07 | 1. 78E-05
AC010980. 2 1.399296 | —2.99476 | 7. 13E-07 | 1. 79E-05
SCN3A 1.067283 | —1.9442 . 14E-07 | 1. 79E-05
AC068700. 1 1.401949 | =3.98777 | 7. 14E-07 | 1. 79E-05
ANKRD30BP3 2.272475 | =3.47902 | 7. 39E-07 | 1. 84E-05
CDK15 1.325754 | =2. 77236 | 7. 45E-07 | 1. 85E-05




HTR3A 1.897513 | =0. 00139 | 7. 48E-07 | 1. 86E-05
HOXD11 2.14998 | -2.98664 | 7. 48E-07 | 1. 86E-05
SPRRIA 2.067627 | =3.22913 | 7. 54E-07 | 1. 87E-05
EPN3 1.292095 | =0. 09265 | 7. 56E-07 | 1. 87E-05
DUOXA1 1.292983 | —1.64641 | 7. 58E-07 | 1. 88E-05
PROM2 1.390284 | 1. 265354 | 7. 60E-07 | 1. 88E-05
ITGBS8 1. 343376 | 1. 659558 | 7. 7T3E-07 | 1. 91E-05
MATN3 1.398283 | 1.902796 | 7. 74E-07 | 1. 91E-05
LINCO1913 1.677017 | —4. 06787 | 7. 74E-07 | 1. 91E-05
C200rf166-AS1 1. 528885 | —2.52543 | 7. 87E-07 | 1. 94E-05
SRRM3 1.21646 | 2. 025876 | 7. 99E-07 | 1. 96E-05
MAEL 1.498783 | 1. 598894 | 8. 01E-07 | 1. 96E-05
VTRNA1-2 1. 886084 | =3.96782 | 8. 07E-07 | 1. 97E-05
HSD3BP4 1.211879 | =3.51028 | 8. 09E-07 | 1. 98E-05
NATSL 1. 328556 | 1. 073363 | 8. 11E-07 | 1. 98E-05
SLC36A2 1.415398 | —3. 2609 . 21E-07 | 2. 00E-05
CCDC33 1.617904 | —4. 08356 | 8. 24E-07 | 2. 00E-05
SLC6A15 2.526002 | —0. 44295 | 8. 34E-07 | 2. 02E-05
KCNJ16 1. 779783 | 1. 174562 | 8. 37E-07 | 2. 03E-05
NPHS2 2.050495 | =3.93138 | 8. 45E-07 | 2. 05E-05
RS1 -1.07704 | —2. 84404 | 8. 46E-07 | 2. 05E-05
AC073544. 1 2.296079 | —4. 10797 | 8. 54E-07 | 2. 06E-05
GNRH2 —-1.51896 | —0. 87988 | 8. 56E-07 | 2. 06E-05
TFAP2A 1. 069567 | 1. 015212 | 8. 57E-07 | 2. 06E-05
HRH2 1.106974 | —1. 52137 | 8. 62E-07 | 2. 07E-05
LHFPL5 1.508162 | =3. 77913 | 8. 65E-07 | 2. 08E-05
SPIB 1.39305 | 1.558486 | 8. 73E-07 | 2. 09E-05
ZDHHC8P1 1.344628 | —1.40985 | 8. 84E-07 | 2. 12E-05
AL445183. 3 -1. 13778 | =1. 45077 | 8. 86E-07 | 2. 12E-05




Cl70rf99 1. 121432 | =3. 30379 | 9. 09E-07 | 2. 17E-05
AP005264. 5 1. 226404 | =3. 13728 | 9. 30E-07 | 2. 21E-05
AC025580. 1 1. 368098 | =2. 76222 | 9. 64E-07 | 2. 29E-05
AC008514. 1 1. 252639 | —2. 85848 | 9. 66E-07 | 2. 29E-05

TRPVE 1.568457 | 0.793384 | 1. 02E-06 | 2. 40E-05
AC005885. 1 2.217672 | =3.46613 | 1. 02E-06 | 2. 42E-05

RBBPSNL 1.972005 | —1. 35838 | 1. 04E-06 | 2. 45E-05

AC097358. 2 1. 326407 | 4. 10835 | 1. 04E-06 | 2. 45E-05
CHRNA9 1.76543 | -3. 86815 | 1. 07E-06 | 2. 50E-05
AL122058.1 2.257462 | —4.03234 | 1. 08E-06 | 2. 53E-05

USP32P3 1.1365 | -2.9411 . 10E-06 | 2. 57E-05

MYOSLID 1.078635 | =3.51601 | 1. 10E-06 | 2. 57E-05

FAM196B 1.70087 | =3.17244 | 1. 12E-06 | 2. 61E-05

PRPH 1.363015 | =3. 04789 | 1. 13E-06 | 2. 62E-05

LINC02184 2.269069 | —4. 25599 | 1. 13E-06 | 2. 63E-05
AC093702. 1 1. 751521 | =3. 86553 | 1. 17E-06 | 2. T1E-05
LINCO01435 -1.79639 | —4. 00987 | 1. 18E-06 | 2. 73E-05

XIRP1 1. 040791 | —2. 27457 | 1. 22E-06 | 2. 81E-05
KCTD16 1. 10946 | -2. 80253 | 1. 24E-06 | 2. 84E-05
KHDC1L 2.261073 | —3.1723 . 24E-06 | 2. 85E-05
AL358394. 1 2.271817 | =3.02717 | 1. 29E-06 | 2. 95E-05
LINC01694 1.318233 | -0. 71759 | 1. 31E-06 | 2. 98E-05
PI16 -1.16522 | =1.97705 | 1. 31E-06 | 2. 99E-05
DES 1. 366957 | 1. 354497 | 1. 32E-06 | 3. 00E-05
SPAG6 1.293899 | —2.63718 | 1. 33E-06 | 3. 03E-05
AL118508.1 1.36208 | =3.37689 | 1. 35E-06 | 3. 07E-05
PRAMEF8 -1. 68074 | —2. 27335 | 1. 38E-06 | 3. 12E-05
KRTAP7-1 2.527923 | —3. 45447 | 1. 45E-06 | 3. 25E-05
MSX2 1.354064 | —2. 22919 | 1. 49E-06 | 3. 33E-05




FREM1 1.390778 | 0.473743 | 1. 49E-06 | 3. 35E-05
STON1-GTF2A1L 1. 550019 | =3.80955 | 1. 53E-06 | 3. 42E-05
TMEM59L 1. 034065 | —1. 53139 | 1. 54E-06 | 3. 44E-05
AL512274. 1 1. 278055 | 2. 00385 | 1. 54E-06 | 3. 44E-05
FGF9 1. 547903 | =2. 52665 | 1. 57E-06 | 3. 50E-05
LINC02441 2.432531 | —4. 03875 | 1. 58E-06 | 3. 52E-05
GJB7 1.534196 | =3. 30101 | 1. 62E-06 | 3. 60E-05
RNU4-1 1. 053044 | —2. 66597 | 1. 63E-06 | 3. 63E-05
MAGEC3 2.119328 | 2. 22504 | 1. 65E-06 | 3. 66E-05
AC060834. 2 2.415914 | -3. 14532 | 1. 66E-06 | 3. 66E-05
ADTPOQ 2.429862 | -2. 07618 | 1. 67E-06 | 3. 68E-05
LINC00484 1. 026527 | =3.65953 | 1. 69E-06 | 3. 73E-05
IFNE 1.979665 | —4. 22193 | 1. 74E-06 | 3. 82E-05
UGTS8 1.434494 | -0.67514 | 1. 7T4E-06 | 3. 83E-05
VCX2 2.203917 | =3.40159 | 1. 77E-06 | 3. 89E-05
FAXC 1.292649 | —1.4043 . 78E-06 | 3. 92E-05
EPHAS8 1. 353189 | =3.80725 | 1. 7T9E-06 | 3. 94E-05
CYP24A1 1.841751 | =2. 56568 | 1. 81E-06 | 3. 96E-05
SFTPB 1. 383857 | —2.17204 | 1. 83E-06 | 4. 01E-05
AHNAK2 1. 189258 | 2. 708979 | 1. 88E-06 | 4. 10E-05
AC023090. 1 1.539524 | —-1.6389 .89E-06 | 4. 11E-05
LINCO1976 1. 700976 | —4. 02653 | 1. 89E-06 | 4. 12E-05
AMH 1.036409 | -0.53771 | 1. 91E-06 | 4. 15E-05
SCARAS —-1.34743 | 0. 481247 | 1. 93E-06 | 4. 19E-05
LGALS9DP 1.523011 | —4.07723 | 1. 94E-06 | 4. 20E-05
AC013275.1 1. 044941 | 0. 785737 | 1. 94E-06 | 4. 21E-05
TFAP2B 2.023343 | —3. 77445 | 1. 95E-06 | 4. 21E-05
CASKIN1 1.096989 | —1. 58239 | 1. 96E-06 | 4. 22E-05
UPK1A 1. 14587 | -0. 86827 | 1. 99E-06 | 4. 29E-05




AL451069. 3 1. 725573 | -2.1001 . 99E-06 | 4. 29E-05
AC093063. 1 1.762841 | 3. 54203 | 2. 02E-06 | 4. 34E-05
AC025524. 2 1. 477855 | =4. 03759 | 2. 11E-06 | 4. 53E-05
DLX4 1. 119886 | —1. 54407 | 2. 12E-06 | 4. 54E-05
C10orf82 1.531663 | —4. 08015 | 2. 19E-06 | 4. 69E-05
SPANXA2-0T1 1. 718082 | =3. 90201 | 2. 25E-06 | 4. SOE-05
TCEALS 2.02001 | —3.43402 | 2. 31E-06 | 4. 92E-05
KRT75 1.927293 | =3. 64555 | 2. 36E-06 | 5. 01E-05
AC007638. 1 -1.5251 | -4.01138 | 2. 36E-06 | 5. 01E-05
AL139095. 3 1.816488 | =3. 59633 | 2. 36E-06 | 5. 01E-05
GLB1L2 1. 087075 | 0. 248404 | 2. 37TE-06 | 5. 01E-05
Cborf132 1.191707 | 1.91864 | 2. 40E-06 | 5. 08E-05
DIRAS1 1. 221887 | 0.653744 | 2. 42E-06 | 5. 10E-05
PRSS33 1.67846 | —4. 18981 | 2. 44E-06 | 5. 15E-05
AC022509. 3 1. 152581 | =3. 21687 | 2. 45E-06 | 5. 15E-05
GABRG1 1.287251 | =2. 91063 | 2. 48E-06 | 5. 20E-05
PENK -2. 07586 | —3. 55834 | 2. 48E-06 | 5. 20E-05
LAMP5-AS1 2.310652 | 3. 7936 . 52E-06 | 5. 27E-05
MS4A15 1.988114 | 3. 36624 | 2. 53E-06 | 5. 30E-05
GACAT3 1. 948026 | —3. 89822 | 2. 58E-06 | 5. 39E-05
AJ239322.1 1.831739 | —4. 18392 | 2. 61E-06 | 5. 44E-05
TUBAL3 1.644161 | =3. 09606 | 2. T0E-06 | 5. 61E-05
AL138900. 2 2.073801 | —3. 49911 | 2. 76E-06 | 5. 73E-05
KRT19 1.496601 | 4. 657397 | 2. 80E-06 | 5. 7T9E-05
PCDHB3 1.062084 | —0. 13341 | 2. 85E-06 | 5. 89E-05
AC138305. 1 1.931986 | —4. 08615 | 2. 86E-06 | 5. 89E-05
MAGEA9 2.453124 | —4. 05818 | 2. 89E-06 | 5. 96E-05
LRRN4CL 1.260799 | —1.19234 | 2. 91E-06 | 6. 00E-05
WNT1 —-1.51081 | =2. 64511 | 2. 98E-06 | 6. 12E-05




LINC00970 1. 681826 | =3. 98006 | 3. 16E-06 | 6. 44E-05
IGHV1-58 1.900121 | —0. 23437 | 3. 18E-06 | 6. 48E-05
SFTA2 1. 647946 | —2. 4026 . 19E-06 | 6. 49E-05
782214. 2 1.68948 | -3.92108 | 3. 19E-06 | 6. 49E-05
AC068228. 2 -1.69471 | =3.99787 | 3. 23E-06 | 6. 55E-05
LINC02444 1.573083 | —4. 11654 | 3. 24E-06 | 6. 57E-05
AP000864. 1 1.273471 | =3.93254 | 3. 41E-06 | 6. 88E-05
PRDM13 2.056616 | =3. 91864 | 3. 44E-06 | 6. 93E-05
KRT16P6 1.902365 | =3.99941 | 3. 45E-06 | 6. 95E-05
TGFB2-AS1 1. 025781 | —2. 36343 | 3. 52E-06 | 7. 06E-05
RORB 1. 153231 | =1. 96199 | 3. 55E-06 | 7. 12E-05
AP002784. 1 1.023961 | 3. 37033 | 3. 64E-06 | 7. 27E-05
NEUROG3 1.479211 | —4.0338 . 64E-06 | 7. 27E-05
AC104819. 3 1.213095 | 3. 48859 | 3. 72E-06 | 7. 42E-05
GJB5 1.03775 | —1.83468 | 3. 73E-06 | 7. 42E-05
KRT15 1.573297 | =0. 77631 | 3. 82E-06 | 7. 58E-05
KRTAP19-5 2.120239 | -3. 82231 | 3. 83E-06 | 7. 60E-05
LINC01474 1. 118744 | 0. 739179 | 3. 83E-06 | 7. 60E-05
EFHC2 1. 255298 | =2. 07445 | 3. 84E-06 | 7. 60E-05
NKAIN4 —-1. 32604 | -2. 22415 | 3. 86E-06 | 7. 63E-05
SLC24A3 1.010333 | 0. 421367 | 3. 93E-06 | 7. 75E-05
FARSA-AS1 -1. 31837 | 3. 84402 | 3. 98E-06 | 7. 84E-05
AP001107. 3 1.199355 | —4. 12543 | 4. 05E-06 | 7. 95E-05
SERPINB13 2.094541 | -3.8045 . 14E-06 | 8. 13E-05
IGLV5-37 —-1.6711 | —3.34744 | 4. 18E-06 | 8. 20E-05
PCDHA10 1. 130918 | 1. 24706 | 4. 45E-06 | 8. 66E-05
RPL23AP75 —-1. 16878 | =3. 66141 | 4. 45E-06 | 8. 66E-05
HIST3H2A 1.101727 | 1. 269785 | 4. 53E-06 | 8. 7T9E-05
GRIP1 1. 022041 | —1. 57288 | 4. 66E-06 | 9. 00E-05




KLK7 1.669727 | =3. 57248 | 4. T0E-06 | 9. 06E-05
CXCL5 1. 628965 | 2. 689946 | 4. 84E-06 | 9. 29E-05
AC005481. 1 1. 159225 | —4. 06007 | 4. 94E-06 | 9. 46E-05
LINC02247 2.41146 | -2.41353 | 5. 00E-06 | 9. 55E-05
AL161938.1 1.362679 | =3.52504 | 5. 03E-06 | 9. 60E-05
LINC00460 1.856342 | =3. 01603 | 5. 16E-06 | 9. 81E-05
ZSCANSB -1. 18184 | =3. 03055 | 5. 29E-06 | 0. 0001
RHOXF1P1 2.132137 | =3.72217 | 5. 33E-06 | 0. 000101
AL391152.1 1.59802 | -3.98401 | 5. 36E-06 | 0. 000101
LINC02527 1.797716 | -4.178 . 37E-06 | 0. 000101
GYPA —-2.00457 | =3. 59864 | 5. 45E-06 | 0. 000103
AC023906. 5 1. 145077 | =0. 93083 | 5. 47E-06 | 0. 000103
SPATA12 1. 048581 | =3. 25844 | 5. 56E-06 | 0. 000104
GJB3 1. 146881 | -0. 26617 | 5. 60E-06 | 0. 000105
LINC00520 1.327148 | =3. 71423 | 5. 62E-06 | 0. 000105
PPDPFL 2. 284338 | —2.85036 | 5. 66E-06 | 0. 000106
POU3F4 2.12316 | -3.35202 | 5. 75E-06 | 0. 000107
TNR —1. 38455 | =0. 33503 | 5. 91E-06 | 0. 00011
PNMAS -1.83344 | 1. 807661 | 5. 91E-06 | 0.00011
CCNAL 1. 286951 | =3. 53026 | 5. 91E-06 | 0. 00011
DUSP5P1 1.204292 | -2.63807 | 6. 11E-06 | 0. 000113
MGAT4C —-1.35713 | 1. 054597 | 6. 38E-06 | 0. 000118
OR52E8 —-2.05184 | =2.92176 | 6. 44E-06 | 0. 000119
CDX2 1.468821 | —1.60705 | 6. 46E-06 | 0. 000119
ALPI 2.083998 | 3.65139 .62E-06 | 0. 000121
GAL3ST3 1. 381804 | —4. 22298 | 6. T0E-06 | 0. 000122
FRMD7 1.530162 | —1. 35446 | 6. 84E-06 | 0. 000125
UROC1 —-1. 11159 | 5. 521721 | 6. 87E-06 | 0. 000125
AC138904. 1 1.041973 | =2. 76213 | 6. 89E-06 | 0. 000125




FRAS1 1. 172382 | 3. 259751 | 6. 91E-06 | 0. 000125
AC006372. 1 1.906561 | =3.89001 | 6. 94E-06 | 0. 000126
ACO079779. 2 1.214174 | =3. 37807 | 6. 95E-06 | 0. 000126

KIAA1210 1. 050213 | =3. 48348 | 7. 01E-06 | 0. 000127

TLX2 1.361869 | —2.69561 | 7. 23E-06 | 0.00013
LINC00519 1. 125123 | =3. 33771 | 7. 34E-06 | 0. 000132

LYPDG6 1. 054527 | =0. 02367 | 7. 43E-06 | 0. 000133

TL20RA 1.572674 | 0. 397286 | 7. 43E-06 | 0. 000133

CYP4F29P 1.25359 | -2.23722 | 7. 54E-06 | 0. 000135
SFRP2 1.7054 | 0.759593 | 7. 68E-06 | 0. 000137
FOXE1 1.787057 | -2.21 . 73E-06 | 0. 000138

HMGN1P17 -1.70799 | =3.91813 | 7. 74E-06 | 0. 000138

BEND4 1.223499 | -2. 47145 | 7. 77E-06 | 0. 000139
LINCO1731 1.537278 | —3. 4661 . 94E-06 | 0. 000141

ADAD1 —-2. 46322 | —2. 92871 | 8. 24E-06 | 0. 000146

SLC22A8 1.911452 | 0. 201398 | 8. 25E-06 | 0. 000146

LINC01036 1. 855495 | -3.68244 | 8. 28E-06 | 0. 000146

RNU4-2 1. 053479 | -1. 28631 | 8. 36E-06 | 0. 000148

AGBL4 1.153113 | =1.70944 | 8. 61E-06 | 0. 000151

DRD2 1.472919 | =3. 70919 | 8. 77E-06 | 0. 000154
LINC00664 1.004343 | —2. 01321 | 8. 85E-06 | 0. 000155

AQP5 1. 108705 | —1. 54303 | 8. 89E-06 | 0. 000156
AC073488.1 2.010238 | —4. 18878 | 8. 89E-06 | 0. 000156

CELA2A 1.29853 | —4. 02015 | 9. 15E-06 | 0. 000159
AC004130.1 1.20073 | —2.0902 . 15E-06 | 0. 000159
AC148477. 4 1. 722498 | -3. 74031 | 9. 26E-06 | 0. 000161
AL353581.1 2.098646 | —4. 1559 . 29E-06 | 0. 000161

TMEM35A 1. 08684 | —2.39998 | 9. 39E-06 | 0. 000163

LINC01012 1. 082279 | =3. 06868 | 9. 73E-06 | 0. 000168




AL512324. 1 2.2249 | -3.8775 . 75E-06 | 0. 000168
MEIOB 1.099381 | —=3.52742 | 9. 7T9E-06 | 0. 000169
AL358876. 1 -1.36174 | =3. 85387 | 9. 87E-06 | 0.00017
ACO11352. 1 1. 195992 | =3. 79524 | 9. 89E-06 | 0. 00017
VEPH1 1.183966 | 1.474522 | 9. 96E-06 | 0. 000171
ARHGAP36 —2.784 | 0.773252 | 1. 00E-05 | 0. 000172
AC021351.1 1.952599 | =3.96797 | 1. 02E-05 | 0. 000175
AC090673. 1 1. 153876 | =3. 79914 | 1. 03E-05 | 0. 000176
AL512324. 3 2.148568 | 3. 77486 | 1. 04E-05 | 0. 000178
LINC02041 1.260892 | —1.93848 | 1. 06E-05 | 0.00018
ASB15 1.506962 | —1. 76965 | 1. 08E-05 | 0. 000183
MS4A8 1.835569 | -0.61271 | 1. 08E-05 | 0. 000184
NPPB 1. 53425 | -2. 55486 | 1. 08E-05 | 0. 000184
AL353746. 1 1.53346 | —4. 15565 | 1. 09E-05 | 0. 000184
MAPK15 1. 14445 | -0. 14182 | 1. 11E-05 | 0. 000188
AP000619. 1 1.539762 | —4. 16664 | 1. 12E-05 | 0. 000189
PCDHBS8 1. 090539 | -0.68675 | 1. 12E-05 | 0. 000189
KRT34 1.701377 | —4. 04855 | 1. 13E-05 | 0. 00019
ACO78788.1 1.116942 | —4. 08437 | 1. 13E-05 | 0. 00019
CA7 1.424438 | =3. 69139 | 1. 14E-05 | 0. 000192
AC009263. 1 1. 447288 | =3.65451 | 1. 15E-05 | 0. 000193
SDS -1. 13305 | 9. 129037 | 1. 15E-05 | 0. 000194
CCDC177 —-1.28379 | 0. 515724 | 1. 17E-05 | 0. 000195
LINC02351 1.816847 | =3.98361 | 1. 17E-05 | 0. 000196
SYT16 1.444036 | —3.6187 . 17E-05 | 0. 000196
AL109761.1 1.191615 | —4. 03215 | 1. 18E-05 | 0. 000197
DNAJB3 1.025176 | —1.98366 | 1. 20E-05 | 0. 0002
CCDC160 1.343768 | —3.4331 . 21E-05 | 0. 000202
ASBb5 —-1. 49507 | =3.57274 | 1. 23E-05 | 0. 000204




FDCSP 1.822427 | 2.447334 | 1. 23E-05 | 0. 000204
LY6K 1.364542 | 0. 488865 | 1. 26E-05 | 0. 000209
ANKRD1 1.077361 | 1.841863 | 1. 27E-05 | 0. 00021
ACO73115. 2 1. 504626 | =3.93245 | 1. 27E-05 | 0. 000211
AC117489.1 1.3132 | -3.3504 | 1.28E-05 | 0.000211
GLISI 1.221288 | 2. 97012 | 1. 32E-05 | 0. 000218
AC010907. 2 1.211279 | =2.57143 | 1. 34E-05 | 0. 00022
FAMS3A-AS1 —-1. 50415 | 3.489538 | 1. 34E-05 | 0. 000221
SOX11 1.151004 | =1.91071 | 1. 35E-05 | 0. 000221
AC007993. 1 1. 140757 | -3.941 . 35E-05 | 0. 000222
AC004870. 2 1.966984 | —2. 1813 . 36E-05 | 0. 000223
PPY2P 2.011606 | 3. 08916 | 1. 37TE-05 | 0. 000225
AC016205. 1 —-1. 18021 | 0. 063134 | 1. 41E-05 | 0. 00023
TRDV1 -1. 06368 | -3.3735 .42E-05 | 0. 000232
AC027130. 1 1.241927 | =3. 60902 | 1. 43E-05 | 0. 000233
KCND2 1.070312 | —1. 46388 | 1. 46E-05 | 0. 000237
IGKV1-27 -1.39189 | 0. 736922 | 1. 46E-05 | 0. 000237
S100A7 1. 812595 | =2. 35499 | 1. 47E-05 | 0. 000238
AL356740. 3 1.493837 | =3. 10641 | 1. 50E-05 | 0. 000242
AC104248. 1 1.19078 | -3.89293 | 1. 52E-05 | 0. 000246
GFAP 1. 153338 | 0. 735224 | 1. 54E-05 | 0. 000247
AC116351.1 1. 175262 | =0. 06925 | 1. 54E-05 | 0. 000248
HOXC6 1. 322051 | 0. 78992 | 1. 54E-05 | 0. 000248
XKR3 1. 422953 | 3. 32182 | 1. 55E-05 | 0. 000248
ANKRD18B 1.206353 | —2. 13591 | 1. 56E-05 | 0. 000249
SCTR 1. 180886 | 2. 838692 | 1. 61E-05 | 0. 000256
PNLIP 2. 483638 | —2.8133 .62E-05 | 0. 000257
RAETIL 1. 329059 | —4. 02532 | 1. 62E-05 | 0. 000258
SLC6A3 1.651941 | 0. 52323 | 1. 66E-05 | 0. 000262




LINC00540 1.36674 | -1.86321 | 1. 66E-05 | 0. 000262
AC087273. 2 1.089694 | —1.59462 | 1. 67E-05 | 0. 000264
AP005205. 2 1. 239787 | =3. 74937 | 1. 71E-05 | 0. 00027
AC115837. 2 —-2.09371 | =3.67844 | 1. 71E-05 | 0. 00027
PCDHB1 1.298578 | =3. 32202 | 1. 7T4E-05 | 0. 000273
CT47B1 -1.95002 | =3. 04026 | 1. 76E-05 | 0. 000277
AC018695. 6 1.097398 | =3.90135 | 1. 79E-05 | 0. 00028
MMP27 1.504343 | —4. 19234 | 1. 79E-05 | 0. 000281
LINC00443 1.483519 | =3.95744 | 1. 81E-05 | 0. 000283
CHGA 1.690755 | 2. 413424 | 1. 85E-05 | 0. 000289
SYT13 1.503469 | 2. 926676 | 1. 87E-05 | 0. 000291
AL049629. 1 1. 375257 | =2. 17637 | 1. 88E-05 | 0. 000291
CDK5R2 1.618016 | =3. 34753 | 1. 88E-05 | 0. 000292
LINCO1835 1. 681867 | =3. 38692 | 1. 89E-05 | 0. 000293
CRYGN 1. 154261 | =3. 45973 | 1. 97E-05 | 0. 000304
EPHAG 1. 665887 | —1. 65566 | 1. 98E-05 | 0. 000305
BMPR1B 1.169732 | 0. 74682 | 2. 02E-05 | 0. 000309
LINC02437 —-1.5117 | =3.77924 | 2. 04E-05 | 0. 000311
LKAAEAR1 1.32744 | -2.96143 | 2. 04E-05 | 0. 000311
GUCA2A 1. 384432 | -0. 53574 | 2. 07E-05 | 0. 000316
ADCY2 1. 140981 | =2.95368 | 2. 10E-05 | 0. 00032
PHF21B 1.451165 | —3.4149 . 11E-05 | 0. 000321
LINC00565 1.057984 | =3. 11953 | 2. 12E-05 | 0. 000323
UCHL1 1. 246968 | 3. 845427 | 2. 13E-05 | 0. 000323
RFX6 1.465522 | —1.6652 . 14E-05 | 0. 000324
ALKALZ2 1.277902 | 0. 621165 | 2. 14E-05 | 0. 000325
ANKRD30B 1. 149472 | =3.99883 | 2. 15E-05 | 0. 000325
CAGE1 1.129727 | =2. 42144 | 2. 18E-05 | 0. 000329
BPI 1. 028956 | —0. 29555 | 2. 18E-05 | 0. 00033




LINCO1819 1.737912 | 1. 32433 | 2. 20E-05 | 0. 000332
AC104131.1 1.982401 | =3.76304 | 2. 23E-05 | 0. 000335
MCIDAS 1. 218251 | =2. 86914 | 2. 25E-05 | 0. 000338
CRISP2 2.143604 | —1.1203 . 27E-05 | 0.00034
CLDN18 1.312479 | 0. 3494 | 2. 27E-05 | 0. 00034
AC109779. 1 —-1. 47063 | =3. 21789 | 2. 36E-05 | 0. 000352
LHB 1.002814 | —3. 23916 | 2. 44E-05 | 0. 000362
IGFL1P1 1.441172 | —3.9563 . 45E-05 | 0. 000363
AL391813.2 1.684036 | —3.9225 .49E-05 | 0. 000368
FCRLA 1.136174 | 0. 820103 | 2. 49E-05 | 0. 000368
ITIH6 1.277181 | =3. 74167 | 2. 49E-05 | 0. 000368
RRM2P3 1. 070387 | —4. 18322 | 2. 50E-05 | 0. 000369
TRBV4-1 -1.02159 | =2. 90181 | 2. 51E-05 | 0. 00037
LETM1P2 1.071973 | -3.6713 . 55E-05 | 0. 000375
AC093730. 1 1.50948 | -3.90114 | 2. 57E-05 | 0. 000377
HRASLS 1. 009481 | =3. 19811 | 2. 57E-05 | 0. 000377
GALR1 1. 381367 | =3.28023 | 2. 67E-05 | 0. 00039
AC021683. 1 1. 144641 | =3. 49003 | 2. 70E-05 | 0. 000393
CLCA4 1.611449 | —4. 09148 | 2. T0E-05 | 0. 000394
IGFL4 1. 040296 | -3. 67165 | 2. 79E-05 | 0. 000405
PKP3 1.295651 | 1.88105 . 80E-05 | 0. 000406
TBX18 1.042382 | —0.1024 | 2. 82E-05 | 0. 000408
APELA 1.8163 | —2. 70765 | 2. 83E-05 | 0.00041
GAD1 1.091631 | —0. 05684 | 2. 87E-05 | 0. 000414
FAM83B 1.701485 | —1. 54293 | 2. 90E-05 | 0. 000417
AC096656. 1 1.612924 | =3.98961 | 2. 94E-05 | 0. 000423
TPSAB1 1. 089531 | 1. 585594 | 2. 97E-05 | 0. 000428
BRSK2 1.015778 | 0.170907 | 3. 07E-05 | 0. 000438
AL390755. 1 1.10548 | =3.08012 | 3. 18E-05 | 0. 000452




ANKRD33 1.606945 | 0. 101149 | 3. 24E-05 | 0. 00046
SLC7A4 1.198437 | —1.80556 | 3. 24E-05 | 0. 00046
ADGRF1 1.560317 | =0. 50327 | 3. 31E-05 | 0. 000469
VNIR85P 1.293898 | =3. 11756 | 3. 36E-05 | 0. 000473
MAGEB6 1. 480408 | 3. 31221 | 3. 36E-05 | 0. 000473
SLC26A9 1.396317 | 0. 848153 | 3. 51E-05 | 0. 000491
IGKV1-6 —-1.31161 | 1. 049037 | 3. 53E-05 | 0. 000493
MYO3A 1.896702 | 1. 08992 | 3. 58E-05 | 0. 000499
GPC6-AS1 1.207002 | =3. 38998 | 3. 60E-05 | 0. 000501
ANKRD30BP2 1.569622 | =3. 77154 | 3. 61E-05 | 0. 000501
RBMY2QP 2.124257 | -3.8121 . 61E-05 | 0. 000501
AL390961. 1 2.039722 | -3. 48281 | 3. 63E-05 | 0. 000504
LINC02232 1.913508 | =2. 31847 | 3. 69E-05 | 0. 000511
RIMS1 1.019244 | 3. 58049 | 3. 7T1E-05 | 0. 000513
NBPF6 1. 559567 | 4. 17859 | 3. 75E-05 | 0. 000518
FMO9P 1.69147 | -3.35195 | 3. 76E-05 | 0. 000518
TFF1 1.827552 | 1. 520458 | 3. 85E-05 | 0. 000529
LINC00595 1. 268056 | —2. 92129 | 3. 88E-05 | 0. 000533
RPS18P6 1. 583135 | =3.43122 | 3. 97E-05 | 0. 000543
AC013565. 1 1. 044672 | 4. 00325 | 4. 04E-05 | 0. 000549
KCNG1 1.091163 | —0. 3815 . 09E-05 | 0. 000556
LMX1B 1. 392452 | -1. 00562 | 4. 24E-05 | 0. 000574
LINCO0676 -1.31618 | =3. 80858 | 4. 24E-05 | 0. 000574
NOTO —-1. 46358 | =3.94793 | 4. 26E-05 | 0. 000576
AC026992. 2 1.032017 | =2. 39693 | 4. 29E-05 | 0. 000579
WNT3A -1. 63571 | 1. 263549 | 4. 32E-05 | 0. 000582
PCDHAS 1.095864 | —2. 98797 | 4. 43E-05 | 0. 000595
LINC02154 1.412263 | —2. 94608 | 4. 47E-05 | 0. 0006
FBN3 —-1. 02278 | 1. 352083 | 4. 55E-05 | 0. 000607




NBEAP1 1. 024613 | =3. 08452 | 4. 56E-05 | 0. 000607
IGHV2-26 1.484626 | 0.174344 | 4. 57E-05 | 0. 000609
AC002511. 2 1. 368508 | =3. 16149 | 4. 58E-05 | 0. 000609
URAD 1. 576691 | =3.98012 | 4. 60E-05 | 0. 000612
AF121898.1 1.589421 | —4. 09098 | 4. 60E-05 | 0. 000612
HAO2-IT1 —-1.05095 | =2. 91372 | 4. 72E-05 | 0. 000625
CAPNG 1.43777 | 2.132131 | 4. 99E-05 | 0. 000655
KLF17 1. 450107 | =3. 50167 | 5. 00E-05 | 0. 000657
AC108752.1 1.891358 | =1.94719 | 5. 03E-05 | 0. 000659
IGHV4-31 1.381188 | 1. 147792 | 5. 07E-05 | 0. 000664
LINC01993 1. 039993 | -2. 40226 | 5. 08E-05 | 0. 000665
AL592430. 1 1. 155252 | =3.92527 | 5. 12E-05 | 0. 000669
AC120498. 3 1.3201 | —-3.81602 | 5. 25E-05 | 0. 000684
CXorf67 1.809146 | —1.57959 | 5. 28E-05 | 0. 000686
ZNF730 1. 008567 | —2. 44129 | 5. 30E-05 | 0. 000687
WDR49 1. 049958 | =3. 68935 | 5. 30E-05 | 0. 000687
MT1DP -1. 05921 | 1. 308317 | 5. 32E-05 | 0. 00069
LINC00968 1.097257 | =3. 96499 | 5. 35E-05 | 0. 000692
EMX2 1.261601 | =3. 57551 | 5. 40E-05 | 0. 000697
ANKRD30A 1. 303436 | —3. 0038 . 40E-05 | 0. 000697
XKRb 1. 085246 | —3.59402 | 5. 42E-05 | 0. 000698
CLEC4G -1.13629 | 1. 131349 | 5. 43E-05 | 0. 0007
CERS1 1.113703 | 0. 19069 | 5. 43E-05 | 0. 0007
DCAF12L2 1.39323 | —3.93853 | 5. 50E-05 | 0. 000708
EEF1DP5 1.844625 | —1. 60059 | 5. 55E-05 | 0. 000712
AC006946. 2 1.203383 | —2. 73938 | 5. 57E-05 | 0. 000714
TNNT1 1. 186569 | 0. 638359 | 5. 59E-05 | 0. 000716
NOG 1. 02987 | -3. 62892 | 5. 60E-05 | 0. 000717
SIX3 1. 605358 | =2. 73306 | 5. 80OE-05 | 0.00074




C220rf42 1. 034885 | —4. 16169 | 5. 85E-05 | 0. 000744
NKAIN1 1.034493 | =2.59075 | 5. 90E-05 | 0. 00075
BBOX1-AS1 1.270221 | —=1. 34513 | 5. 94E-05 | 0. 000754
AF064860. 2 1.531797 | 4. 15853 | 5. 95E-05 | 0. 000755
AC113355.1 2.010915 | =3. 50297 | 6. 14E-05 | 0. 000776
HHATL-AS1 1. 127661 | =3. 30115 | 6. 17E-05 | 0. 000779
AL359313.1 1.306317 | -1. 71631 | 6. 19E-05 | 0. 000781
SBK2 1. 268637 | —4. 08965 | 6. 25E-05 | 0. 000788
LINC01460 1. 028701 | 3. 84408 | 6. 36E-05 | 0. 0008
C100rf99 1. 645398 | =3. 98545 | 6. 37E-05 | 0. 000801
SLC25A24P1 1. 465529 | -2.9162 . 56E-05 | 0. 000822
AC002480. 1 1. 246106 | —3.84994 | 6. 63E-05 | 0. 000832
LRP2 1. 198216 | 1.433232 | 6. 77E-05 | 0. 000847
PNLIPRP2 1.85097 | -3.10626 | 6. 81E-05 | 0. 000851
IGKV10R2-108 1. 088482 | —1. 36717 | 6. 83E-05 | 0. 000853
CA9 1. 350678 | 4.010947 | 6. 95E-05 | 0. 000867
PLA2G4D 1.104445 | -3. 68425 | 6. 98E-05 | 0. 00087
CLPSL2 1.496314 | =3. 23211 | 7. 04E-05 | 0. 000877
AL049646. 1 1.350471 | =3. 75118 | 7. 15E-05 | 0. 000887
PLA2G4F 1. 277811 | =1. 35623 | 7. 17E-05 | 0. 000889
AL031429. 2 1.113065 | —4.1091 . 36E-05 | 0. 00091
ALDOAP1 1. 008086 | =3.81777 | 7. 37E-05 | 0. 000911
PYDC1 1.655136 | —2.44726 | 7. 40E-05 | 0. 000914
DMKN 1.116604 | 3.410804 | 7. 40E-05 | 0. 000914
SI 2.161366 | 0. 524519 | 7. 43E-05 | 0. 000917
IL1RAPL1 1. 100235 | =2. 29697 | 7. 48E-05 | 0. 000923
LINCO1198 1.849004 | —3. 8872 . 52E-05 | 0. 000926
APCDD1L-AS1 1.024261 | =3. 36036 | 7. 53E-05 | 0. 000926
AP002754. 1 1.328345 | =4. 03777 | 7. 53E-05 | 0. 000926




LINCO1711 1.177123 | =3. 55899 | 7. 54E-05 | 0. 000927
AC026310. 2 1.551439 | —4. 09454 | 7. 61E-05 | 0. 000934
PSMAS8 1.499609 | —2. 78723 | 7. 68E-05 | 0. 00094
AL157931. 1 1.487408 | =3. 89702 | 7. 72E-05 | 0. 000944
CECRT 1.186683 | —0.3161 . 75E-05 | 0. 000948
TFNL3P1 1. 031638 | =3. 85005 | 7. 86E-05 | 0. 00096
CLEC1B -1.31526 | —0.4277 . 92E-05 | 0. 000966
SLC5A5 1. 054781 | —1.99022 | 7. 94E-05 | 0. 000968
ZNF849P 1. 235053 | —4. 14683 | 7. 96E-05 | 0. 000969
LINP1 1. 787674 | —2. 22535 | 8. 17E-05 | 0. 000992
HAS2-AS1 1. 052069 | —2. 96899 | 8. 31E-05 | 0. 001006
LCE1C 1. 581605 | =3.99211 | 8. 33E-05 | 0. 001006
AC069360. 1 1.097393 | =3. 79959 | 8. 38E-05 | 0.00101
ZNF492 1.000852 | —1.87811 | 8. 60E-05 | 0. 001032
AC009022. 1 2.002695 | =3.98161 | 8. 83E-05 | 0. 001055
TRPA1 1. 080981 | -1. 91723 | 8. 87E-05 | 0. 001058
AC007342. 5 1. 243082 | —4. 15962 | 8. 90E-05 | 0. 001061
LINC00942 1. 540547 | 1. 715608 | 8. 90E-05 | 0. 001061
B3GALT5 1.280979 | 0. 087108 | 8. 98E-05 | 0.00107
GCSAML 1. 172161 | —1. 82384 | 9. 00E-05 | 0. 001072
CT62 1. 000958 | =3.90428 | 9. 05E-05 | 0. 001077
VGLL1 1. 736995 | —2.51537 | 9. 11E-05 | 0. 001084
TYRP1 1.324925 | —0. 2095 . 16E-05 | 0. 001088
HAVCR1 1.267686 | 0.681321 | 9. 20E-05 | 0. 001091
AC144833.1 1. 828978 | —1. 79686 | 9. 34E-05 | 0. 001104
HOXA11-AS 1.062892 | —1.88574 | 9. 34E-05 | 0. 001104
ITIHS 1. 052009 | 4. 564043 | 9. 51E-05 | 0. 001121
TPRXL 1.131772 | =1. 56562 | 9. 58E-05 | 0. 001129
ARHGDIG 1. 176499 | =2. 38927 | 9. 60E-05 | 0. 001131




DEFA3 -1. 41869 | =3. 56139 | 9. 75E-05 | 0. 001146
AL355607. 2 1.027752 | =3.61373 | 9. 7T9E-05 | 0. 001148
AL354919. 2 1.233964 | —4. 19237 | 9. 80E-05 | 0. 001149

GPRC6A 1.447645 | =3. 94345 | 0. 000103 | 0. 001199

HBQ1 1. 422081 | 3. 32619 | 0. 000105 | 0. 001215
AC136188. 1 1.687744 | =3. 32573 | 0.000105 | 0. 001215

KCTD8 1. 466559 | —3.42601 | 0. 000105 | 0. 001218

GIP 1.550433 | =2. 99078 | 0. 000107 | 0. 001234

MXRASY 1.10857 | -3.1196 | 0.000108 | 0.001251

SFTPA2 1.390087 | =2.54722 | 0.00011 . 001264
AP005230. 1 1. 093253 | —2. 81775 | 0.000112 | 0. 001286

SPRR2D 1. 756661 | =3.68476 | 0. 000113 | 0. 001298
AL354685. 1 —-1. 94655 | 3. 98384 | 0. 000115 | 0. 001315

FOXR2 2. 065937 | —4. 04102 | 0. 000116 | 0.001321

TDRD5 1. 367631 | —1. 29833 | 0.000117 | 0. 001333

OR8G3P 1.409208 | —=3.9903 | 0.000118 | 0.001338

ACTBL2 1.2165 | -3.67463 | 0. 000118 | 0.001338

EPO 1. 141238 | 1.846911 | 0.00012 . 001357
FAM153C 1.03489 | -3.38014 | 0.000124 | 0. 001391
GALNT17 1. 104975 | —0. 01889 | 0. 000126 | 0. 001412

DMBX1 1.236525 | -1.7292 | 0.000126 | 0.001413

COL6AS -1.10271 | =3. 77894 | 0. 000129 | 0. 001439

282249. 1 —2.3103 | —1.94259 | 0. 000131 | 0. 001455
LINCO1886 1. 714708 | =3.90262 | 0. 000131 | 0. 001455
AC016642. 1 1.477754 | =3.98771 | 0. 000131 | 0. 001461
0TX2 1. 725079 | -4. 21618 | 0. 000137 | 0. 001511
LL22NCO3-63E9. 3 | 1.251632 | —4. 17298 | 0. 000137 | 0. 001513
AC004990. 1 1. 44968 | -3.93868 | 0.000139 | 0. 001531
AC106872. 9 1.754437 | =4. 01605 | 0. 000142 | 0. 001556




CLCAL 2.017738 | =3.86642 | 0.000144 | 0. 001578
CASP14 1.655058 | =2. 73437 | 0. 000146 | 0. 001599
LRRIQ1 1. 179148 | =3. 02926 | 0. 000147 | 0. 001599
FOXG1 2.086755 | =2.01774 | 0.000147 | 0. 001599
PSAPL1 1. 423597 | -1.87749 | 0. 000147 | 0. 001606
CCDC169 1.341398 | =2. 92811 | 0. 000152 | 0. 001648
MRGPRX3 1.390618 | =3.92798 | 0. 000152 | 0. 001649
CYP2ATP2 -1. 23801 | —2. 56694 | 0. 000153 | 0. 001655
MUC12 1.117432 | 0.85889 | 0.000156 | 0.00168
CYS1 1.003613 | 1. 347619 | 0. 000157 | 0. 001689
PNPLA5 -1.27599 | =2. 71106 | 0. 000157 | 0. 001689
NKX6-2 -1.22831 | =3.74028 | 0.00016 | 0.001714
AKAINI -1. 08631 | =3. 27887 | 0.000161 | 0. 001718
AC005291. 1 1. 288325 | =3.93228 | 0. 000161 | 0. 001723
BIRC7 -1. 08263 | -0. 37277 | 0.000161 | 0. 001723
AC064853. 1 1. 558589 | -3. 24444 | 0. 000162 | 0. 001726
REGICP -1.90645 | 3. 22591 | 0. 000162 | 0. 001726
PCLO 1.13572 | 0.272376 | 0. 000163 | 0. 001737
LINC00392 -1.98539 | —4. 08083 | 0. 000164 | 0. 001744
VTCN1 1.3651 | 2.529815 | 0. 000164 | 0. 001746
AC022028. 2 1.213446 | =3.70601 | 0. 000165 | 0.00175
CETNI 1.8268 | -3.72112 | 0.000165 | 0.001755
RLN3 1. 423565 | =3. 39102 | 0. 000167 | 0. 001767
EDDM3B -2.18215 | =3.71204 | 0. 000168 | 0. 001779
LINCO1182 -1. 01488 | —1.47865 | 0.00017 | 0.001791
AC108860. 2 1.370453 | —2. 28503 | 0. 000171 | 0. 001799
AC018716. 1 1.639498 | —4. 13668 | 0. 000172 | 0. 001808
UGT1A10 1. 458786 | 0. 465488 | 0. 000173 | 0. 001817
LINC01060 1.291534 | =3. 27485 | 0.000174 | 0. 001825




VAX1 1.63502 | -3. 43286 | 0. 000177 | 0. 001849
AL138760. 1 1.173002 | —3.7441 | 0.000182 | 0.001889
AC114489. 1 1. 362556 | =3. 27036 | 0. 000183 | 0. 001895

SLC46A2 —-1. 08854 | —1. 64906 | 0. 000183 | 0. 001895

KLK13 1.547354 | -1.8303 | 0.000183 | 0.001898
ACO36111. 1 1.710755 | =3. 77981 | 0.000185 | 0. 001907
AL121974.1 -1.6114 | -1.81325 | 0. 000189 | 0. 001952
LINC00323 1.03671 | -2.8723 | 0.000193 | 0. 001982
BX664718. 1 1.872474 | =3.87867 | 0. 000196 | 0. 002007
AC091182. 2 1.205124 | -4.07416 | 0. 000197 | 0. 002019

CHEK2P2 1.747442 | =2. 94532 | 0. 000201 | 0. 002057

LHX5 1.082162 | —4. 21639 | 0. 000202 | 0. 002063

CHST4 1.337731 | 1.688174 | 0. 000202 | 0. 002064
LINC00922 1.299487 | -3.683 | 0.000202 | 0. 002066
AC024337. 1 1. 328296 | 4. 01137 | 0. 000206 | 0. 002091

RXFP4 1.090912 | =3. 27567 | 0. 000206 | 0. 002095
ANKRD20A19P —-1. 78815 | —1. 23673 | 0. 000209 | 0. 002115
AC091173. 1 1.324484 | 4. 11122 | 0. 000209 | 0. 002117

NKX2-4 2.174728 | =3.50312 | 0.00021 | 0.002118
PIP 1. 406426 | —2. 94363 | 0. 000211 | 0. 002132
CYP4F8 1. 149516 | =3.57159 | 0. 000212 | 0. 002138
DRGX 1.31972 | -1.25801 | 0. 000217 | 0. 002177
YWHAEP1 1.064106 | —2.59374 | 0. 000217 | 0. 002177
ZNF385D 1.020178 | 2. 321953 | 0.00022 | 0. 002207

0TOS 1.549717 | =3.7235 | 0.000222 | 0.00222

KCNG3 1. 15444 | -3. 65572 | 0. 000224 | 0. 002241

LBX1 1.605526 | —3. 78781 | 0. 000231 | 0.00229

KLKS8 1.537656 | —3.8741 | 0.000233 | 0. 002312
LINC00452 1. 169787 | —=4. 16651 | 0. 000234 | 0. 002319




AL731563. 2 -1. 08022 | =3. 97333 | 0. 000238 | 0. 002353
MKRN9P 1. 348549 | =2.76936 | 0.00024 | 0.002367
AC008163. 1 1. 198151 | =1. 37315 | 0.00024 | 0. 002369
RBM11 1. 034954 | =3. 07704 | 0. 000245 | 0. 002406
PSG5 1.27061 | -3.67575 | 0.000245 | 0.00241
LGALS17A 1. 045183 | —1. 80372 | 0. 000246 | 0. 002413
AC005291. 2 1. 232672 | —4. 03019 | 0. 000253 | 0. 002475
LINCO0705 1. 05975 | —4.03468 | 0. 000254 | 0. 002479
CLDN6 1.029112 | 1. 32368 | 0. 000255 | 0. 002488
ZNF695 1.00976 | —-1.56246 | 0. 000257 | 0. 002501
GSTA9P —-1. 54017 | =3. 48382 | 0. 000258 | 0. 002504
DLX3 1. 204426 | —2. 46605 | 0. 000259 | 0. 002517
MYOD1 1.616445 | —4. 21665 | 0. 000264 | 0. 002557
CBLN2 1.57055 | -2.23596 | 0.000267 | 0. 002577
SMIM22 1.129279 | 0. 859862 | 0. 000268 | 0. 002587
KCCAT198 1.093125 | =3. 77188 | 0. 000271 | 0. 002612
AC025674. 1 -1. 49604 | —4. 10052 | 0. 000275 | 0. 002642
AL137026. 2 1. 084138 | —2.5706 | 0.000278 | 0. 002663
CRYAA -1. 02162 | =3. 06109 | 0. 000284 | 0. 002711
NEBL-AS1 1. 153863 | —3.7335 | 0.000293 | 0. 002783
AP000696. 1 1. 741547 | =3.41883 | 0. 000293 | 0. 002785
AC245041. 1 1.157518 | -2.255 0.0003 | 0.002833
PITX1 1.00907 | 2.393652 | 0.000303 | 0. 002856
EVX1 1.114244 | -1. 06224 | 0. 000303 | 0. 002858
LINCO0113 1.849883 | —3.81015 | 0. 000315 | 0. 002947
LINC00632 1. 315263 | —2. 19234 | 0. 000325 | 0. 003023
PRL 1. 368322 | —4. 23061 | 0. 000325 | 0. 003027
HBD -1.33026 | —2. 13707 | 0. 000331 | 0. 003067
HMX3 1.603439 | =3. 36122 | 0. 000337 | 0. 003111




AL049555. 1 1. 406993 | -0. 89438 | 0. 000342 | 0. 003154
UPK1A-AS1 1.018657 | —1.8041 | 0.000343 | 0.003158
AC010343. 3 1.254312 | 4. 18094 | 0. 000345 | 0.00317
LINCO1139 1.262546 | 0.1541 | 0.000345 | 0.003171
MISP 1.19338 | 3.102265 | 0. 000347 | 0. 003181
STARD6 1.007814 | =3. 59768 | 0. 000348 | 0. 003191
AC079160. 1 1.460503 | —3.5624 | 0.000351 | 0. 003216
TMEM207 1. 476339 | =3. 89032 | 0. 000352 | 0. 00322
HOXC8 1.299218 | =2. 27535 | 0. 000359 | 0. 003272
IGLV3-12 1.280914 | -3.29333 | 0.00036 | 0.003279
ERVV-1 1.513016 | =3. 95758 | 0. 000363 | 0. 003295
GGT6 1. 15846 | 0.890677 | 0.000365 | 0.00331
RPL10OL 1.27997 | -1.42513 | 0.00037 | 0.003348
FGF3 -1.55529 | =3.19926 | 0. 000374 | 0. 003374
SPRR2A 1.576019 | =3. 76767 | 0. 000375 | 0. 003382
LINC00165 1.438741 | 4. 17377 | 0. 000389 | 0. 003482
AL391358.1 1.941261 | —4. 10999 | 0. 000389 | 0. 003488
SPACAT —-1. 08835 | 2. 60618 | 0. 000389 | 0. 003488
LINC02334 1. 05684 | -2.19902 | 0. 000392 | 0. 003507
AC016705. 2 1. 031538 | =0. 80741 | 0. 000394 | 0. 003523
AC007342. 9 1.124869 | —4.1231 | 0.000395 | 0. 003523
CHRDL1 1. 062615 | 0. 658436 | 0. 000395 | 0.00353
CMA1 1.047742 | —1. 31652 | 0. 000407 | 0.00361
INHA 1. 136535 | 1. 260292 | 0. 000407 | 0. 003611
IVL 1.387194 | =3.70991 | 0. 000412 | 0. 003646
BEST3 1. 147106 | =3. 07602 | 0. 000414 | 0. 003659
AC010789. 1 1. 427589 | =3.84728 | 0. 000415 | 0. 003659
CHMP1B2P 1. 240676 | —2. 10309 | 0. 000416 | 0. 003671
AC010970. 1 1. 305676 | —0. 32893 | 0.00042 | 0. 003696




TMPRSS15 1. 82438 | 1.669424 | 0. 000424 | 0. 003727
AC010329. 2 1.409328 | —4. 18058 | 0. 000438 | 0. 003834
LRRN1 1. 092394 | -0. 50775 | 0. 000442 | 0. 003865
LINC02158 1. 243956 | 2. 380931 | 0. 000447 | 0. 003895
AACSP1 1. 424353 | —1.84751 | 0. 000457 | 0. 003971
AP000897. 2 1. 0581 —-4. 0608 . 000458 | 0. 003976
HMGAZ2 1.306764 | 1. 689572 | 0. 000465 | 0.00402
HS35Th 1. 445591 | =3. 06524 | 0. 000466 | 0. 004027
FGFBP1 1.294471 | =3. 27688 | 0. 000471 | 0. 004064
MT1B —2.3515 | 4.733688 | 0.000474 | 0. 004088
NDP 1. 038965 | —3. 54829 | 0. 000476 | 0. 004107
LINC0O0668 1. 266838 | —0. 94055 | 0. 000481 | 0. 004146
SFTPA1 1. 715375 | =3. 46757 | 0. 000483 | 0. 004154
STAR 1.021529 | 0. 74426 | 0. 000488 | 0. 004186
AC104823. 1 —-1. 36589 | =3.99977 | 0. 000489 | 0. 004191
LHX1 1.534473 | =3. 36594 | 0. 000491 | 0. 004201
TRPC3 1.032516 | —1. 23208 | 0. 000516 | 0. 004372
XKR4 1. 056039 | =2. 96789 | 0. 000525 | 0. 004429
CU104787. 1 1.427144 | =3.61311 | 0. 000525 | 0. 004429
GUCY2GP -1.12197 | -3.4874 | 0.000526 | 0. 004439
CRLF2 1. 055302 | =0.67919 | 0. 000529 | 0. 004456
Chorf66-AS1 1.412074 | =3.92484 | 0. 000531 | 0. 004469
AL357033.1 1.024411 | =3. 77828 | 0. 000537 | 0. 004508
C2orf7l 1.415278 | =3.56518 | 0. 000537 | 0. 004509
NDST4 1. 492336 | —3. 35559 | 0. 000541 | 0. 004535
CFTR 1.297957 | 3.617494 | 0. 000545 | 0. 004562
LINC02393 1.640868 | —3.91175 | 0. 000546 | 0.00457
IGLV5-45 1.20601 | -0. 37625 | 0. 000546 | 0. 004572
VWDE 1.170515 | —1.3815 . 000548 | 0. 004577




HDGFL1 —-1.7743 | —0. 94032 | 0. 000549 | 0. 004585
AL590438. 1 1.116534 | =3.60881 | 0.00056 | 0.004664
LINC02473 1. 004824 | =3. 86719 | 0.00056 | 0. 004664

IGLV2-23 1.089102 | 3.71407 | 0.000569 | 0. 004721
AC017048. 3 1.027743 | —4. 05025 | 0.00057 | 0.004728
LY86-AS1 —-1.10538 | =1. 96677 | 0. 000581 | 0. 004795
AL589182.1 1.092849 | 3. 36434 | 0. 000586 | 0. 004832

CDC20B 1. 021664 | -0. 85056 | 0. 000587 | 0. 004834

P2RY4 1.07873 | -2.95219 | 0. 000589 | 0. 004844
AC103770.1 1.521863 | —2. 08893 | 0. 000589 | 0. 00485

PCDHA2 1. 073679 | =3. 08233 | 0. 000596 | 0. 004896

Clorf94 1.609435 | =3.90729 | 0.0006 | 0.004922

GP2 —-1. 53049 | 3.411191 | 0. 000601 | 0. 004926

UTS2R 1.071302 | 3. 24238 | 0. 000609 | 0. 004976
AC022098. 2 1. 270597 | 2. 56184 | 0. 000621 | 0. 005052

HOTAIR 1. 483766 | —3. 69401 | 0. 000623 | 0. 005067
AL355376. 2 1.463138 | =3. 15984 | 0. 000628 | 0. 005098

PROM1 1. 145773 | 2. 506482 | 0. 000631 | 0. 005121
AC017033.1 1.100341 | —4. 09556 | 0. 000641 | 0. 005179

GAST 1. 779587 | 0.14014 | 0.000657 | 0.00528
CEACAMP7 1. 626967 | =3.87222 | 0. 000659 | 0. 005292

GDF10 1.106347 | =0. 20434 | 0. 000662 | 0. 005307

AC091729. 2 —-1.45938 | =1. 01173 | 0. 000668 | 0. 005348
CDHT 1.308107 | —2. 25965 | 0. 000674 | 0. 00539
FGF8 1.520199 | —2. 30837 | 0. 000689 | 0. 005489

MRPL23-AS1 -1. 10673 | —1. 08555 | 0. 000709 | 0. 005608

PCDHAG 1.061586 | —1.88542 | 0. 000713 | 0. 005639
AC092447. 5 1.179239 | =3. 06427 | 0. 000732 | 0. 005764

GABRP 1. 089574 | 1. 335288 | 0. 000735 | 0. 005777




AC128709. 2 1.019434 | =3. 76565 | 0. 000735 | 0. 005778
MUC5B 1.352245 | 5.971448 | 0.00074 | 0.005812
AC126175. 1 1.395574 | =2. 69666 | 0.00074 | 0. 005814
PLUT 1. 163282 | =2. 91238 | 0. 000743 | 0. 005827
AC106892. 1 —-1.79908 | —2. 91885 | 0. 000747 | 0. 005853
LINCO1105 1.484274 | =3. 35746 | 0. 000761 | 0. 005942
TCF24 1. 139681 | —=3.42867 | 0. 000763 | 0. 005955
NMRK2 -1. 40764 | -1. 66231 | 0. 000765 | 0. 005965
IGHV3-43 -1.12234 | 0. 02938 | 0. 000777 | 0. 006036
AL358394. 2 1. 146963 | —4. 03573 | 0. 000777 | 0. 006036
STOML3 1. 582439 | =3. 59487 | 0. 000783 | 0. 006075
AC133963.1 1. 348058 | =3. 03101 | 0. 000789 | 0. 006107
AC096537. 1 1.22656 | —4.07367 | 0. 000795 | 0. 006143
VCX3B 1.095464 | -3.21578 | 0. 000801 | 0. 006175
AC087633. 2 1. 174558 | —4. 00446 | 0. 000802 | 0. 006186
MYBPHL 1.090241 | -0. 61211 | 0. 000813 | 0. 006247
TACR3 1.406629 | —4.0783 | 0.000819 | 0. 006288
IGLV4-69 1. 118284 | 2. 028439 | 0. 000824 | 0. 006313
CRABP1 1. 331388 | =3. 25067 | 0. 000825 | 0. 006316
LCE2D -1. 20907 | =3. 75406 | 0. 000828 | 0. 006333
UG0898H09 1.213745 | =3.81287 | 0. 000846 | 0. 006452
NBPF4 1.160092 | —3.9101 | 0.000849 | 0. 006466
AL161630.1 -1. 0128 | —-2.3162 | 0. 000856 | 0. 006506
AC006065. 4 1. 454246 | —1. 23159 | 0. 000856 | 0. 006506
DPPA2 1. 782908 | —3. 72526 | 0. 000861 | 0. 006534
RBP2 1. 10195 | 0.099808 | 0.000864 | 0. 006543
AL133370.1 1. 122964 | —2. 20305 | 0.00087 | 0.006579
FRBB4 1.123216 | —2. 30654 | 0. 000889 | 0. 006675
AC027281. 1 —-1. 14724 | =3. 99763 | 0. 000892 | 0. 006693




LUZP4 1.67746 | —2. 05031 | 0. 000898 | 0. 006736
AL138930.1 1.067617 | =3.06172 | 0. 000914 | 0. 006835
AC244107. 1 1.519364 | =2. 07326 | 0. 000916 | 0. 006849

IGLV3-10 1.157873 | 1. 787197 | 0. 000917 | 0. 006853
IGHV3-11 -1.07952 | 1. 740229 | 0. 000936 | 0. 00697

MTNR1B 1. 642663 | —0. 60937 | 0. 000955 | 0. 007081
AL355596. 1 1. 135397 | =3. 18647 | 0.00096 | 0.007105
AP000593. 2 1.295172 | =3. 75104 | 0. 000974 | 0. 007182

BMP7 1.23743 | 0.502523 | 0.000994 | 0. 007299

HS3ST6 1.069943 | —2.87295 | 0. 001002 | 0. 007347
AC106799. 2 1.234406 | —4. 13377 | 0.001014 | 0. 007402

SPRR1B 1. 553085 | =2.93867 | 0. 001018 | 0. 007423

METTL11B 1. 063009 | =3.57298 | 0.00102 | 0.007429
AL356479. 1 1.030988 | =3.16993 | 0. 001031 | 0. 007484

CST8 1.59969 | -3.92218 | 0. 001039 | 0.00753

CALML5 1. 317656 | =3. 90965 | 0.001047 | 0. 007576
AC012339.1 1. 343271 | —4. 08046 | 0.00107 | 0.007713
LINC01297 1. 083591 | =3. 18603 | 0. 001072 | 0. 007722

INS 1.634111 | =3.88306 | 0. 001074 | 0. 007735
GABRAS 1.515584 | =2. 55354 | 0. 001076 | 0. 007743
RPS29P11 1.201351 | —4. 06309 | 0. 001102 | 0. 007898
IGKV6-21 1.192127 | -1. 36273 | 0. 001105 | 0. 007917

KRT5 1.140222 | 1. 064987 | 0.00111 | 0.007942
NRG1-IT1 1.10963 | -4.01845 | 0.00113 | 0. 008057
LBX1-AS1 1.31605 | -3. 81887 | 0.00114 | 0.008125

PRSS16 1.090551 | 0. 724329 | 0. 001164 | 0. 008267
AC115220.1 1. 455753 | —3.16262 | 0. 001165 | 0. 008271

BPIFB1 1.176056 | —0. 45203 | 0. 001181 | 0. 008362
AL109914. 1 1. 036601 | 4. 01785 | 0. 001213 | 0. 008524




TRPV5 1. 023236 | =3. 73522 | 0. 001225 | 0. 008598
CLEC4M -1.24464 | -0.1645 | 0.001226 | 0. 0086
HOXC13 1.26669 | -2.32355 | 0.001228 | 0. 008611
RAB25 1. 198161 | 2. 474697 | 0. 001236 | 0. 008656
C20rf70 1. 050254 | =2. 79965 | 0. 001237 | 0. 008656
AL160408. 4 1. 388949 | =3. 24153 | 0. 001238 | 0. 008662
KRTDAP 1. 038692 | —3. 36852 | 0. 001242 | 0. 008679
NHLH2 1.471197 | —2. 84938 | 0. 001247 | 0. 008713
ZPLD1 1. 240506 | 0. 965388 | 0.00125 | 0.00872
AC100803. 1 1. 028525 | =3.48032 | 0.00125 | 0.00872
AL160162. 1 1. 338606 | =3. 56378 | 0.00125 | 0. 008721
ZNF280A 1.174172 | =3.62365 | 0. 001252 | 0. 00873
GUSBP6 1. 190047 | =3. 73958 | 0.00126 | 0. 008778
GRHL2 1.022815 | 0. 521948 | 0. 001271 | 0. 008841
MUCHAC -1.67104 | 2. 669866 | 0. 001313 | 0. 009069
IRX6 1. 164833 | —1. 35601 | 0. 001318 | 0. 009094
PLA2G2E -1.4718 | -3.83713 | 0.00135 | 0.009276
AC027627. 1 1. 042254 | =3. 60251 | 0. 001403 | 0. 009572
MYTIL 1.292376 | —1.67983 | 0. 001426 | 0. 009696
TYR 1. 488554 | =3. 60431 | 0.001428 | 0. 009706
LINC02505 1. 376078 | =3.21804 | 0. 001468 | 0. 009927
MMP3 -1. 13989 | 1. 27807 | 0. 001492 | 0.01004
AC090503. 1 1.193528 | —3.8305 | 0.001499 | 0.010073
LINC00689 1.063193 | —0.9013 | 0.001504 | 0.01009
AP000757. 2 1. 096563 | —1. 55382 | 0. 001529 | 0. 010223
IGLV2-34 -1.01061 | =3.91522 | 0.00154 | 0.010279
HBM —-1.29572 | =3. 52858 | 0. 001548 | 0. 010324
HOXA11 1.049324 | —1. 54982 | 0. 001555 | 0. 010357
KRT6C —-1. 38889 | 0. 09693 | 0.00156 | 0.010372




AL162726. 4 1. 089037 | —4. 06058 | 0. 001572 | 0. 010441
C8orf87 1.438392 | -3.61455 | 0. 001576 | 0.01046
ZNF716 1.200349 | -1. 11195 | 0. 001589 | 0. 010517

AC005537. 1 1. 039125 | =2. 40521 | 0. 001599 | 0.01057

AC098476. 1 1.199982 | =3.70583 | 0.0016 | 0.010574

AC092001. 1 1.28689 | -3.96333 | 0.00162 | 0.010677

CRNN 1.595234 | —4. 04367 | 0. 001656 | 0. 010869

LINCO1579 1.091771 | =2. 95246 | 0. 001768 | 0. 011458
PLPPR5 -1.54916 | 3. 24873 | 0. 001772 | 0. 011477

SPATA31C2 1. 228214 | =3.19912 | 0. 001798 | 0. 011622
UBE2DNL —-1. 42428 | =3. 35433 | 0. 001805 | 0. 011667

AC007402. 1 1.491689 | -3. 08282 | 0. 001873 | 0. 012025

AC117513.1 1. 055076 | —4. 21804 | 0. 001884 | 0. 012082

AL596330. 1 1.074683 | =2.97314 | 0. 001931 | 0. 012304

AC245884. 9 1. 059687 | =3. 02251 | 0. 001967 | 0. 012471
LEMD1 1. 141178 | =3. 42509 | 0.00197 | 0.01249

LINC02469 -1.44412 | —-3.60488 | 0. 002006 | 0. 012682

AC069228. 1 1. 305108 | =3. 81171 | 0. 002012 | 0.01271

AC135068. 2 -1.0465 | -3.31927 | 0.002044 | 0. 012865

LINC02212 1.513402 | -1. 91532 | 0. 002231 | 0. 013742
PRPS1L1 1.21472 | -3.93821 | 0. 002234 | 0. 013752
MT1JP -1. 15732 | —1.90543 | 0.00224 | 0.013777
MT1CP -1.197 | 0. 39676 | 0.00228 | 0.013962

AL139002. 1 1.097261 | =3. 16534 | 0. 002309 | 0. 014103

AC080037. 1 1.011388 | =3.11462 | 0. 002315 | 0.01412

AC005482. 1 1.309613 | —4. 17536 | 0. 002349 | 0. 014296

AC096759. 2 1.091067 | —4.07369 | 0. 002388 | 0. 014458
MUC15 1. 254863 | 0. 339925 | 0. 002393 | 0. 014482

IGKV1D-17 -1.29291 | -1.2199 | 0.002469 | 0. 014834




AL138767. 1 1. 021765 | =3. 98487 | 0. 002469 | 0. 014834
FAR2P1 1.233994 | 0. 413465 | 0. 002483 | 0. 014894
BPIFA2 1. 144084 | -1. 19342 | 0. 002524 | 0. 015089
FAM133A 1.020377 | 1.80502 | 0.00258 | 0.015359

AC110491.1 1.252004 | -4.10182 | 0. 002604 | 0. 015471

KRTAP20-4 1. 356987 | —3.7964 | 0.002854 | 0. 016576

AC006058. 4 1.071662 | —4.2397 | 0.002924 | 0.0169
MAGEA9B 1.551135 | =3. 25947 | 0. 002926 | 0. 016906

LINCO1667 1.274124 | 0. 505465 | 0. 002928 | 0. 016909

AL161908.1 1. 154233 | —4. 00932 | 0. 002931 | 0. 016922
OLFM4 -1.415 | 2.396585 | 0. 002932 | 0. 016922

AC122685. 1 -1.27598 | =2.96475 | 0. 002937 | 0. 016941

AC139769. 2 1.06762 | -1.41292 | 0. 002959 | 0. 017046
TEX26 -1.0148 | -4. 08126 | 0. 002969 | 0. 017092

AL121721. 1 1. 070505 | =2. 93078 | 0. 002971 | 0. 017098
SLC30A8 1. 145766 | 1. 90708 | 0. 002989 | 0. 017169

SP8 1.168279 | =0.90795 | 0. 003054 | 0. 017462

ACO011632. 1 1.140484 | -1. 26471 | 0. 003168 | 0. 017961

SLC22A12 -1. 08787 | 3.692511 | 0. 003169 | 0. 017961
PART1 1.279275 | 0. 793199 | 0. 003171 | 0. 017972
OR2C3 1. 148564 | —4. 14001 | 0. 003241 | 0.01828
HCN1 1. 166006 | —1.82265 | 0. 003301 | 0. 018529

CT45A10 1. 528555 | =2.60877 | 0. 003419 | 0. 019042
ZNF728 1. 020374 | =2. 03074 | 0. 003437 | 0.019119
TNP1 1.855827 | 1.08828 | 0.003535 | 0.019539

AC147651.1 1. 255386 | —1. 13093 | 0. 003541 | 0. 019556

AC040174. 1 1.170041 | =3.01196 | 0. 003555 | 0. 019603

AC090568. 2 1. 252797 | =2. 39642 | 0. 003556 | 0. 019603

AC005208. 1 1. 120622 | =3. 84273 | 0. 003561 | 0. 019615




DYNAP 1. 082202 | —4. 15581 | 0. 003568 | 0. 019629
AC108474.1 1.077389 | =3.96035 | 0. 003583 | 0. 019697
AC003965. 2 1. 092197 | 4. 06381 | 0. 003685 | 0. 020133
HOXC12 1. 349043 | =3. 66521 | 0. 003687 | 0. 020137
CLDN10 1. 087202 | 2. 386571 | 0. 003704 | 0. 020201
SLC6A20 1. 035786 | 0.207343 | 0. 003745 | 0. 020351
KLK2 -1.26194 | 0. 34742 | 0. 003799 | 0. 020594
AC105105. 5 1. 086189 | =3. 72017 | 0.003932 | 0. 021138
SLC27A6 1.015672 | —4. 13738 | 0.00399 | 0.021378
NRSN1 1.011957 | =2.91301 | 0. 004162 | 0. 022117
IGKV1D-39 1. 096338 | =3. 26862 | 0. 004256 | 0. 022544
LINCO1785 1. 178357 | —4. 10516 | 0. 004307 | 0. 022756
LINC01697 1. 119939 | -0. 97409 | 0. 004314 | 0. 022775
KRT13 1. 378366 | —0. 55522 | 0. 004335 | 0. 022853
AC007099. 1 1. 037555 | =0. 19076 | 0. 004338 | 0. 022862
LINC02302 1.220262 | —3.7026 | 0.004405 | 0. 023146
RN7SL472P 1.121544 | =3. 96586 | 0. 004431 | 0. 023248
PNLIPRP3 1. 252904 | -3. 66524 | 0. 004438 | 0. 023267
OR12D1 —-1. 17864 | —4. 12684 | 0. 004449 | 0. 023299
PAX2 1. 042003 | -0. 81804 | 0. 004459 | 0. 023324
AL139275.2 1.130166 | —3. 18474 | 0. 004488 | 0. 023413
AC120036. 2 -1. 1388 | —3.9044 | 0.004491 | 0. 023421
AC096577. 1 —-1.34711 | =3. 50638 | 0. 004533 | 0. 023592
DLX6-AS1 1. 051587 | =0. 79771 | 0. 004583 | 0. 023808
AC092447. 1 1.349824 | —4. 00757 | 0. 004592 | 0. 023838
HILS1 1. 074865 | —3. 44953 | 0. 004602 | 0. 023871
Chorf17 —-1. 02357 | =0.87817 | 0.00469 | 0.024239
HOXC11 1.1771 | =3.07482 | 0.004722 | 0. 024387

SAGE1 1.40568 | -1.52975 | 0.0048 . 024681




DUX4L18 1.483117 | =3. 57942 | 0. 004845 | 0. 024852
AC073365. 1 1.407241 | =2. 76075 | 0. 004899 | 0. 025037
BPIFB6 1.279354 | —2. 88866 | 0. 005017 | 0. 025488
SCHLAP1 1. 245454 | =3. 66513 | 0. 005026 | 0. 025521
DSCR4-1T1 1.211309 | =3. 11872 | 0. 005167 | 0. 026088
ACO010139. 1 1. 126543 | —4. 15214 | 0. 005255 | 0. 026413
AC113346.1 1.085713 | —4.10312 | 0. 005383 | 0. 026916
SORCS3 1. 225848 | =2. 69563 | 0.00539 | 0. 026944
AC074237.1 1.058734 | =3.92188 | 0. 005419 | 0. 027058
LINGO1-AS1 -1.0151 | =3.54304 | 0. 005496 | 0. 027349
CHRM1 1.1326 | -1.7889 | 0.005531 | 0.02748
CLEC2L 1. 06861 | 0.232388 | 0.005571 | 0. 027624
IGHV3-22 1. 009864 | =3. 87857 | 0. 005572 | 0. 027625
CHIA 1.01296 | -3. 06006 | 0.005593 | 0. 027705
AC092336. 1 1.458383 | 3. 10104 | 0.00562 | 0.027802
POPDC3 1. 072557 | 0.219138 | 0. 005662 | 0. 027951
AL157937.1 1. 346836 | —4. 20461 | 0. 005678 | 0. 028012
OR11A1 -1.0629 | —4.16229 | 0. 005712 | 0. 028126
NPY —-1. 33157 | =3. 15416 | 0. 005742 | 0. 028212
AL583808. 1 1. 050383 | —3. 38631 | 0. 005887 | 0. 028786
SPRR2E 1. 357355 | =3.88694 | 0. 005918 | 0. 028912
VN2R19P 1. 047682 | —3. 26265 | 0. 006042 | 0. 029361
LINCO01249 1. 256179 | =3. 00633 | 0. 006114 | 0. 029637
AC010547. 2 1.101179 | —1. 35908 | 0. 006208 | 0. 029971
AC022639. 1 1.099699 | —4.0265 | 0.006236 | 0. 030059
PRAC2 1. 148419 | -3. 11713 | 0. 006329 | 0. 030388
CKMT1B 1.02865 | -0.27622 | 0.00652 | 0.031066
LINC02531 1. 156792 | =3. 96083 | 0. 006634 | 0. 031513
REG1B —-1.63777 | 3.336924 | 0. 006748 | 0. 031934




GAL 1.009598 | —0.823 | 0.006894 | 0. 032443
SLC6A14 1. 122767 | 0. 25413 | 0. 006985 | 0. 032704
NAAL1 1.264709 | -0. 10136 | 0. 007104 | 0. 033131
MDGAZ2 1. 020078 | =0. 53426 | 0. 007235 | 0. 033574
KLK3 —-1.56954 | 0. 789747 | 0. 007497 | 0. 034464
IGHV3-20 1. 008849 | -1. 18273 | 0. 007542 | 0. 034604
ZNF560 1.157552 | =1.75449 | 0. 007545 | 0. 03461
PHOX2A 1.44442 | -3.21764 | 0. 007579 | 0. 034715
MNX1 1.025185 | 0. 45814 | 0. 007665 | 0. 035034
KRT16 1. 087765 | 0. 177903 | 0. 007804 | 0. 035501
LINC01230 —-1. 28682 | —3. 34425 | 0. 007838 | 0. 035607
TMEM179 1.015358 | =0. 30276 | 0. 008011 | 0. 036273
AGRZ 1. 089047 | 4.909857 | 0. 008265 | 0. 037175
SGCZ 1. 159502 | =2.64749 | 0. 008459 | 0. 037864
AC018692. 3 1.170977 | =3. 56763 | 0. 008494 | 0. 037989
ADCYS8 1.11194 | 0. 735601 | 0. 008511 | 0. 038035
AC084357. 3 1.169074 | =3.52913 | 0. 008574 | 0. 038257
LINCO0879 1.257403 | —2. 02721 | 0. 008633 | 0. 03845
LINC02228 1.00465 | -2.54941 | 0.00875 | 0.038905
LINC01419 —-1.0893 | 3.742201 | 0. 008763 | 0. 038939
CLDN10-AS1 1.201131 | 3. 14495 | 0. 008951 | 0. 039555
LINC01096 1.010644 | -3.7177 | 0.009355 | 0. 040802
LRRC38 1.261211 | =2. 17547 | 0. 009364 | 0. 040836
WDR82P1 1. 029757 | =3. 09286 | 0. 009508 | 0.04133
MYH4 —-1.15161 | 6. 011736 | 0. 009715 | 0. 042066
AC106744. 2 1. 044481 | —4. 15302 | 0. 009849 | 0. 042504
AC087235. 1 1.068496 | —4. 12798 | 0. 009947 | 0. 042827
TSPY9P -1.32693 | =3. 56694 | 0. 010197 | 0. 043692
DSCAM-AS1 1.295064 | —-3.9701 | 0.010331 | 0. 044158




SOHLH2 1. 113261 | =0. 69701 | 0. 010339 | 0. 044183
FGF23 1.068977 | =3.11974 | 0. 011012 | 0. 046374
AP002001. 2 1. 158038 | =3. 83389 | 0. 011452 | 0. 04781
MAGEA4 —-1. 44943 | 0. 571269 | 0. 011644 | 0. 048427
AGTR2 1.189064 | -2.81333 | 0. 011945 | 0. 04947
TFF2 1.090541 | 1. 711063 | 0.012022 | 0. 04974




Table S5 The differential genes (n=1314) between stage I-II and stage

HI-IV tumor tissues of the HCC patients’ sequencing data from the TCGA

database.

Gene symbols Log FC Log CPM | P Value FDR
RBPJL 7.684193 | 1.383735 | 1. 97TE-72 | 5. 80E-68
KIRREL2 6. 628755 | 1.905354 | 8. T7TE-67 | 1. 29E-62
MSLN 4. 303682 | 0. 802269 | 9. 87TE-65 | 9. 69E-61
AC090921. 1 5. 139246 | -1. 22593 | 9. 52E-60 | 6. 64E-56
FOXH1 3. 809836 | —1. 13394 | 1. 13E-59 | 6. 64E-56
MATN4 4.338276 | —0. 41096 | 2. 27E-55 | 1. 11E-51
SEZ6L 4.37423 | -0.44943 | 4. 06E-50 | 1. 71E-46
SYT14 5. 875374 | —1. 45923 | 1. 62E-48 | 5. 97E-45
IL11 4.00069 | -0.05234 | 5. 69E-48 | 1. 86E-44
CRTAC1 4.724541 | 1. 937461 | 1. 49E-47 | 4. 38E-44
SCNN1G 5.486444 | -0.97834 | 3. 28E-47 | 8. T9E-44
TACR1 3.777792 | 0. 260782 | 3. 90E-47 | 9. 5b8E-44
LGALS14 8.31581 | 2. 11875 | 2.22E-41 | 5. 04E-38
REG4 3.102842 | -0.1013 | 9.98E-38 | 2. 10E-34
CA3 3.434872 | 1. 495387 | 3. 27E-37 | 6. 42E-34
LINC01361 4. 353405 | —2. 09866 | 4. 58E-37 | 8. 44E-34
CPAl 5.970077 | 2. 280721 | 7. 87E-37 | 1. 36E-33
GPR50 7.251829 | 0. 384492 | 7. 7T5E-36 | 1. 27E-32
CPNE6 3. 646815 | 0. 083191 | 1. 39E-35 | 2. 15E-32
MTND4P35 2.395941 | -0.2487 | 2. 11E-35 | 3. 10E-32
PRSS1 6. 854068 | 2. 751615 | 5. T1E-35 | 8. 02E-32
KC877982. 1 6. 923059 | —1. 08207 | 4. 7T7E-34 | 6. 39E-31
AC007938. 3 1.974254 | —-1. 61498 | 2. 81E-32 | 3. 60E-29
PRSS2 5.612673 | 2. 831539 | 6. 98E-31 | 8. 57E-28




CLPS 7.807204 | 2. 077715 | 6. 40E-30 | 7. 54E-27
REG3G 7.428946 | 2. 988865 | 9. 06E-29 | 1. 03E-25
SLC11A1 1. 765551 | 2. 008448 | 4. 09E-28 | 4. 46E-25
LINC01792 3.531621 | -2.9058 | 5. 65E-28 | 5. 95E-25
AC079305. 1 1.88366 | —1.76054 | 4. 66E-27 | 4. T3E-24
NDNF 2.926002 | —1. 39289 | 7. SOE-27 | 7. 66E-24
SLC35F1 2.015375 | —1. 50241 | 1. 66E-25 | 1. 58E-22
AL161431. 1 4.980727 | -1.3013 | 2. 75E-25 | 2. 53E-22
RNF151 2. 545296 | —3. 29342 | 4. 29E-25 | 3. 83E-22
ORSM13P 6. 589271 | —3. 27421 | 5. 31E-25 | 4. 60E-22
HMGN2P40 2.682932 | =3.53049 | 8. 38E-25 | 7. 05E-22
CUZD1 2.525526 | 0. 528344 | 1. 58E-24 | 1. 29E-21
GDAP1L1 2.721859 | =2.19919 | 3. 54E-24 | 2. 82E-21
SBSN 3.488275 | 1. 63728 | 2. 13E-23 | 1. 65E-20
FEZF2 5.152679 | =3.61017 | 2. 39E-23 | 1. 80E-20
TAPP 2.523325 | 0. 98106 | 3. 13E-23 | 2. 31E-20
1QCA1 2.112248 | —0. 06224 | 4. 37E-23 | 3. 14E-20
WEFTKKN2 2.996767 | —1.6633 | 5. 67E-23 | 3. 98E-20
TMEM158 1.961836 | 0. 556064 | 1. 29E-22 | 8. 67E-20
CNMD 2.680392 | —-3.74359 | 1. 30E-22 | 8. 67E-20
NCCRP1 2.502134 | -1. 08203 | 2. 16E-22 | 1.41E-19
NAT16 2.418567 | —1.45592 | 7. 16E-22 | 4. 58E-19
PTANP 2.113385 | —2. 24157 | 8. 51E-22 | 5. 33E-19
TMEM130 2.777303 | 0.742084 | 1. 18E-21 | 7. 22E-19
LAMP5 2.731086 | 1. 111358 | 1. 34E-21 | 8. 04E-19
P2RX2 3.53777 | -0.6023 | 1.37E-21 | 8. 04E-19
LINC01229 2.065882 | 2. 32727 | 1. 97E-21 | 1. 14E-18
AC003092. 1 3. 518056 | —4. 17453 | 2. 64E-21 | 1. 50E-18
TLRS-AS1 3.429885 | —4. 18831 | 7. 83E-21 | 4. 35E~-18




PICSAR 3. 722869 | —2.7628 | 8. 68E-21 | 4. 7T3E-18
NKX6-3 5.015353 | =0.91303 | 1. 11E-20 | 5. 90E-18
ATP8A2 2. 255685 | —=0.27799 | 1. 12E-20 | 5. 90E-18
HOXCh 3. 272338 | =3.80378 | 2. 58E-20 | 1. 33E-17
AL136140.1 4.964918 | —4.03714 | 2. 91E-20 | 1. 48E-17
PLN 2.02443 | 0.697227 | 3. 01E-20 | 1. 49E-17
OR5SH5P 4.854491 | —4.12961 | 3. 04E-20 | 1. 49E-17
OR5M6P 4.306835 | —4. 10267 | 4. 30E-20 | 2. 08E-17
AC105446. 1 2.617536 | —-1.71224 | 5. 51E-20 | 2. 62E-17
GALNT3 1.967265 | 1. 057584 | 6. 08E-20 | 2. 84E-17
U62317. 1 2.311144 | =2. 61557 | 6. T0E-20 | 3. 08E-17
C7orf61 1.605366 | —2. 16681 | 1. 22E-19 | 5. 52E-17
AJO11931.1 3.637507 | —4.1503 | 1. 39E-19 | 6. 22E-17
MMP1 2. 210658 | 1. 523887 | 1.85E-19 | 8. 16E-17
CRH 3.659775 | =3. 09883 | 2. 21E-19 | 9. 56E-17
DES 2.468012 | 1. 354475 | 3. 94E-19 | 1. 68E-16
FOXI1 3.235207 | =3.99291 | 4. 72E-19 | 1. 99E-16
IGFL1 4.100884 | —2. 63806 | 5. 34E-19 | 2. 21E-16
HHIP-AS1 2.271683 | -1. 11018 | 5. 82E-19 | 2. 38E-16
SPATA22 2.683363 | —3.44099 | 6. 00E-19 | 2. 42E-16
SCD5 2.024 | 2.730796 | 6.41E-19 | 2. 55E-16
LINC00322 2.723259 | —=3.18175 | 8. 19E-19 | 3. 22E-16
LINCO1561 2. 915565 | —3. 26765 | 9. 05E-19 | 3. 51E-16
AC005077. 1 3. 158803 | —3.25246 | 1. 09E-18 | 4. 18E-16
DRD4 1.64275 | 0.555456 | 1. 16E-18 | 4. 40E-16
FREM2-AS1 4.236293 | —4. 22127 | 3. 78E-18 | 1. 41E-15
PRLHR 3. 552086 | —3.66898 | 4. 53E-18 | 1. 67E-15
KLK6 3.395127 | -1.8475 | 5. 09E-18 | 1. 85E-15
SCEL 3.1563202 | -2.9462 | 6. 70E-18 | 2. 41E-15




TMPRSS4 2.380985 | —0.24018 | 8. 09E-18 | 2. 87E-15
AL109807.1 4.316517 | =3.91995 | 1. 02E-17 | 3. 59E-15
TTC29 3.423997 | =3.09933 | 1. 23E-17 | 4. 24E-15
SCNN1B 2.008938 | 0.042707 | 1. 24E-17 | 4. 24E-15
AC012640. 1 1. 796861 | =3. 33567 | 1. 25E-17 | 4. 24E-15
STRC -4.39601 | 1.041151 | 2. 49E-17 | 8. 34E-15
U82695. 1 3.111183 | 2. 95763 | 2. 7T7E-17 | 9. 18E-15
AL445189. 2 2.423997 | —1.82822 | 3. 16E-17 | 1. 04E-14
FAM196B 2.771897 | =3.17272 | 3.53E-17 | 1. 14E-14
XAGE2 3. 888854 | —2.38471 | 3. 73E-17 | 1. 19E-14
AC060780. 1 1.167969 | -0. 21186 | 4. 69E-17 | 1. 49E-14
CHGA 3.18812 | 2. 413413 | 6. 44E-17 | 2. 01E-14
CPA2 4.209475 | 2. 363023 | 6. 49E-17 | 2. 01E-14
HPSE2 2.148143 | 2. 54734 | 8. 72E-17 | 2. 66E-14
AVIL 1.677307 | 3.121437 | 8. T4E-17 | 2. 66E-14
CEACAM5 3. 791876 | 0. 242664 | 1. 19E-16 | 3. 59E-14
ERN2 3.207191 | —0.73834 | 1.40E-16 | 4. 14E-14
SYNPO2L 1.836536 | =3. 03792 | 1. 40E-16 | 4. 14E-14
AHRR 1. 743551 | 0.599773 | 1. 88E-16 | 5. 48E-14
IBSP 2.791248 | —0. 26943 | 2. 78E-16 | 8. 03E-14
FAM205A 2.523014 | 4. 04366 | 2. 89E-16 | 8. 27E-14
CTSK 1. 737186 | 4.459731 | 2. 93E-16 | 8. 31E-14
SLC44A4 1.794983 | 1. 245788 | 3. 40E-16 | 9. 55E-14
DLGAP1-AS5 4.573423 | 0.197298 | 4. 36E-16 | 1. 21E-13
RNUGATAC —4.76252 | —0. 65467 | 4. 40E-16 | 1. 21E-13
PCDHS8 3.075793 | —4. 21031 | 5. 63E-16 | 1. 54E-13
MIA 1.831716 | —3. 08329 | 6. 11E-16 | 1. 65E-13
RSPO3 2.465274 | 1. 069292 | 7. 86E-16 | 2. 11E-13
FGF5 3.589098 | —2.89243 | 8. 61E-16 | 2. 29E-13




ADGRB2 1.854795 | 0.430737 | 9. 03E-16 | 2. 38E-13
MYOSLID 1.72567 | -3.51621 | 9. 88E-16 | 2. 58E-13
CLPSL1 4.088088 | —2.9494 | 1. 39E-15 | 3. 60E-13
AC020571. 1 1.883353 | 2. 03846 | 1. 47E-15 | 3. 7T7E-13
ITGB6 1.93284 | 0.568202 | 1. 55E-15 | 3. 95E-13
SVOPL 2.212405 | —-3.1743 | 1. 75E-15 | 4. 40E-13
AC006273. 1 1. 785637 | —2. 08375 | 1. 81E-15 | 4. 52E-13
NPHS1 2.652217 | —1. 08485 | 1. 84E-15 | 4. 56E-13
ACSBG1 1.848964 | -1.29199 | 1. 91E-15 | 4. 69E-13
SLCIA4 3.23398 | —3.36571 | 2. 00E-15 | 4. 86E-13
AL158839. 1 2.036699 | —3.53467 | 2. 09E-15 | 5. 05E-13
TMPRSS13 1.905626 | 0. 22246 | 2. 40E-15 | 5. 75E-13
PLAC4 -5.91867 | 0.828789 | 3. 99E-15 | 9. 49E-13
ASB15 2.606922 | -1.76974 | 4. 63E-15 | 1. 09E-12
LINCO1819 3.077688 | —1.32441 | 4. 98E-15 | 1. 16E-12
PTPRR 1.591456 | —1.3042 | 5. 17E-15 | 1. 20E-12
ZNF488 1.681673 | =2. 79593 | 5. 37E-15 | 1. 23E-12
GPRC5A 2.055835 | 1. 428819 | 5. 86E-15 | 1. 34E-12
OPRD1 1.373548 | —1.46171 | 5. 92E-15 | 1. 34E-12
NPTX1 2.360608 | =0. 95079 | 6. 66E-15 | 1. 50E-12
B3GNT6 3.02723 | -3.9303 | 7.45E-15 | 1. 66E-12
AC244157.2 2.715937 | =3.29158 | 8. 41E-15 | 1. 85E-12
MYMK 2. 495653 | —2. 24348 | 8. 42E-15 | 1. 85E-12
AL355312. 3 2.25717 | —4.16483 | 9. 25E-15 | 2. 02E-12
CTRB2 3.672576 | —0. 64582 | 9. 85E-15 | 2. 13E-12
GPM6B 1. 168556 | =0. 47506 | 9. 93E-15 | 2. 13E-12
NTF4 2.631572 | =3.94465 | 1. 11E-14 | 2. 37E-12
AC010469. 1 1.726815 | =3.49002 | 1. 17E-14 | 2. 48E-12
FOXN1 2.452078 | —3.24688 | 1. 28E-14 | 2. 68E-12




NEFH 1.679489 | 0. 180149 | 1. 36E-14 | 2. 84E-12
BPI 1.870222 | 0. 29557 | 1. 55E-14 | 3. 22E-12
RBFOX1 2.510662 | =3.53398 | 2. 03E-14 | 4. 19E-12
ELFN1-AS1 2.465085 | =0. 07742 | 2. 25E-14 | 4. 61E~-12
LINC02137 2.557036 | —3. 44594 | 3.85E-14 | 7. 82E-12
HS3ST3A1 1.673782 | =0.94723 | 3. 95E-14 | 7. 98E-12
FBX040 2. 804502 | —1.49089 | 4. 7T9E-14 | 9. 60E-12
UNC13C 2.173188 | =3.33423 | 5. 27E-14 | 1. 05E-11
AQP5 1.876736 | —1.54307 | 5. 59E-14 | 1. 10E-11
ROPNIL 1.390474 | -2. 44802 | 6. 12E-14 | 1. 20E-11
NUP210L 1.73373 | -2.44723 | 6. 72E-14 | 1. 31E-11
KCNH2 2.258796 | 1. 677457 | 7. 05E-14 | 1. 37E-11
LAMP5-AS1 3.479358 | =3.79389 | 7. 29E-14 | 1. 40E-11
KRT4 3.514888 | -1.2243 | 9.21E-14 | 1. 76E-11
BCAT1 1. 167456 | 2. 826258 | 9. 69E-14 | 1. 84E-11
SLC26A9 2.485158 | 0.84811 .95E-14 | 1. 88E-11
PRSS30P 1. 449533 | -1. 77065 | 1. 19E-13 | 2. 24E-11
CDH10 3.371028 | =1. 12953 | 1. 21E-13 | 2. 26E-11
PNCK 2.785292 | 2.163785 | 1. 41E-13 | 2. 61E-11
KLHDC7B 1.334734 | 1. 324836 | 1. 47E-13 | 2. T1E-11
FCGR3B 1.927316 | 1. 045053 | 1. 51E-13 | 2. 76E-11
B3GNT7 1.523188 | 1. 942467 | 1. 52E-13 | 2. 77E-11
VSTMS 1.407906 | —2. 55915 | 1. 58E-13 | 2. 86E-11
SHANK1 1.526721 | —1.94667 | 2. 16E-13 | 3. 88E-11
AC025627. 1 1.318127 | =0. 13696 | 2. 19E-13 | 3. 91E-11
CACNA1B 2. 388882 | —2.66127 | 2. 22E-13 | 3. 94E-11
CTXN1 1.539221 | —0. 0981 . 28E-13 | 4. 02E-11
KCNQ1 1.282634 | 3.09463 | 2. 57E-13 | 4. 51E-11
AC004870. 1 3.009269 | —=3.64577 | 2. 69E-13 | 4. 69E-11




CTRB1 3. 668887 | —1.30238 | 3. 08E-13 | 5. 33E-11
BDNF 1.561657 | -1. 35142 | 3. 14E-13 | 5. 41E-11
PTF1A 3.279727 | =2.22524 | 3. 17E-13 | 5. 43E-11
PRR35 3. 198059 | —3.47924 | 3. 51E-13 | 5. 97E-11
VCX2 3.187146 | -3.402 .955E-13 | 6. 01E-11
MS4A15 2.932028 | —3. 36655 | 3. 86E-13 | 6. 50E-11
LINCO1085 2.529764 | —3. 22799 | 4. 59E-13 | 7. 69E-11
ACTN3 1.615196 | —2. 85536 | 6. 40E-13 | 1. 06E-10
AC026336. 3 3.993602 | 2. 25594 | 6. 41E-13 | 1. 06E-10
PHACTR3 1. 744885 | =2. 35022 | 7. 06E-13 | 1. 16E-10
KLHL30 1. 622568 | -0. 12344 | 7. 26E-13 | 1. 19E-10
LHX2 1.433783 | 0.192189 | 7. 86E-13 | 1. 28E-10
NEUROG3 2.183616 | —4. 03397 | 8. 01E-13 | 1. 30E-10
AP000439. 3 -4.61036 | 0. 068742 | 8. 13E-13 | 1. 31E-10
IGFL3 2.923378 | —4.20412 | 9. 17E-13 | 1. 47E-10
AC009263. 1 2.298087 | —3.65438 | 1. 13E-12 | 1. 81E-10
ZNF114 1. 192836 | —2. 20627 | 1. 38E-12 | 2. 17E-10
AP003354. 2 1.44234 | -2.85851 | 1.43E-12 | 2. 24E-10
XIRP1 1.550292 | =2. 27471 | 1. 45E-12 | 2. 26E-10
AL356740. 3 2.391465 | —3. 10641 | 1. 47E-12 | 2. 29E-10
AC079779. 2 1.898288 | =3. 37825 | 1. 58E-12 | 2. 44E-10
ROR1-AS1 2.233471 | —3.48857 | 1. 60E-12 | 2. 46E-10
TKTL1 2.512645 | 1.492184 | 1. 72E-12 | 2. 63E-10
SOHLH1 2.99436 | —1.24547 | 1. 81E-12 | 2. 75E-10
SLC46A2 —2.68946 | —1.64903 | 1. 88E-12 | 2. 85E-10
PLPPR3 1.881143 | —2.65446 | 2. 09E-12 | 3. 15E-10
ANKRD30BP3 3.066942 | —3.47936 | 2. 12E-12 | 3. 16E-10
AL161772.1 1.613689 | —1.98176 | 2. 12E-12 | 3. 16E-10
CELF3 1.719235 | =2. 98456 | 2. 72E-12 | 4. 02E-10




CHST5 2.802723 | -1.86318 | 3. 47E-12 | 5. 11E-10
GCG -5. 09207 | -0. 84519 | 3. 49E-12 | 5. 11E-10
ANXASL1 2.254813 | —1. 02339 | 4. 54E-12 | 6. 62E-10
MPP2 1.34784 | -0. 38081 | 4. 64E-12 | 6. 74E-10
CCL7 2.172991 | =3. 73107 | 4. 72E-12 | 6. 81E-10
CRYBBI —-2.25046 | 0.7948 .22E-12 | 7. 50E-10
CACNG7 3.058268 | =3.01438 | 5.51E-12 | 7. 88E-10
HNRNPCL3 3. 294582 | =2.89936 | 6. 89E-12 | 9. 81E-10
C10orf82 2.125191 | 4. 08032 | 7. 33E-12 | 1. 04E-09
GLISI 1.905496 | -2.97031 | 8. 45E-12 | 1. 19E-09
PRUNE2 1. 362054 | 1. 080237 | 8. 45E-12 | 1. 19E-09
AC078880. 3 2.311667 | =3.07495 | 9. 36E-12 | 1. 31E-09
ALKAL2 2.065464 | 0.621136 | 9. 7T2E-12 | 1. 35E-09
AL133297.2 2.169105 | =3.59892 | 9. 73E-12 | 1. 35E-09
SHISA9 2.38058 | —0.7837 | 1.01E-11 | 1. 38E-09
DDX25 1.461044 | -1. 80349 | 1. 35E-11 | 1. 85E-09
AC009022. 1 3.314001 | -3.98184 | 1. 41E-11 | 1. 93E-09
LINC02043 1. 371656 | =3. 10529 | 1. 82E-11 | 2. 47E-09
FGF8 2.91185 | -2.30853 | 1. 94E-11 | 2. 63E-09
RPS2P4 1. 112783 | =3. 01849 | 1. 96E-11 | 2. 63E-09
HIST1HZ2BH 1.671403 | =2.65629 | 2. 20E-11 | 2. 94E-09
AC027288. 3 1.570921 | =2. 36591 | 2. 28E-11 | 3. 05E-09
MUCL1 —5. 04375 | 1. 287643 | 2. 76E-11 | 3. 66E-09
FLJ22447 1. 22568 | —2. 36277 | 2. 96E-11 | 3. 92E-09
AC092723. 1 2.14681 | —4.08125 | 3. 15E-11 | 4. 14E-09
SPOCK3 3.020908 | 1. 322851 | 3. 44E-11 | 4. 49E-09
KLK1 1.804474 | —2. 74633 | 3. 45E-11 | 4. 49E-09
ZFP42 3.109997 | -3. 72092 | 3. 72E-11 | 4. 83E-09
SCT 1.494692 | —2. 02991 | 4. 54E-11 | 5. 87E-09




FERIL5 1. 381001 | =1. 53784 | 4. 96E-11 | 6. 39E-09
AL139125.2 1.454879 | -1.81011 | 6. 80E-11 | 8. 71E-09
CYP1B1 1. 388113 | 5.013578 | 7. 09E-11 | 9. 04E-09
ARHGDIG 1.978974 | —2. 38921 | 7. 14E-11 | 9. 07E-09
STX19 1. 262696 | —2.95917 | 7. 20E-11 | 9. 10E-09
AC022075. 1 1.318453 | 2. 87091 | 1. 13E-10 | 1. 42E-08
SPIB 1.862105 | 1. 558471 | 1. 17E-10 | 1. 46E-08
TMEM255A 1.343637 | 0. 275019 | 1. 25E-10 | 1. 56E-08
ASCL5 1.501103 | =3.12532 | 1. 39E-10 | 1. 73E-08
AC015722. 2 2.677624 | -3.26906 | 1. 41E-10 | 1. 75E-08
ALT73572. 1 -5. 68621 | -2. 21823 | 1. 46E-10 | 1. SOE-08
ASIC4 1.490213 | 3. 35146 | 1. 48E-10 | 1. 82E-08
AL445493. 2 —-2.41593 | =2.79134 | 1. 50E-10 | 1. 83E-08
CALB2 1.814854 | -1.85779 | 1. 58E-10 | 1. 92E-08
GACAT3 2.538214 | =3.89844 | 1. 7T0E-10 | 2. 06E-08
OMG 1.78545 | -0. 26731 | 2. 03E-10 | 2. 45E-08
WNT6 1. 584954 | 0. 54835 | 2. 03E-10 | 2. 45E-08
FAMS3E 1.968727 | 1. 63213 | 2. 04E-10 | 2. 45E-08
GFAP 1. 738283 | 0. 735198 | 2. 08E-10 | 2. 48E-08
WNT1 —-2.69147 | —2. 64529 | 2. 29E-10 | 2. 72E-08
GALR1 2. 058925 | —3. 28037 | 2. 36E-10 | 2. 7T9E-08
AL451074.6 —2.23688 | —2. 37966 | 2. 38E-10 | 2. 81E-08
AP001107. 3 1.663598 | —4. 12543 | 2. 39E-10 | 2. 81E-08
AC021351.1 2.724681 | =3.96818 | 2. 72E-10 | 3. 18E-08
IGHV2-26 2.290016 | 0. 174291 | 2. 77E-10 | 3. 23E-08
TNNT3 —-2.1016 | —1.41596 | 2. T9E-10 | 3. 23E-08
RPS26P47 1. 179056 | —3. 14244 | 2. 86E-10 | 3. 30E-08
AC009163. 6 2. 221867 | —=3.57806 | 2. 88E-10 | 3. 31E-08
SFTAZ 2.21067 | —2. 40285 | 3. 24E-10 | 3. 72E-08




AC069431. 1 1.63213 | -3. 46241 | 3. 34E-10 | 3. 81E-08
RBP2 2.09609 | 0.099789 | 3. 38E-10 | 3. 84E-08
PKDIL1 1. 012218 | =0. 76813 | 3. 45E-10 | 3. 91E-08
ARHGAP36 —-6. 21961 | 0. 773267 | 3. 48E-10 | 3. 93E-08
EPHAS 1.742832 | =3.80734 | 3. 54E-10 | 3. 98E-08
SAPCD2 1.077332 | 1. 656519 | 3. T9E-10 | 4. 25E-08
SPOCD1 1.292998 | -0.41284 | 3. 86E-10 | 4. 31E-08
PODNL1 1. 086483 | —0. 65036 | 4. 04E-10 | 4. 49E-08
ALLC 1.607247 | =1.79301 | 4. 13E-10 | 4. 57E-08
C220rf42 1.544685 | —4. 16179 | 4. 51E-10 | 4. 98E-08
GAL3ST3 1. 872387 | —4. 22316 | 4. 61E-10 | 5. 06E-08
AC027627. 1 2. 043288 | —3.60229 | 4. 98E-10 | 5. 46E-08
APOBEC2 1. 129745 | -2. 38462 | 5. 03E-10 | 5. 49E-08
AL359924. 1 -5.16631 | —2.87272 | 5. 10E-10 | 5. 54E-08
SERHL2 1. 181208 | 0.920141 | 5. 46E-10 | 5. 91E-08
FGF9 2.000601 | =2.52675 | 5. 52E-10 | 5. 96E-08
AC026310. 2 2.342885 | —4.09473 | 5. 74E-10 | 6. 16E-08
CADPS 2.10236 | 0.498361 | 5. 7T5E-10 | 6. 16E-08
TQANK1 1.111831 | 0. 752986 | 5. 81E-10 | 6. 20E-08
KCNT1 1. 155951 | =2. 39341 | 5. 89E-10 | 6. 25E-08
AC009078. 2 1.372872 | =3.7197 | 5.90E-10 | 6. 25E-08
AC156455. 1 1.166691 | —0. 81349 | 5. 99E-10 | 6. 33E-08
AF121898.1 2.330947 | —4. 09119 | 6. 39E-10 | 6. 72E-08
TNP1 —6. 23726 | 1. 088222 | 6. 47E-10 | 6. 7T8E-08
AGR3 2. 456823 | 1. 79566 | 6. 67E-10 | 6. 97E-08
PNMA2 1.28559 | 0.258591 | 6. 98E-10 | 7. 27E-08
ANXA3 1.43919 | 1.493665 | 7. 16E-10 | 7. 43E-08
KRT75 2. 442489 | —3. 64574 | 7. 83E-10 | 8. 09E-08
AC093063. 1 2.22599 | -3.54214 | 8. 48E-10 | 8. T1E-08




LINGO2 2.049616 | =3. 71824 | 9. 24E-10 | 9. 42E-08
GALNTS 1.922875 | =0. 57089 | 9. 43E-10 | 9. 58E-08
AP002472. 1 1. 622697 | —4. 02356 | 9. 50E-10 | 9. 62E-08
PKTA 1.49448 | 0. 083099 | 1. 11E-09 | 1. 12E-07
CTSV 1.602539 | 2. 424636 | 1. 15E-09 | 1. 16E-07
PSCA 1.679267 | —0. 85343 | 1. 15E-09 | 1. 16E-07
KLK15 2.409548 | =3.37894 | 1. 17E-09 | 1. 17E-07
AC108676. 1 1.202411 | -1. 49304 | 1. 19E-09 | 1. 19E-07
ATP1A2 -1.82083 | 2. 096714 | 1. 25E-09 | 1. 24E-07
FLJ42969 1.843337 | =3.85357 | 1. 28E-09 | 1. 26E-07
AL138930. 1 1.938877 | =3. 06182 | 1. 37E-09 | 1. 34E-07
AC022211.4 1. 180836 | —3.41855 | 1. 37E-09 | 1. 34E-07
BCL2L15 1.216253 | —0. 867 . 42E-09 | 1. 39E-07
FGF4 —-4. 44521 | =2.19495 | 1. 55E-09 | 1. 51E-07
AC019155. 3 2.890192 | -3.66795 | 1. 66E-09 | 1. 61E-07
GRM4 1.751427 | =2. 26985 | 1. 84E-09 | 1. 78E-07
AL358394. 1 2.727913 | =3.02749 | 1. 87E-09 | 1. 80E-07
AC025594. 2 1. 158621 | -0. 03296 | 1. 88E-09 | 1. SOE-07
AC021393. 1 —-4.33974 | =3. 77386 | 1. 98E-09 | 1. 89E-07
LINCO0165 2.389896 | —4. 17404 | 2. 25E-09 | 2. 14E-07
NKX2-1 2.612008 | —3. 62812 | 2. 43E-09 | 2. 30E-07
PTK7 1. 185373 | 3. 826868 | 2. 45E-09 | 2. 31E-07
HNRNPA1P33 1.607891 | —4. 00391 | 2. 68E-09 | 2. 52E-07
IGKV1D-27 —4. 06892 | —2. 33886 | 2. T1E-09 | 2. 54E-07
CCDC33 1. 952888 | —4. 08366 | 2. 75E-09 | 2. 58E-07
PROM2 1.719592 | 1. 265332 | 2. 77E-09 | 2. 59E-07
TLR10 1. 385311 | =0. 11506 | 2. 94E-09 | 2. 74E-07
URAD 2. 256629 | 3. 98005 | 3. 01E-09 | 2. 7T9E-07
SNORA5S9B 1. 212959 | =1. 68903 | 3. 09E-09 | 2. 85E-07




GALR2 1. 063088 | —2.2787 | 3. 27E-09 | 3. 01E-07
TULP1 1.421041 | =3.97677 | 3. 41E-09 | 3. 12E-07
TENM4 1.463282 | -0. 19699 | 3. 41E-09 | 3. 12E-07
SYT16 1. 948831 | =3. 61904 | 3. 50E-09 | 3. 19E-07
SCIN 1. 250287 | 0. 12007 | 3. 52E-09 | 3. 21E-07
HTRIF 1. 549879 | =3. 47142 | 3. 56E-09 | 3. 23E-07
FRMD5 1.632794 | =2. 50061 | 3. 60E-09 | 3. 25E-07
KRTAP7-1 2.962137 | 3. 45447 | 3. 61E-09 | 3. 25E-07
CTTNBPZ 1.506742 | 1. 631402 | 3. 62E-09 | 3. 25E-07
182214. 2 2.121851 | =3.92098 | 3. 70E-09 | 3. 31E-07
SYNGR4 1. 230347 | —1. 56452 | 3. 75E-09 | 3. 35E-07
SLITRKZ 1.836125 | 3. 04428 | 3. 95E-09 | 3. 50E-07
TGFB2-AS1 1. 354853 | —2.3636 | 4. 00E-09 | 3. 54E-07
NMU 1.694383 | —2.9552 | 4. 57E-09 | 4. 03E-07
GABRP 1.92633 | 1. 335257 | 4. 73E-09 | 4. 16E-07
CCR7 -1.16838 | 0. 717613 | 4. 74E-09 | 4. 16E-07
DPPA2 3.058068 | 3. 72577 | 4. 76E-09 | 4. 16E-07
ZNF385D-AS2 —4. 56201 | =3. 49106 | 5. 18E-09 | 4. 50E-07
MATN3 1.701503 | 1. 902785 | 5. 30E-09 | 4. 59E-07
ARC 1. 073061 | —1. 66853 | 5. 53E-09 | 4. 7T7E-07
TGFB2 1.127594 | 1. 999144 | 5. 67E-09 | 4. 88E-07
RHOXF1P1 2.658225 | =3. 72252 | 5. T0E-09 | 4. 90E-07
AL512324. 1 2.833541 | —=3.87781 | 5. 7T8E-09 | 4. 93E-07
AC007099. 1 2.136645 | 0. 19068 | 5. 79E-09 | 4. 93E-07
AC005291. 2 1.950835 | —4. 03046 | 5. 79E-09 | 4. 93E-07
SLCBAZ 1.386394 | —2.3736 | 5.82E-09 | 4. 94E-07
LCNL1 1.926082 | 0. 36084 | 6. 16E-09 | 5. 22E-07
STAC2 1.92849 | -2.27201 | 6. 33E-09 | 5. 33E-07
FCRLA 1.617298 | 0.820097 | 6. 33E-09 | 5. 33E-07




KCTD16 1.373908 | —2. 80274 | 6. 50E-09 | 5. 44E-07
GRAMD4PS8 1.500267 | —3.8053 | 6. 71E-09 | 5. 60E-07
OLFM1 1. 242985 | 1.810756 | 6. 89E-09 | 5. 7T4E-07
GIPR 1.304397 | 0. 388775 | 6. 97E-09 | 5. T9E-07
PRAMEF2 -3.32728 | -1.7058 | 7.46E-09 | 6. 18E-07
KTAA1644 1.445768 | —1.0649 | 7. 7T0E-09 | 6. 36E-07
ETF4E2P2 2. 239819 | =3. 96567 | 8. 01E-09 | 6. 60E-07
TMEM132A 1. 115609 | 3.893764 | 8. 07E-09 | 6. 63E-07
AC139749.1 1.929081 | 0. 11239 | 8. 34E-09 | 6. 82E-07
CYP19A1 2.10332 | 1.62171 . 37E-09 | 6. 83E-07
AP000439. 1 —-4.33054 | -2.9336 | 8.48E-09 | 6. 91E-07
DPF1 1. 056358 | —2.1363 | 9. 06E-09 | 7. 34E-07
ATP6VOD2 1.420617 | 0. 331845 | 9. 44E-09 | 7. 62E-07
AC004817. 3 1. 544904 | -4. 08231 | 1. 03E-08 | 8. 32E-07
CRYBA4 —-3.04545 | -1. 37054 | 1. 08E-08 | 8. 62E-07
SLCHAT 2.366278 | —3.88217 | 1. 0BE-08 | 8. 62E-07
SLC6A20 2.066229 | 0.207308 | 1. 09E-08 | 8. 67E-07
AL590438. 1 1.870071 | =3. 60892 | 1. 10E-08 | 8. 7T4E-07
FABP7 -3. 56765 | —0.51418 | 1. 14E-08 | 9. 02E-07
GLYATL1P4 1.81038 | -0.61126 | 1. 18E-08 | 9. 28E-07
SI 3.003133 | 0. 524494 | 1. 25E-08 | 9. 84E-07
AC068473. 3 1.364636 | -3.61813 | 1. 29E-08 | 1. 01E-06
BAALC -1.44862 | 2.33379 | 1. 30E-08 | 1. 02E-06
MBOAT2 1. 054981 | 1. 329988 | 1. 32E-08 | 1. 02E-06
HOXC12 2.603517 | —-3.6655 | 1.32E-08 | 1. 02E-06
GABRA4 2.416104 | -3. 34391 | 1. 36E-08 | 1. 05E-06
LINC02054 -3.189 | -2.21629 | 1.41E-08 | 1. 09E-06
MS4A1 -1.81614 | 0. 693355 | 1. 43E-08 | 1. 10E-06
CTSE 2.077804 | 1. 855792 | 1. 56E-08 | 1. 20E-06




CASKINI 1.364775 | =1. 58247 | 1. 65E-08 | 1. 26E-06
AC009312. 1 —-4.15423 | 3. 25221 | 1. 65E-08 | 1. 26E-06
MTMR7 1. 168122 | 2. 183421 | 1. 66E-08 | 1. 27E-06
ALOX15 1.207636 | —1. 48904 | 1. 68E-08 | 1. 28E-06
AC103770.1 2.462544 | 2. 08903 | 1. 76E-08 | 1. 34E-06
DCAF12L1 2.614816 | =2. 72373 | 1. 82E-08 | 1. 37E-06
PIWIL4 1.09566 | 0.881389 | 1. 85E-08 | 1. 39E-06
GPR87 1. 988255 | =3. 67935 | 1. 87E-08 | 1. 40E-06
CCL19 -1. 93651 | 3. 502693 | 1. 87E-08 | 1. 40E-06
AJAP1 1.535873 | =0.96172 | 1. 88E-08 | 1. 40E-06
NKX2-4 3.171741 | =3.50321 | 1. 97E-08 | 1. 46E-06
MAGEA9 2. 863584 | —4. 05852 | 2. 00E-08 | 1. 48E-06
CLLU1 —-3. 48359 | —2. 29799 | 2. 02E-08 | 1. 49E-06
PYDC1 2.311386 | 2. 44735 | 2. 09E-08 | 1. 54E-06
AL358394. 2 1. 87008 | —4.03596 | 2. 11E-08 | 1. 55E-06
MLANA 1.595929 | 1. 422792 | 2. 15E-08 | 1. 58E-06
CXCR2 1.090996 | —1.57055 | 2. 32E-08 | 1. 70E-06
LINC02334 1. 711537 | =2. 19899 | 2. 33E-08 | 1. T0E-06
LINC02351 2.272924 | -3.98381 | 2. 38E-08 | 1. 73E-06
FCRL1 —-1. 94057 | —2. 07467 | 2. 39E-08 | 1. 73E-06
ENTHD1 -2.54742 | =2.97638 | 2. 40E-08 | 1. 73E-06
HHATL 2.335914 | 1. 922753 | 2. 60E-08 | 1. 87E-06
Cllorfb3 2.521797 | —1. 38476 | 2. 61E-08 | 1. 87E-06
CRYBAZ2 =3.06077 | —1. 27523 | 2. T2E-08 | 1. 94E-06
AC010325. 1 1. 220654 | —3.60451 | 2. 78E-08 | 1. 98E-06
DUSP15 1.192164 | 0. 11454 | 2. 83E-08 | 2. 01E-06
HSPB6 1.342045 | 4. 581912 | 2. 85E-08 | 2. 02E-06
RCOR2 1. 282559 | 0. 14513 | 2. 87TE-08 | 2. 03E-06
FAM83F 1. 606065 | 0. 649767 | 2. 88E-08 | 2. 04E-06




KCNQ4 1. 040488 | -0. 13442 | 2. 91E-08 | 2. 05E-06
RPL35P5 1.118253 | 0. 29964 | 3. 11E-08 | 2. 18E-06
IFNE 2. 246557 | —4.22217 | 3. 12E-08 | 2. 18E-06
HMGB1P38 2.395894 | —3.8839 | 3. 36E-08 | 2. 34E-06
IGLV3-19 —2. 44851 | 4. 127705 | 3. 41E-08 | 2. 38E-06
AC010907. 2 1. 580287 | =2. 57142 | 3. 47E-08 | 2. 41E-06
CYP2W1 1.231628 | —1. 04434 | 3. 83E-08 | 2. 63E-06
AC007342. 5 1.723106 | —4. 15982 | 3. 93E-08 | 2. T0E-06
CRISP3 -3.4464 | 1.621985 | 4. 0BE-08 | 2. 79E-06
TLX2 1.694246 | -2.6957 | 4. 11E-08 | 2. 80E-06
PADI3 —-3. 58056 | 1.523441 | 4. 17E-08 | 2. 84E-06
AC017033.1 1. 771211 | —4. 09572 | 4. 22E-08 | 2. 86E-06
NEURL3 1. 123247 | 2. 512892 | 4. 22E-08 | 2. 86E-06
IGKV1D-42 -3.26684 | —2. 15834 | 4. 24E-08 | 2. 87E-06
OSTN —-2. 22569 | —2.76304 | 4. 28E-08 | 2. 88E-06
HTR5A 2.641972 | —4. 10612 | 4. 34E-08 | 2. 92E-06
CHEK2P2 2.523131 | 2. 94578 | 4. 67E-08 | 3. 14E-06
VIT 1.756475 | =3. 71323 | 5. 48E-08 | 3. 66E-06
EPN3 1. 480318 | =0. 09271 | 5. 74E-08 | 3. 82E-06
LRRC38 2.608012 | =2. 17527 | 5. 89E-08 | 3. 92E-06
CXCL5 1. 959866 | 2. 689934 | 5. 93E-08 | 3. 93E-06
LGALS7 2.063717 | =3.94007 | 5. 96E-08 | 3. 94E-06
ADAM32 1.232159 | —1. 86587 | 6. 22E-08 | 4. 11E-06
AC009163. 5 1. 110376 | —2. 53951 | 6. 44E-08 | 4. 24E-06
CRLF1 -1. 41457 | 1.56601 . 66E-08 | 4. 38E-06
TRIM74 -1.28549 | -2. 02512 | 6. 69E-08 | 4. 39E-06
AC006058. 1 1.796329 | —2. 77969 | 6. 7T7TE-08 | 4. 43E-06
PHOX2A 2.865715 | =3.21793 | 7. 09E-08 | 4. 63E-06
MAEL —-2.10638 | 1. 598874 | 7. 52E-08 | 4. 86E-06




RYR1 1. 028308 | 0. 586238 | 7. 67E-08 | 4. 95E-06
PLUT 1.882018 | =2.91235 | 7. 69E-08 | 4. 95E-06
IGKV10R2-11 —-3.22249 | -3.67806 | 7. 7T1E-08 | 4. 95E-06
IGHV3-53 —-2. 38931 | 0. 586934 | 7. T4E-08 | 4. 96E-06
CALHM3 1.642806 | —4. 08474 | 7. 86E-08 | 5. 02E-06
KLK13 2.218827 | —1.83038 | 7. 92E-08 | 5. 05E-06
RBBPSNL 2.169626 | —1. 35841 | 8. 02E-08 | 5. 09E-06
AC006058. 3 2. 344445 | =3.85787 | 8. 12E-08 | 5. 14E-06
AP005229. 2 -3.4408 | —4. 05215 | 8. 16E-08 | 5. 16E-06
LINCO1568 -3. 60968 | —3. 85458 | 8. 80E-08 | 5. 55E-06
PAKS —-3.77216 | 0. 046548 | 9. 97E-08 | 6. 27E-06
SLC6AS8 1.12782 | 4.93802 | 1.03E-07 | 6. 42E-06
SLC8A1-AS1 1. 329956 | =3. 75468 | 1. 09E-07 | 6. 78E-06
TMEM229A 2.180581 | —4. 00813 | 1. 13E-07 | 7. 04E-06
ITGA3 1. 013035 | 4. 382642 | 1. 13E-07 | 7. 04E-06
IGLV2-23 —-2.17125 | 3. 714067 | 1. 18E-07 | 7. 31E-06
MSLNL 2.116201 | -4.0894 | 1. 18E-07 | 7. 31E-06
NRSN1 1.890497 | —2. 91317 | 1. 34E-07 | 8. 25E-06
TYRP1 1. 824591 | 0. 20953 | 1. 35E-07 | 8. 33E-06
GDF6 1.190209 | —-1. 49254 | 1. 38E-07 | 8. 45E-06
B4GALNT3 1.159819 | 1.09807 | 1.43E-07 | 8. 75E-06
CGB7 1. 150959 | -3.87664 | 1. 51E-07 | 9. 23E-06
NTRKZ 1.468346 | 1. 890857 | 1. 51E-07 | 9. 23E-06
STEAP1B 1. 198596 | —1.53842 | 1. 52E-07 | 9. 28E-06
CEACAM3 1.06716 | —2. 77121 | 1. 53E-07 | 9. 28E-06
ANGPTL7 2. 568195 | 0. 465277 | 1. 55E-07 | 9. 37E-06
REC114 —2.26728 | —2.85654 | 1. 67E-07 | 1. 01E-05
PTGER3 1.005268 | 0. 357001 | 1. 71E-07 | 1. 03E-05
STRCP1 -1. 44763 | —1. 10382 | 1. 90E-07 | 1. 14E-05




AKb 1.108374 | =2. 21892 | 1. 96E-07 | 1. 17E-05
SERPINB3 —-4.13123 | 0. 56742 | 1. 98E-07 | 1. 18E-05
AC006372. 1 2.19281 | =3. 89009 | 2. 08E-07 | 1. 24E-05
AC005291. 1 1. 782847 | =3.93249 | 2. 23E-07 | 1. 32E-05
LINCO1978 1. 059573 | =2. 08679 | 2. 26E-07 | 1. 34E-05
LINCO1731 1.791786 | =3. 46614 | 2. 35E-07 | 1. 39E-05
MIR200CHG 2.263513 | -3.1038 | 2. 44E-07 | 1.43E-05
CLSTN2 1.22696 | 1.540651 | 2. 47E-07 | 1. 45E-05
OXTR 1.212278 | 1. 242793 | 2. 47E-07 | 1. 45E-05
TRGC1 -1.21931 | -0.9044 | 2. 54E-07 | 1. 49E-05
CXorf67 2.293814 | =1.57981 | 2. 56E-07 | 1. 49E-05
UGT1A7 1.539517 | 0. 30048 | 2. 73E-07 | 1. 58E-05
AC103563. 1 —-2.94115 | =3. 43975 | 2. 7T5E-07 | 1. 60E-05
DSC3 1. 742851 | =0.98524 | 2. 77E-07 | 1. 60E-05
HMGAZ2 1.951098 | 1.689561 | 2. T9E-07 | 1. 61E-05
ACO011352. 1 1. 415836 | =3. 79535 | 2. 88E-07 | 1. 66E-05
IGFL2 1. 529205 | —2. 87149 | 2. 88E-07 | 1. 66E-05
UGT1A8 1. 488146 | —1. 12493 | 2. 94E-07 | 1. 69E-05
SLC26A4-AS1 1. 247964 | -3.87402 | 2. 97E-07 | 1. 70E-05
AL358876. 1 —-2. 04792 | =3. 85397 | 3. 06E-07 | 1. 75E-05
VWA3A 1. 035854 | 3. 20442 | 3. 14E-07 | 1. 79E-05
CNR2 -1.23715 | =2. 19863 | 3. 18E-07 | 1. 81E-05
CPB1 1.502694 | —0.87104 | 3. 24E-07 | 1. 84E-05
DCLK1 1.019848 | 0.471965 | 3. 28E-07 | 1. 86E-05
AP001972. 4 —-2.87391 | —1.97453 | 3. 29E-07 | 1. 86E-05
PAX2 1. 906546 | 0. 81808 | 3. 30E-07 | 1. 86E-05
AL354919. 2 1.618428 | —4. 19255 | 3. 50E-07 | 1. 96E-05
PROK1 —2.53626 | 0.931732 | 3. 50E-07 | 1. 96E-05
IL7R —-1. 12382 | 3. 111448 | 3. 53E-07 | 1. 96E-05




GABRB2 1.390281 | =3. 02498 | 3. 59E-07 | 1. 99E-05
TEKT1 1. 026037 | —2. 18148 | 3. 65E-07 | 2. 01E-05
TEKT2 1. 170844 | =2. 48872 | 3. 69E-07 | 2. 03E-05
SERPINBS 2.0374 —-1.433 . 70E-07 | 2. 04E-05
HRASLS 1.26829 | -3.19832 | 3. 74E-07 | 2. 05E-05
VCX3A 2.141874 | —1. 33254 | 3. 83E-07 | 2. 10E-05
TEX15 2.122102 | -1. 37377 | 3.88E-07 | 2. 12E-05
CHST6 1. 139158 | =1. 70866 | 4. 28E-07 | 2. 32E-05
NKPD1 1.127234 | =2. 48095 | 4. 31E-07 | 2. 33E-05
SNCA 1.018149 | 0. 66801 | 4. 34E-07 | 2. 35E-05
GLYATL1B 1.609416 | =3. 38567 | 4. 39E-07 | 2. 37E-05
PIP5K1B 1.083627 | =0. 30015 | 4. 59E-07 | 2. 46E-05
FAMS3A-AS1 —2. 28945 | 3.489542 | 4. 67E-07 | 2. 50E-05
LINC01929 1.471377 | =1. 45139 | 4. 76E-07 | 2. 54E-05
GPR1 1. 426045 | —1. 69553 | 5. 10E-07 | 2. T0E-05
AC105219. 4 1.228944 | =3. 12612 | 5. 27E-07 | 2. 78E-05
CRABP2 1.056861 | 0.57385 | 5.33E-07 | 2. 81E-05
COL9A3 1.13209 | 2. 764523 | 5. 65E-07 | 2. 96E-05
AL512324. 3 2.394251 | =3. 77517 | 5. 67E-07 | 2. 97E-05
AC104823. 1 —-2.49712 | =3. 99986 | 5. 82E-07 | 3. 03E-05
AL021155.1 -2.80679 | —3. 64596 | 6. 14E-07 | 3. 20E-05
HTR5A-AS1 2.501727 | —4.20832 | 6. 18E-07 | 3. 21E-05
LYPD1 1. 181898 | 2. 818954 | 6. 24E-07 | 3. 23E-05
HMGCLL1 1. 318999 | 2. 37498 | 6. 25E-07 | 3. 23E-05
Clorf94 2.310358 | =3.90758 | 6. 31E-07 | 3. 25E-05
SULTZB1 1. 424009 | 0. 510392 | 6. 32E-07 | 3. 25E-05
CEACAM6 2.224981 | 1.931187 | 6. 52E-07 | 3. 35E-05
RIPOR3 1.031666 | 1.492178 | 6. 67E-07 | 3. 42E-05
AC005884. 2 1.259105 | —4. 08025 | 6. 74E-07 | 3. 45E-05




GRIN3B 1. 054416 | =2. 09671 | 7. 10E-07 | 3. 62E-05
AC006372. 3 1.674556 | —4. 03187 | 7. 23E-07 | 3. 68E-05
FMN2 1.919412 | -1. 19549 | 7. 52E-07 | 3. 81E-05
AC245884. 9 1.73909 | -3. 02264 | 8. 04E-07 | 4. 05E-05
MYL3 -1.52706 | 0. 28417 | 8. 23E-07 | 4. 14E-05
FAMS1B 1. 439066 | —3. 62957 | 8. 29E-07 | 4. 17E-05
HRH2 1.181188 | —1.52144 | 8. 32E-07 | 4. 18E-05
LRRN4 1. 49205 | -0. 41866 | 8. 37E-07 | 4. 19E-05
AC104793.1 -3.55622 | 3. 22694 | 8. 54E-07 | 4. 27E-05
IGKV1-9 —2. 18866 | 2. 249868 | 8. 88E-07 | 4. 42E-05
0TX2 2.197036 | —4.21646 | 9. 29E-07 | 4. 61E-05
AL353740. 1 -2.89966 | —2. 54149 | 9. 36E-07 | 4. 63E-05
FXYD3 1.461349 | 3. 055532 | 9. 61E-07 | 4. 75E-05
AC025580. 2 1. 026787 | =3.46295 | 9. 73E-07 | 4. 80E-05
CD79A —-1. 43865 | 1.627565 | 9. T4E-07 | 4. S0E-05
PITPNM3 1. 06626 | 0.230353 | 9. 97E-07 | 4. 90E-05
ST18 1.427194 | -1.60061 | 1. 00E-06 | 4. 92E-05
SLC22A10 —-1. 14349 | 4. 308347 | 1. 04E-06 | 5. 09E-05
SLCO4A1-AS1 1.872575 | =1. 27354 | 1. 07E-06 | 5. 21E-05
TNNT1 1.494435 | 0. 638345 | 1. 11E-06 | 5. 39E-05
GABRAS 2.251987 | =2. 55382 | 1. 11E-06 | 5. 39E-05
KCNH1 1.21613 | -2.60463 | 1. 15E-06 | 5. 61E-05
CHODL 1.613737 | —0. 04367 | 1. 16E-06 | 5. 61E-05
HOXB9 1. 753251 | 0. 87408 | 1. 20E-06 | 5. 81E-05
MTCO1P40 1. 272557 | 3. 638505 | 1. 21E-06 | 5. 83E-05
AC138904. 1 1. 174442 | =2. 76225 | 1. 28E-06 | 6. 11E-05
HAR1A 1.166885 | —2.43998 | 1. 28E-06 | 6. 11E-05
AF064860. 2 1.886622 | —4. 15865 | 1. 29E-06 | 6. 13E-05
ENO3 —-1.11486 | 5. 100285 | 1. 29E-06 | 6. 13E-05




SPINKS8 2.500911 | =3.96781 | 1. 29E-06 | 6. 14E-05
DNAJB3 1.199892 | -1.98372 | 1. 35E-06 | 6. 40E-05
SCN2B 1. 260688 | =3. 19098 | 1. 36E-06 | 6. 45E-05
CCSER1 1. 033035 | =2. 19153 | 1. 37E-06 | 6. 46E-05
RPLPOP2 1.03996 | -0.41153 | 1. 37E-06 | 6. 46E-05
IGKV1D-17 =2.77937 | —1. 21991 | 1. 41E-06 | 6. 61E-05
SUN3 1.501209 | =2. 69655 | 1. 43E-06 | 6. 68E-05
AC245041. 2 1.447733 | 0. 006766 | 1. 43E-06 | 6. 68E-05
C1QTNF9B -1. 63762 | —2. 89085 | 1. 45E-06 | 6. 75E-05
AC136188.1 2.090459 | -3. 32573 | 1. 51E-06 | 7. 02E-05
LEP —2. 64308 | —1. 54242 | 1. 54E-06 | 7. 12E-05
MT1DP —-1. 59153 | 1. 308349 | 1. 55E-06 | 7. 14E-05
KRT17 1.209474 | 2. 022803 | 1. 56E-06 | 7. 18E-05
RNA5-8SP6 -3. 33207 | 3. 24322 | 1. 60E-06 | 7. 35E-05
SLC6A4 1.072176 | —1. 50496 | 1. 60E-06 | 7. 35E-05
LKAAEAR1 1. 540004 | -2. 96147 | 1. 67E-06 | 7. 63E-05
FUT9 2.11254 | =3.52425 | 1. 70E-06 | 7. 78E-05
FOXL2NB 1.779781 | —3.6881 . 84E-06 | 8. 36E-05
SMTNL2 1.070298 | -2.0095 | 1.87E-06 | 8. 48E-05
FGF19 —-2.46551 | 4.11817 | 1. 89E-06 | 8. 52E-05
GALNT17 1.435197 | —0.0189 | 1.89E-06 | 8. 55E-05
AL049836. 2 -3.40142 | 2. 25655 | 1. 91E-06 | 8. 59E-05
FAM216B —2.8517 | =3.08016 | 1. 91E-06 | 8. 59E-05
JPH3 —-1. 71358 | =0.97059 | 1. 93E-06 | 8. 66E-05
SPINK4 1.938775 | —1.61545 | 1. 99E-06 | 8. 90E-05
AL592430. 1 1.404145 | =3.92542 | 2. 00E-06 | 8. 93E-05
ANKRD30B 1.302812 | —3. 99896 | 2. 02E-06 | 9. 01E-05
METTL21C -3. 26313 | =3. 92655 | 2. 06E-06 | 9. 15E-05
MAP7D2 1. 418558 | 1. 955679 | 2. 07E-06 | 9. 17E-05




EXTL1 1. 006096 | —1. 62074 | 2. 09E-06 | 9. 28E-05
IGHV3-66 =2.17756 | —0.1536 | 2. 19E-06 | 9. 67E-05
SLC36A2 1.415114 | =3. 26106 | 2. 24E-06 | 9. 84E-05

KCND2 1.232216 | 1. 46398 | 2. 46E-06 | 0. 000108

BX537318. 2 -2.1959 | -2.8538 | 2. 53E-06 | 0.00011
ACO011352. 3 1.233104 | =3. 67807 | 2. 54E-06 | 0. 000111
NAALADL1 1.018649 | 2. 676298 | 2. 59E-06 | 0. 000112
IGKV1D-43 —-2. 25316 | =3. 02584 | 2. 66E-06 | 0. 000115

FZD10 1.25454 | -1.12481 | 2. 7T0E-06 | 0. 000116

CDRT15L2 -2.85642 | —4.23172 | 2. 71E-06 | 0. 000116
AC104248. 1 1. 342866 | —3. 89296 | 2. T9E-06 | 0. 000119
LINC01996 1.946037 | =3.90721 | 2. 90E-06 | 0. 000124

KLRG2 1.02524 | -3. 98243 | 2. 91E-06 | 0. 000124

HCAR1 1.097731 | —1. 78516 | 2. 93E-06 | 0. 000124
CACNA2D3 -1. 27963 | 0. 091335 | 2. 97E-06 | 0. 000126

AL122058. 1 2. 158029 | —4. 03248 | 2. 97E-06 | 0. 000126

PLD5 1.598213 | 0. 100867 | 3. 05E-06 | 0. 000129
SERPINB4 -3.67392 | -1.27068 | 3. 18E-06 | 0. 000134
PDZRN3 1.072413 | 0. 875172 | 3. 20E-06 | 0. 000134
ADGRG3 1. 089383 | 1. 763993 | 3. 21E-06 | 0. 000134
SLC34A2 1. 863456 | 4. 184028 | 3. 26E-06 | 0. 000136

AC068228. 2 -2.17541 | =3.99777 | 3. 26E-06 | 0. 000136

AGBL4 1.272158 | =1. 70949 | 3. 28E-06 | 0. 000136

CALCA 1. 654387 | 2. 723261 | 3. 30E-06 | 0. 000137
ZNF280B 1.066931 | —-1.4514 | 3. 47E-06 | 0. 000144

DRP2 1. 114756 | —2.48013 | 3. 55E-06 | 0. 000146
ABCA12 1. 332978 | —1. 35895 | 3. 57E-06 | 0. 000147

ABHD11-AS1 1.116012 | =2. 19753 | 3. 58E-06 | 0. 000147
PLA2G2D —-1.52773 | 1.419697 | 3. 72E-06 | 0. 000152




MTND4LP30 1. 038222 | —2. 67364 | 3. 74E-06 | 0. 000152
AL160286. 1 1. 338581 | =3. 13517 | 3.82E-06 | 0. 000155
AC069148. 1 1. 265783 | =3. 80227 | 3. 85E-06 | 0. 000156
CHRNA1 —-1.9418 | -0. 52503 | 3. 86E-06 | 0. 000156
HRK 1.665182 | —2.0464 | 3.87E-06 | 0. 000157
EDN3 1. 769539 | —2. 50234 | 3. 95E-06 | 0. 00016
MYO3A 2.119153 | 1. 09007 | 4. 08E-06 | 0. 000164
OVOL1-AS1 1.608192 | -0. 96777 | 4. 19E-06 | 0. 000168
TRPM5 1. 284342 | =2. 47796 | 4. 31E-06 | 0. 000172
CYP11B2 3.109298 | 0. 010387 | 4. 33E-06 | 0. 000172
NBPF6 1. 766669 | —4. 17885 | 4. 41E-06 | 0. 000174
SLC28A3 1.53937 | -0. 25705 | 4. 47E-06 | 0. 000177
TRAT1 —-1. 10429 | 0. 38216 | 4. 62E-06 | 0. 000182
FOXE1 1.860119 | =2. 21008 | 4. 67E-06 | 0. 000184
TMEM132B —-1. 36927 | -0. 49941 | 4. 81E-06 | 0. 000189
EPSSL1 1. 13827 | 2. 019598 | 4. 86E-06 | 0. 000191
LINP1 2.078631 | —2. 22558 | 4. 92E-06 | 0. 000193
CERS1 1. 325025 | =0. 19069 | 4. 96E-06 | 0. 000194
SLC26A3 1.385694 | 1. 804613 | 5. 00E-06 | 0. 000195
PHF24 1. 000339 | -1. 61784 | 5. 02E-06 | 0. 000196
GRINI 1.220709 | =2. 19982 | 5. 03E-06 | 0. 000196
IGLV1-47 -1.79233 | 2. 668826 | 5. 11E-06 | 0. 000199
FCRL2 -1.54169 | -1.8052 | 5. 15E-06 | 0.0002
CELA3B 1. 779346 | —2. 75159 | 5. 16E-06 | 0. 0002
UCAL 1.692182 | 0. 970951 | 5. 22E-06 | 0. 000202
KIF1A 1.466477 | 2. 793368 | 5. 24E-06 | 0. 000203
ZNF300P1 1.074092 | 0. 076787 | 5. 26E-06 | 0. 000203
ATP2B3 1. 321047 | 3. 04602 | 5. 28E-06 | 0. 000203
HOXC4 1. 039751 | —1. 11431 | 5. 28E-06 | 0. 000203




AC091182. 2 1. 520543 | 4. 07433 | 5. 38E-06 | 0. 000207
CYP3A7 -1.30611 | 7. 369135 | 5. 39E-06 | 0. 000207
CPA4 1.223147 | =1. 31256 | 5. 42E-06 | 0. 000208
NECTIN4 1.199103 | 0. 426923 | 5. 46E-06 | 0. 000209
LINC01605 1. 35091 | -2.60025 | 5. 61E-06 | 0. 000214
ISL1 1.98681 | =3. 39844 | 5. 62E-06 | 0. 000214
HACD1 1.023769 | 0. 192279 | 5. 85E-06 | 0. 000222
AC008507. 4 2.26091 | =3.90792 | 5. 86E-06 | 0. 000222
C3orfs2 1. 145097 | 0. 19228 | 5. 98E-06 | 0. 000225
LINC01060 1.599963 | 3. 27495 | 5. 99E-06 | 0. 000225
FNDC11 1. 018246 | =3. 15398 | 6. 05E-06 | 0. 000227
TRIM63 1.900922 | 0. 161569 | 6. 25E-06 | 0. 000234
DLX3 1. 538138 | —2. 46614 | 6. 35E-06 | 0. 000237
AC011453.1 1. 441567 | =3. 15084 | 6. 36E-06 | 0. 000237
UBE2DNL —-2.73272 | =3. 35435 | 6. 42E-06 | 0. 000239
AC098869. 2 —-1. 25289 | -2. 38311 | 6. 47E-06 | 0. 00024
SALL3 -3. 35269 | —1.97534 | 6. 48E-06 | 0.00024
BRSK2 1. 167342 | 0. 170895 | 6. 60E-06 | 0. 000244
P2RY4 1.459801 | —2. 95234 | 6. 75E-06 | 0. 000248
ATP2C2 1.383811 | -0. 31642 | 6. 89E-06 | 0. 000252
CHIT1 —-1. 71811 | 2. 749036 | 6. 99E-06 | 0. 000255
KLKS 1.901175 | =3.87425 | 7. 07E-06 | 0. 000258
MT1B —4. 48147 | 4. 733693 | 7. 21E-06 | 0. 000262
MYBPHL -1.86033 | -0.61214 | 7. 83E-06 | 0. 000282
MTCO2P22 —-1.21313 | =0. 69567 | 7. 84E-06 | 0. 000282
XCR1 -1. 10578 | 0. 72673 | 7. 99E-06 | 0. 000287
ZNF663P 1.29799 | -3.96977 | 8. 11E-06 | 0. 000291
AC106872. 9 2.056971 | —4. 01622 | 8. 12E-06 | 0. 000291
NFE4 1.737297 | =2. 07817 | 8. 35E-06 | 0. 000298




KRT34 1.741101 | —4. 04874 | 8. 37E-06 | 0. 000298
LAIR2 —-1. 17904 | —1. 34829 | 8. 62E-06 | 0. 000307
MIR137HG 1. 748106 | =3. 73239 | 8. T0E-06 | 0. 000308
PNLIPRP2 2.07174 | =3.10639 | 8. 72E-06 | 0. 000309
ANXAS8 1.341393 | -1. 02705 | 8. 90E-06 | 0. 000314
SORCS3 1. 987358 | =2. 69545 | 9. 09E-06 | 0. 000319
LHB 1.101806 | —=3. 23917 | 9. 21E-06 | 0. 000322
UNC5A 1. 042258 | -0. 1231 . 28E-06 | 0. 000323
AC098476. 1 1.719758 | -3.706 . 31E-06 | 0. 000324
CPHL1P 1.014117 | -0.0024 | 9. 47E-06 | 0. 000328
NKX2-5 1. 84899 | -2. 45846 | 9. 53E-06 | 0. 00033
ST8SIAS 1. 500883 | 0.495572 | 9. 55E-06 | 0. 00033
IGKV6ED-21 —-2. 18811 | =2. 36605 | 9. 8OE-06 | 0. 000338
CHRNAZ 1.369111 | =2.92606 | 9. 84E-06 | 0. 00034
IGHV3-79 —-1. 78299 | =3. 24252 | 9. 90E-06 | 0. 000341
IGKV10R1-1 -3. 23064 | -3. 52819 | 9. 91E-06 | 0. 000341
TTYH1 1.253329 | 1. 878712 | 1. 01E-05 | 0. 000348
LINC02473 1.329281 | —3.8674 | 1. 02E-05 | 0. 00035
LINC02527 1. 785228 | —4. 17809 | 1. 02E-05 | 0. 00035
AL591686. 1 —-2. 94657 | —2.2759 | 1. 04E-05 | 0. 000356
IGKV2D-40 —2. 46233 | 0. 44846 | 1. 10E-05 | 0. 000375
AL353746. 1 1.577614 | —4. 15576 | 1. 13E-05 | 0. 000381
AC004990. 1 1. 716775 | =3.93872 | 1. 13E-05 | 0. 000381
CXCR5 -1. 47287 | =3. 75539 | 1. 14E-05 | 0. 000384
MYOZ2 1. 089908 | —3.39867 | 1. 14E-05 | 0. 000384
AL731563. 2 -1.67502 | =3.97333 | 1. 14E-05 | 0. 000384
ADGRF2 1.419781 | —4.17011 | 1. 19E-05 | 0. 000399
TMPRSS7 1.26575 | =3. 82059 | 1. 21E-05 | 0. 000405
CD19 -1.19776 | —0. 29596 | 1. 21E-05 | 0. 000405




KCNV1 1. 808616 | —3. 83149 | 1. 21E-05 | 0. 000405
DBX2 -2.60781 | —4. 11983 | 1. 29E-05 | 0. 000429
AC108752. 1 2.034427 | -1.94728 | 1. 32E-05 | 0. 000437
AC110491. 1 1.849485 | —4.102 .33E-05 | 0.00044
KCNS2 1.306705 | =2.81091 | 1. 34E-05 | 0. 000441
CDK15 1.237439 | =2. 77246 | 1. 34E-05 | 0. 000441
AC022509. 1 1.493052 | —-3.84561 | 1. 34E-05 | 0. 000441
LINCO1215 —-1. 08737 | 2. 45153 | 1. 35E-05 | 0. 000443
SOST -2.83691 | —2. 71138 | 1. 35E-05 | 0. 000443
AHSP —-1. 96654 | —2. 45699 | 1. 36E-05 | 0. 000445
SGPP2 1. 147346 | 1.597307 | 1. 37E-05 | 0. 000448
HILS1 1.717446 | 3. 44939 | 1. 49E-05 | 0. 000482
IGHV3-11 -1.81392 | 1. 740222 | 1. 49E-05 | 0. 000483
CDX2 1.463063 | —=1.60711 | 1. 54E-05 | 0. 000496
HOXD13 1.959399 | -2.6061 . 54E-05 | 0. 000496
MYBPC1 1.057173 | —0.5236 | 1. 58E-05 | 0. 000507
CFAP61 1. 158591 | -2. 13283 | 1. 62E-05 | 0. 000521
LINC00462 1. 546451 | =3. 74317 | 1. 65E-05 | 0. 000527
AC087499. 3 1.374833 | =3.96172 | 1. 68E-05 | 0. 000538
1L31 1.625934 | =3. 91877 | 1. 73E-05 | 0. 000549
ADARB2 1. 366645 | —0. 71868 | 1. 78E-05 | 0. 000564
CDHR1 -1. 30546 | 0. 076993 | 1. 80E-05 | 0. 000571
AP001476. 1 1. 378183 | —2. 88233 | 1. 84E-05 | 0. 000581
AC141928.1 1.119664 | -0.63614 | 1. 85E-05 | 0. 000583
GUCA2A 1.451595 | =0. 53575 | 1. 85E-05 | 0. 000583
VIPR2 1.250759 | —1.50152 | 1. 89E-05 | 0. 000595
HTR3A -2.11614 | =0. 00144 | 1. 94E-05 | 0. 000605
PRAMEF30P —2. 42283 | =3.43102 | 1. 94E-05 | 0. 000606
AL139020. 1 —-1. 85736 | —4. 00492 | 1. 96E-05 | 0. 000612




AC113143.1 1.332407 | =3. 74267 | 1. 99E-05 | 0. 000617
AL118508.1 1.263419 | =3. 37705 | 2. 00E-05 | 0. 000619
Clorf158 1. 650422 | —2. 64853 | 2. 00E-05 | 0. 000619
UTS2R 1.38683 | —3. 24254 | 2. 00E-05 | 0. 000619
BARX2 1. 270347 | =2. 04887 | 2. 00E-05 | 0. 000619
ACO015468. 3 1.717371 | =3. 84408 | 2. 02E-05 | 0. 000624
AMBN -3. 03686 | 0. 054471 | 2. 03E-05 | 0. 000626
KTAA1549L 1. 107357 | =0. 76275 | 2. 09E-05 | 0. 000643
SLC4A1 -1. 73171 | =1. 21863 | 2. 10E-05 | 0. 000644
LAMA1 1.369483 | 1.2971 . 11E-05 | 0. 000647
DLX1 1. 436899 | -0. 82068 | 2. 12E-05 | 0. 000649
PIWIL3 1. 481427 | =3. 95653 | 2. 18E-05 | 0. 000663
TFF2 1.88363 | 1. 711047 | 2. 18E-05 | 0. 000663
ZMAT4 1. 756362 | —2.83309 | 2. 19E-05 | 0. 000666
AP000897. 2 1. 314974 | —4. 06089 | 2. 20E-05 | 0. 000668
SGCG 1.349167 | =3. 61331 | 2. 29E-05 | 0. 000692
IFNG-AS1 -1.34658 | =3. 13782 | 2. 29E-05 | 0. 000692
CAGE1 1. 189946 | -2. 42132 | 2. 30E-05 | 0. 000693
CD177 —-1. 55755 | 0. 19291 | 2. 31E-05 | 0. 000695
AC064807. 2 —-1. 47401 | -2. 26588 | 2. 35E-05 | 0. 000705
AC109927.1 1.502592 | 3. 54942 | 2. 40E-05 | 0. 000717
SYCN 1.967358 | —4. 14879 | 2. 41E-05 | 0. 00072
MTCO1P42 1.719725 | =2. 06904 | 2. 43E-05 | 0. 000726
PCYTI1B 1. 233852 | —1. 35353 | 2. 45E-05 | 0. 000728
AL157937.1 1.963746 | —4.2047 | 2. 48E-05 | 0. 000736
OVOLZ 1.364197 | 0. 88667 | 2. 49E-05 | 0. 000738
AC022034. 2 1. 150605 | —0. 98656 | 2. 50E-05 | 0. 00074
LINCO1477 -3. 39535 | —3. 06246 | 2. 54E-05 | 0. 000751
0TOS —-2.21321 | -3.7236 | 2. 55E-05 | 0. 000751




LINCO1781 -1. 43102 | =3. 38028 | 2. 56E-05 | 0. 000753
FIBCD1 1.351299 | 0. 5499 | 2. 59E-05 | 0. 000759
PMEL 1. 141795 | 4.887661 | 2. 65E-05 | 0. 000778
SPDYC -1.01324 | 1. 514504 | 2. 66E-05 | 0. 000779
AC144833.1 1.978179 | =1. 79706 | 2. 67E-05 | 0. 000782
AP001803. 2 —-2.71044 | —4. 15249 | 2. 72E-05 | 0. 000794
AC148476. 1 1. 328039 | 1. 75241 | 2. 73E-05 | 0. 000796
IGLV5-37 —-1.96785 | =3. 34757 | 2. 7T5E-05 | 0. 0008
TYR 1.977156 | =3.60447 | 2. 80E-05 | 0. 000814
BNC1 1.09611 | -2.54601 | 2. 82E-05 | 0. 000819
Clorf186 1. 098388 | 2. 001814 | 2. 86E-05 | 0. 000828
AL356489. 2 1.01294 | -3.69901 | 2. 89E-05 | 0. 000833
AP000439. 2 —-2. 18229 | =2. 60509 | 2. 98E-05 | 0. 000855
CCL21 -1.29133 | 4. 726001 | 3. 00E-05 | 0. 000859
IGLC7 -1.79279 | -0. 09932 | 3. 03E-05 | 0. 000865
C190rf33 1. 123215 | 0. 981913 | 3. 08E-05 | 0. 000877
SYT2 -1. 15812 | =0.61362 | 3. 08E-05 | 0. 000877
IGHV4-59 —-1. 64126 | 2. 672419 | 3. 19E-05 | 0. 000902
AC117489.1 1.314216 | 3. 35047 | 3. 20E-05 | 0. 000904
FMRINB -1.69921 | -2. 71651 | 3. 20E-05 | 0. 000904
POU4F1 1.418212 | =2. 98257 | 3. 22E-05 | 0. 000909
OR7E96P -2.92173 | —4. 05916 | 3. 32E-05 | 0. 00093
DLL3 1.437066 | —2.41204 | 3. 33E-05 | 0.00093
TRDV1 —-1.25373 | =3. 37363 | 3. 35E-05 | 0. 000935
SCN3A —-1. 10413 | —1. 94432 | 3. 37E-05 | 0. 000941
ZDHHCSP1 1.20458 | —1.40994 | 3. 40E-05 | 0. 000945
Cb207 1. 053799 | 0. 45261 | 3. 44E-05 | 0. 000956
FRAS1 1. 148943 | 3. 259745 | 3. 48E-05 | 0. 000966
AL035045. 1 1.464458 | —2.9789 | 3. 53E-05 | 0. 000977




CLLU10S —-2.40521 | —1.8225 | 3. 58E-05 | 0. 000988
ARHGAP31-AS1 | 1. 018741 | =3. 52208 | 3. 63E-05 | 0. 000999
LRRN1 1.346817 | =0. 50778 | 3. 66E-05 | 0. 001004
TNFRSF13B —-1. 13525 | =2. 05682 | 3. 69E-05 | 0. 00101
FP671120. 3 1.84903 | -3.70247 | 3. 7T0E-05 | 0. 001011
SNAP25 1. 004551 | 2. 305537 | 3. 7T6E-05 | 0. 001026
APCDD1L 1.429774 | =1.87025 | 3. 77E-05 | 0. 001026
LINC01638 1. 048433 | -3. 18714 | 3. 77E-05 | 0. 001026
MROH3P -1. 66959 | -1. 98708 | 3. 79E-05 | 0. 001028
AC126177.4 1.198623 | —4. 00454 | 3. 81E-05 | 0. 001032
RIMS1 1. 06562 | -3. 58061 | 3. 86E-05 | 0. 001044
AC007342. 9 1.35213 | -4.12329 | 3. 88E-05 | 0. 001049
AC021683. 3 —-1.77296 | 4. 06374 | 3. 92E-05 | 0. 001058
AC128707.1 -1.41629 | 2. 86628 | 4. 05E-05 | 0. 00109
Clorf61 1. 065512 | =0. 35783 | 4. 06E-05 | 0.00109
CYYR1-AS1 —-1. 63327 | 4. 08644 | 4. 09E-05 | 0. 001096
MRLN 1. 652499 | —2. 86846 | 4. 09E-05 | 0. 001096
AS71 1.784495 | -3. 64642 | 4. 15E-05 | 0. 001109
AC012499. 1 1. 349631 | -2.98201 | 4. 16E-05 | 0.00111
ACP7 1. 082889 | —3. 28443 | 4. 16E-05 | 0. 00111
IGLV1-51 -1. 32857 | 2. 795976 | 4. 28E-05 | 0. 001135
AL356274. 2 1.651871 | —4. 06213 | 4. 36E-05 | 0. 001148
ANKRD30A 1. 373551 | =3. 00403 | 4. 36E-05 | 0. 001148
ATCAY -1. 56697 | =3. 23158 | 4. 36E-05 | 0. 001148
AC114803.1 1.478109 | —4. 07533 | 4. 39E-05 | 0. 001155
GLPIR 1.571305 | 0. 82286 | 4. 50E-05 | 0. 001179
AC122713. 2 —-1.20575 | 0. 255864 | 4. 52E-05 | 0. 001183
LINCO0567 —-1. 60455 | =3. 85022 | 4. 63E-05 | 0. 001207
AC103702. 2 1. 433011 | =2. 68772 | 4. 64E-05 | 0. 001209




UST 1.016975 | 2. 113399 | 4. 73E-05 | 0. 001229
TCTEX1D1 -1. 03586 | 0. 169778 | 4. 77E-05 | 0. 001237
OPRK1 —-2.76941 | -0. 91359 | 4. 82E-05 | 0. 001248
TSPY10 —-3. 28781 | —2. 43167 | 4. 88E-05 | 0. 001259
GLIZ2 -1.33734 | 0.968721 | 4. 89E-05 | 0.00126
SO0X1 —-2.9341 | —2.03532 | 4. 98E-05 | 0. 001282
FAM228A -1. 06073 | —2. 43586 | 5. 03E-05 | 0. 001291
IGHV3-43 —-1.72884 | -0.0294 | 5. 12E-05 | 0. 001308
SLC6A3 1.601217 | =0. 52317 | 5. 19E-05 | 0. 001323
NBPF17P -1.69036 | =3.91345 | 5. 21E-05 | 0. 001328
MAPK15 1. 122867 | -0. 14185 | 5. 23E-05 | 0. 00133
ST8SIAZ 1. 556635 | —2. 86586 | 5. 51E-05 | 0. 001392
AL445070. 1 1.514811 | 4. 00998 | 5. 59E-05 | 0. 001409
ALDH3B2 1.790397 | 0. 173784 | 5. 59E-05 | 0. 001409
FAM163A -1.36817 | —0. 89403 | 5. T0E-05 | 0. 001433
KLF14 1.397804 | =3. 73281 | 5. 74E-05 | 0. 001441
PLEKHB1 1. 11769 | 2.746644 | 5. 81E-05 | 0. 001457
IGHV3-49 —-1.7493 | 1.867401 | 5. 92E-05 | 0.00148
LAMB4 -1. 06642 | —1. 03127 | 5. 93E-05 | 0. 001482
NKX1-2 —-2.45422 | -1.2031 . 02E-05 | 0. 001498
B3GALT1 1. 443828 | -0. 58668 | 6. 07E-05 | 0. 001507
RPSAP52 1. 08506 | —3.98149 | 6. 12E-05 | 0. 001519
MMP12 1.270809 | 1. 457392 | 6. 15E-05 | 0. 001523
ZG16B 1.115313 | 0. 980548 | 6. 21E-05 | 0.00153
1GKV4-1 —-1.49747 | 4. 274771 | 6. 58E-05 | 0. 001605
PAX7 -2.49274 | =3.68939 | 6. 68E-05 | 0. 001624
PRSS22 1.440824 | 0. 842187 | 6. 76E-05 | 0. 001639
CPLX4 —-1.22524 | =3.63226 | 6. 92E-05 | 0. 001674
RHBDL3 1.155994 | 1.11845 | 6.95E-05 | 0.001678




KTAA0319 -1.03725 | -0.6268 | 6. 98E-05 | 0. 001684
LINC02247 —2.77461 | =2.41369 | 7. 00E-05 | 0. 001687
RPS29P11 1.503209 | —4. 06328 | 7. 10E-05 | 0. 001706
PM20D1 -1.02138 | =1. 94826 | 7. 14E-05 | 0. 001713
LTF -1. 07466 | 1. 960918 | 7. 16E-05 | 0. 001714
AC124864. 2 —-2.65093 | =3.00471 | 7. 21E-05 | 0. 001724
ERP27 1.002602 | 1. 164597 | 7. 23E-05 | 0. 001725
NPHS2 1.702585 | =3. 93166 | 7. 40E-05 | 0.00176
AC083967. 1 1.872949 | -3.86133 | 7. 47E-05 | 0. 001775
TCEALZ -1.87425 | =1.70694 | 7. 58E-05 | 0. 001795
LINCO1711 1. 228642 | =3. 55917 | 7. 60E-05 | 0. 001798
KCTD8 1. 544177 | =3.42629 | 7. 95E-05 | 0. 001872
MT1CP -2.01391 | -0. 39664 | 7. 95E-05 | 0. 001872
GSTA3 —-1. 36878 | =3. 14416 | 7. 99E-05 | 0. 001881
NELL1 —-2.96371 | -0. 20631 | 8. 14E-05 | 0. 001908
AIRE 1. 097458 | —2. 64386 | 8. 23E-05 | 0. 001921
TACSTDZ 1. 026084 | 2. 318816 | 8. 25E-05 | 0. 001924
CR2 —-1. 64583 | -0. 17655 | 8. 26E-05 | 0. 001925
ANKRD20A19P -2.53834 | 1. 23677 | 8. 31E-05 | 0. 001928
AC068700. 1 1.171935 | =3. 98794 | 8. 38E-05 | 0. 001942
CLEC17A -1. 16672 | —2. 80802 | 8. 42E-05 | 0. 001948
AC009646. 2 -3. 40408 | —1. 56479 | 8. 56E-05 | 0. 001975
LINC02522 —-2.71833 | -3.9194 | 8. 60E-05 | 0.001982
NHLH2 1.812519 | —2.8495 | 8. 62E-05 | 0. 001987
UNC5D 1.831585 | 0. 131382 | 8. 82E-05 | 0. 002026
BRINP1 1.151408 | —1.1658 | 8.88E-05 | 0. 002035
TMPRSS11E 1. 226134 | =3.87867 | 9. 13E-05 | 0. 002087
CACNALE -1. 43642 | —0. 17171 | 9. 35E-05 | 0. 002131
SFRP5 1.634251 | 3. 271013 | 9. 40E-05 | 0. 00214




IGKV1-8 —-1.59724 | -0. 39313 | 9. 47E-05 | 0. 002153
C4ortf22 1.20765 | —4.13197 | 9. 64E-05 | 0. 002183
ZPLD1 1.551833 | 0.965346 | 9. 67E-05 | 0. 002187
AC098864. 1 1.701834 | =3. 39459 | 9. 7T0E-05 | 0. 002191
PASD1 2.14985 | —2.66645 | 9. 7T1E-05 | 0. 002191
LINC01665 1.771791 | —4. 10439 | 9. 8OE-05 | 0. 002209
PAGE1 -2.74264 | 2.70913 | 9. 86E-05 | 0. 002221
CDK5R2 1.521871 | =3. 34761 | 9. 88E-05 | 0. 002224
NXPH4 1.000327 | 2. 629219 | 9. 96E-05 | 0. 002238
CR786580. 1 1.094419 | =3.99529 | 0. 000101 | 0. 002251
AP005229. 1 —-2.59472 | 4. 01275 | 0. 000101 | 0. 002251
CAMK1G -1. 22885 | =0. 04507 | 0. 000102 | 0. 002265
COL11AZ2 -1. 14631 | 1. 646701 | 0. 000102 | 0. 002265
PLXNA4 1.167886 | 1. 146959 | 0. 000104 | 0. 002297
KLHDC8A 1.004473 | -0.7631 | 0.000104 | 0. 002304
LRP2 1.232876 | 1.433226 | 0. 000105 | 0. 002317
ALKAL1 1. 443145 | =2. 26215 | 0. 000105 | 0. 002322
IGHM -1. 12831 | 5. 746763 | 0. 000106 | 0. 002338
BX679664. 1 -1. 0407 | -2.89741 | 0. 000106 | 0. 002342
RN7SL472P —-1. 82966 | —3. 96588 | 0. 000106 | 0. 002344
ACO87273. 2 1. 050773 | —1.59458 | 0. 000108 | 0. 002385
TRBV6—4 -1. 19044 | -4. 06029 | 0.00011 | 0. 002404
EPHAS —2.3248 | —2.22297 | 0. 000111 | 0. 002427
TCL1A -1.28617 | 1. 05773 | 0. 000112 | 0. 002451
CADM3-AS1 -1.22818 | =3. 55892 | 0. 000113 | 0. 00247
CDX1 -1. 14436 | —1.65594 | 0. 000114 | 0. 002478
IGLV10-54 —-1. 66456 | —0. 45208 | 0. 000119 | 0. 002579
LINC00942 1. 55604 1.7156 | 0.000126 | 0. 002708
GRHLZ 1.280413 | 0.521919 | 0. 000129 | 0. 002757




LETM1PZ2 1. 031181 | =3. 67147 | 0.00013 | 0.002772
CHST4 1.434826 | 1. 688156 | 0.00013 | 0.002772
PNLDC1 -1.16168 | =1. 58712 | 0. 000131 | 0. 002797
ALPPL2 1. 488135 | =3. 72247 | 0. 000134 | 0. 002842
DRD5 1. 346964 | -3.88359 | 0. 000136 | 0. 002881
NPAP1 1. 13161 | —4.06514 | 0. 000137 | 0. 002893
NCAN -1.34388 | -1.4907 | 0.000139 | 0. 002932
AC093001. 1 1.687321 | =2.73653 | 0.00014 | 0.002932
SST -3.75594 | 1. 746791 | 0. 000141 | 0. 002954
AC021683. 2 1. 056163 | =3.65521 | 0. 000142 | 0.00297
A4GNT 1. 480634 | -0. 93631 | 0. 000142 | 0. 002971
AC026461. 2 -2.15317 | -1.7706 | 0.000143 | 0. 002979
STMN4 1. 129353 | =3. 22511 | 0. 000145 | 0. 003005
IGHV3-25 -1. 87137 | —4.09084 | 0. 000145 | 0. 003011
TGM4 -1. 27113 | =2. 23751 | 0. 000146 | 0. 003026
LINCO1788 1.659764 | 4. 07828 | 0. 000148 | 0. 003068
ASB5 -1. 64253 | =3.57262 | 0. 000148 | 0. 003068
LINC00332 —-1. 70466 | —2. 78966 | 0. 000149 | 0. 003081
FAM83A -1.23653 | 0. 368259 | 0.00015 | 0.003095
INA -1. 26535 | =2. 57322 | 0. 000152 | 0. 003133
AC097374. 1 1. 439681 | =3.59965 | 0. 000155 | 0. 003191
ASS1P2 -1.24949 | -1.43993 | 0. 000157 | 0. 003221
LINC00601 1. 750089 | —2.80677 | 0. 000158 | 0. 003234
GS1-24F4. 2 1. 187095 | =3.88757 | 0. 000158 | 0. 003234
OPRPN —-1. 68681 | 2. 106251 | 0. 000159 | 0. 003243
CRNN 1. 944861 | —4. 04363 | 0. 000161 | 0. 003279
MYOD1 1.688633 | —4. 21683 | 0. 000163 | 0. 003298
DMRTB1 —-2.61599 | —2. 12485 | 0. 000163 | 0. 003299
TCEALS 1. 644423 | =3. 43405 | 0. 000164 | 0. 003308




NKAIN4 —-1.36915 | =2. 22433 | 0. 000164 | 0. 003312
AQP10 1.411516 | 0. 39832 | 0. 000165 | 0. 003328
FGF17 -1. 19267 | =0. 77525 | 0. 000166 | 0. 003336
AL161938. 1 1. 182921 | =3. 52519 | 0. 000166 | 0. 003348
SYT10 1.495756 | —3.9054 | 0.000167 | 0. 003363
GJB3 1. 020042 | -0.2662 | 0.000169 | 0. 003399
HOXC8 1.424046 | -2.2754 | 0.00017 | 0.003401
TRBV11-2 -1.01899 | =3. 13442 | 0.00017 | 0.003407
NKX6-2 -1.50872 | =3. 74023 | 0. 000171 | 0. 003414
AP000757. 2 1.361753 | —1.55385 | 0. 000171 | 0. 003425
AL021940. 1 —-1.60497 | —2. 39451 | 0. 000173 | 0. 003443
IGHV3-33 -1.49217 | 1.28631 | 0.000173 | 0.003443
AC108860. 2 1.426403 | —2. 28515 | 0. 000177 | 0. 00351
AC092801. 1 -1.87091 | =3. 72173 | 0. 000177 | 0. 003512
SLC6A15 1.915633 | -0. 44305 | 0. 000178 | 0. 003523
AC069360. 1 1. 086535 | =3. 79979 | 0. 000178 | 0. 003532
TRPC7-AS1 1.163812 | =3. 31179 | 0. 000179 | 0. 003537
KRT16P2 1. 555688 | =3. 42394 | 0. 000179 | 0. 003539
KIF26B-AS1 1.437407 | —4.16723 | 0.00018 | 0.003547
ARMC3 1. 145245 | =3.1783 | 0.000184 | 0. 003609
FADS2P1 -2.53415 | =3. 73787 | 0. 000185 | 0. 003623
PSAPL1 1.457925 | —1.87756 | 0. 000188 | 0. 00367
SCARAS —-1.3262 | 0.481228 | 0. 000189 | 0. 003695
TNFRSF17 -1.25593 | -1.50025 | 0.00019 | 0.003695
PLPP4 1.218134 | -0. 56076 | 0.00019 | 0.003703
HAR1B 1.050196 | -2.8907 | 0.00019 | 0.003703
BPIFB1 1.413634 | —0. 45195 | 0. 000192 | 0. 003734
PLAC1 1.151114 | -3.1588 | 0.000193 | 0. 003738
LINC02437 -1.68169 | =3. 77925 | 0. 000194 | 0. 003749




HSPB3 1.716305 | =2. 81507 | 0. 000194 | 0. 003749
ADAM18 1.622 | —4.10696 | 0. 000194 | 0. 003749
TMEM179 1.483042 | -0. 30279 | 0. 000196 | 0.00376
TUSCh —-2.42299 | 1. 257617 | 0.000197 | 0. 003774
ZNF280A 1.398073 | =3.62371 | 0. 000198 | 0. 003794
MXRASY 1. 12498 | -3. 11983 | 0. 000201 | 0. 003852
HHIP 1. 18733 | 1. 105768 | 0. 000202 | 0. 003858
IGHV3-75 —-1. 75507 | 4. 10654 | 0. 000202 | 0. 003858
LHFPL5 1.200206 | =3. 77935 | 0. 000211 | 0. 003994
RFLNA 1.126092 | 1. 473428 | 0. 000213 | 0. 004032
SPATAS 1. 397026 | —4. 08759 | 0. 000213 | 0. 004044
IGLV3-10 -1. 63898 | 1. 787195 | 0. 000214 | 0. 00406
POU3F4 1.75751 | =3. 35222 | 0. 000215 | 0. 004073
PRDM13 1.660054 | =3.91891 | 0. 000223 | 0. 004199
AC026785. 1 2. 162839 | —2.89598 | 0. 000226 | 0. 004226
LINCO1736 1.20684 | -3. 52865 | 0. 000226 | 0. 004226
IGHG3 —-1.23178 | 6. 122784 | 0. 000227 | 0. 004242
SPTSSB 1. 068367 | 0. 590256 | 0. 000235 | 0. 004367
MSX2 1.103484 | -2. 22931 | 0. 000241 | 0. 004464
AC022730. 4 1.512546 | —1. 51618 | 0. 000241 | 0. 004467
AL451074.1 -1.06702 | =3. 32715 | 0. 000242 | 0. 004479
AC091230. 1 -1. 69156 | —3. 88781 | 0. 000246 | 0. 004543
AGRP —-1. 07058 | —2. 30629 | 0. 000249 | 0. 004578
IGHV30R16-8 -1.57215 | =3.65312 | 0.00025 | 0. 004594
HEMGN —-1. 45394 | =3. 33196 | 0. 000251 | 0. 004602
PNLIPRP1 1. 535608 | =3. 58323 | 0. 000252 | 0. 004617
KHDC1L 1.724052 | -3.1724 | 0.000252 | 0. 004617
IGLV1-41 -1.72624 | =2. 72511 | 0. 000256 | 0. 004669
IGKV1D-8 —-1. 48758 | 1. 56591 | 0. 000259 | 0. 004722




AC105999. 2 —-2.32072 | -3.6766 | 0.000263 | 0. 004764
PSG5 1.317187 | =3.67584 | 0. 000267 | 0. 004828
SERPINB2 1.470172 | =2. 49082 | 0. 000268 | 0. 004849
ADCY2 1. 049105 | =2. 95375 | 0. 000269 | 0. 004853
CKBP1 -1.62743 | =3. 71745 | 0. 000273 | 0. 004909
AL137798. 1 -1. 16699 | -0. 42681 | 0. 000274 | 0. 004919
IGHV3-20 —-1.75391 | 1. 18274 | 0. 000275 | 0. 004939
SAA2-SAA4 —-1. 30855 | 5.316401 | 0.00028 | 0. 005006
AL031429. 2 1. 057705 | —4.10914 | 0.00029 | 0. 005161
FABP6 1.31173 | -1. 08051 | 0. 000293 | 0. 005193
RNF223 1.106183 | =3. 87808 | 0. 000294 | 0. 005203
AC136428.1 -1. 64905 | =3.67879 | 0. 000294 | 0. 005203
AC006967. 3 -1.91706 | —4.131 | 0.000299 | 0. 005277
LINC01358 1. 158554 | =2.96712 | 0. 000299 | 0. 005277
RHOV 1. 141889 | 0.820912 | 0.0003 | 0.005286
CDH16 1.100196 | 1.623772 | 0. 000304 | 0. 00535
IGKV1-6 -1. 44608 | 1. 049051 | 0. 000305 | 0. 005362
CYP2B7P —-1.1733 | 6. 387006 | 0. 000309 | 0. 005406
FCRL4 -1. 47044 | —4.09674 | 0. 000312 | 0. 005441
LINC00676 —-1. 48788 | =3. 80855 | 0. 000312 | 0. 005446
GACATZ2 1.412851 | =3.65712 | 0. 000315 | 0. 005488
AC025580. 1 1.076217 | =2. 76234 | 0. 000316 | 0. 005494
C100rf90 1.39509 | -0. 82742 | 0. 000317 | 0. 005508
HMGN1P17 —-1. 75546 | =3.91818 | 0. 000317 | 0. 005521
AL928742. 1 —-1. 43175 | =3.42366 | 0. 000318 | 0. 005521
AMHR2 1. 077566 | —2.65198 | 0. 000319 | 0. 005536
AC107396. 1 —2.06529 | =3. 77792 | 0. 000319 | 0. 005543
FZD9 1.075288 | 0. 000248 | 0. 000322 | 0. 005576
AC093326. 1 1. 091546 | =3. 83523 | 0. 000323 | 0. 005589




AL357060. 1 -1.05711 | —-1.0845 | 0.000327 | 0. 005643
MFSD6L 1. 110819 | —2. 15468 | 0. 000328 | 0. 005654
MOS 2.152411 | —=3.6897 | 0.000329 | 0. 005673
OLIG3 1.959758 | —2.6136 | 0.000331 | 0. 005685
IGLV3-12 -1.61849 | 3. 29347 | 0. 000336 | 0.00576
XKR5 1. 023016 | =3. 59423 | 0. 000338 | 0. 005792
AP000864. 1 1. 046165 | =3.93267 | 0. 000344 | 0. 005888
IGHV4-31 —-1. 53699 | 1. 147782 | 0. 000345 | 0. 005894
SCGB1D2 -1.96577 | =0.99493 | 0. 000354 | 0. 006024
EPO 1.125925 | 1. 846911 | 0. 000355 | 0. 006028
AL390755. 1 1. 010017 | =3. 08023 | 0. 000359 | 0. 006079
PNMAS -1. 86178 | 1. 807646 | 0. 000365 | 0. 006164
APOL5 —-1.1956 | 0.318306 | 0.00037 | 0.006235
ITIH6 1. 156537 | =3. 74176 | 0. 000375 | 0. 00628
IGKV1-33 -1.95132 | -3.006 | 0.000379 | 0.006336
AC090541. 1 1.57908 | -3. 58276 | 0. 000386 | 0. 006432
SPRR2A 1.612667 | =3. 76757 | 0. 000387 | 0. 006432
CXCL14 —-1. 25657 | 2.011249 | 0.0004 | 0.006608
XKR3 1. 225403 | =3. 32184 | 0. 000408 | 0. 006722
HSD3BP2 1. 152632 | =3. 71554 | 0. 000411 | 0. 006763
BX119904. 2 1. 669869 | —3.87725 | 0. 000422 | 0. 006882
LINC01896 —-2.27367 | —3.841 | 0.000423 | 0. 006902
IGKC —-1.22161 | 8. 482091 | 0. 000424 | 0. 006902
AC107973.1 -2.06934 | 3. 30007 | 0. 000426 | 0. 006919
IGLC2 -1. 14606 | 5. 198517 | 0. 000428 | 0. 00695
HOXC11 1.511813 | =3. 07497 | 0. 000435 | 0. 007052
KCNC1 1.072854 | —1.43893 | 0. 000436 | 0. 007052
PNOC -1.12184 | =2. 30434 | 0.00044 | 0.007112
IGHV3-23 —-1. 25631 | 3. 066886 | 0. 000441 | 0. 007121




ARHGEF7-AS2 -1. 13608 | =3. 47181 | 0. 000444 | 0. 007141
TMEM52B -1.30473 | -0. 67455 | 0. 000446 | 0. 007155
MYL2 —-1. 55549 | =3. 78391 | 0. 000446 | 0. 007155
LINC01480 —-1. 15439 | 0. 465074 | 0. 000448 | 0. 007166
DMKN 1.051161 | 3.410803 | 0. 000477 | 0. 007561
AC023310. 4 1. 079654 | =3. 34965 | 0.00048 | 0. 007585
PIP -1.65773 | -2.9434 | 0.000501 | 0. 007832
LINCO1115 1.120276 | —3.9772 | 0.000503 | 0. 007852
MRAP 1.00062 | -0.97681 | 0.000505 | 0.00787
CHRM3-AS1 -1. 69126 | =3. 04389 | 0. 000505 | 0. 007874
MROH2A 1.07586 | 2.92016 | 0.000507 | 0. 007887
LINCO1976 1.282434 | —4. 02671 | 0. 000512 | 0. 007963
MZB1 -1.07174 | 2. 474436 | 0. 000516 | 0. 008014
AL121974.1 -1.95548 | -1.81328 | 0. 000518 | 0. 008021
DPCR1 —-2.22461 | 2. 044753 | 0. 000525 | 0. 008106
MIR8071-2 —-1. 27695 | =3. 35722 | 0. 000527 | 0. 008129
TENM3 1.203567 | —0.0129 | 0.000532 | 0. 008188
LINCO0616 1.510283 | =3. 52275 | 0. 000537 | 0. 00825
FGFBP1 1. 328036 | =3. 27708 | 0. 000556 | 0. 008453
EGLN3-AS1 1.390259 | =3. 80225 | 0. 000564 | 0. 008538
EPHAG 1.400947 | —1. 65583 | 0. 000568 | 0. 008589
IGKV2-26 -1.68423 | -3. 84651 | 0. 000576 | 0. 008694
AC027243. 1 —-1. 40955 | —4.09474 | 0. 000577 | 0. 008703
C200rf166-AS1 | 1. 133756 | —2. 52558 | 0. 000579 | 0. 008723
AL445238. 1 —-1.27789 | =3. 73163 | 0. 000582 | 0. 008766
BRS3 1.240674 | =3.58111 | 0. 000587 | 0. 008817
CHRDL1 1.096518 | 0. 658416 | 0. 000592 | 0. 008866
AC010547. 2 1. 436083 | —1. 35921 | 0. 000601 | 0. 008952
TRBV27 —-1.05937 | =3. 57765 | 0. 000604 | 0. 008978




AL163952. 1 -1. 16632 | —2. 23445 | 0. 000605 | 0. 008988
CHRM1 -1.80557 | -1.789 | 0.000605 | 0.008989
ANKRD34B 1.28071 | -2.4367 | 0.000612 | 0. 009065
SLITRK6 1. 123401 | 2. 61136 | 0. 000614 | 0. 009083
CCDC160 1.118287 | =3.43334 | 0. 000618 | 0. 009122
LINC00595 —-1.31729 | =2. 92148 | 0. 000621 | 0. 009159
SEZ6 1. 255355 | 2. 824301 | 0.00063 | 0.009259
GAD2 1. 898599 | —2. 59444 | 0. 000643 | 0. 009407
OLR1 -1. 10594 | 1. 378392 | 0. 000654 | 0. 009541
FLJ16779 —-1. 73058 | =2. 45927 | 0. 000658 | 0. 009572
IGKV3D-15 —-1. 52536 | —1. 79421 | 0. 000663 | 0. 009604
DCAF12L2 1. 229299 | -3.93872 | 0. 000679 | 0.00978
VTCN1 1.287962 | 2. 529803 | 0. 000691 | 0. 009929
TMEM35A -1. 01575 | =2. 40009 | 0. 000736 | 0.010473
AC020637. 1 -1.81199 | -3.4185 | 0.000739 | 0. 010508
AC128688. 2 1. 054735 | =2. 40741 | 0.00074 | 0.010512
TACR3 1.437271 | —4.07849 | 0.00074 | 0.010512
FOXG1 1. 85255 | -2.01787 | 0. 000744 | 0. 010539
KRT8P17 -1. 12591 | -3.69662 | 0. 000761 | 0.01074
AL138900. 2 1. 522598 | =3. 49924 | 0. 000763 | 0. 010771
AC010980. 2 1.015954 | =2.99492 | 0. 000776 | 0.01093
AC005006. 1 -1. 42053 | =3.82617 | 0. 000796 | 0.011143
LINCO1559 1.406176 | —0. 43092 | 0. 000797 | 0.01115
SLC15A5 -1. 02565 | =3. 76886 | 0. 000799 | 0. 011155
PRSS3 1. 066085 | 3. 537468 | 0. 000802 | 0.011193
ROS1 1.002353 | 0. 75364 | 0. 000804 | 0.011217
MISP 1.180974 | 3.102264 | 0. 000804 | 0.011217
AL138760. 1 1.110433 | =3. 74423 | 0. 000817 | 0.01137
LINC01595 —-1. 14279 | 2. 263953 | 0. 000818 | 0.01138




AC113146. 1 -1. 06092 | -3. 83291 | 0. 000819 | 0.01139
TDRD5 1.250394 | 1. 29846 | 0. 000821 | 0. 011405
AC034105. 1 -1. 56182 | =3. 98559 | 0. 000829 | 0. 011513
CLDN18 1.10157 | -0. 34944 | 0. 000832 | 0. 011537
LRRN4CL -1.11024 | -1.1924 | 0. 000855 | 0. 011794
PENK —-1.8792 | =3. 55836 | 0. 000858 | 0. 011822
SPANXB1 1.482331 | =3.64913 | 0. 000879 | 0.012028
AL355376. 2 1.465733 | =3. 15992 | 0. 000884 | 0.01208
HTR1D 1.090331 | 1. 520806 | 0. 000893 | 0. 012171
IGHV3-71 -1.34416 | 3. 45411 | 0. 000902 | 0. 012279
CALML5 1.379041 | =3.9097 | 0.000907 | 0.012333
IGLC3 -1. 12861 | 4. 556825 | 0. 000911 | 0. 012374
DEFB132 -1. 22251 | 0.839164 | 0. 000917 | 0. 012423
GRIN2A 1. 031287 | 0. 445563 | 0. 000924 | 0. 012493
TAC1 —-2.19662 | —2. 16475 | 0. 000927 | 0. 012523
PCA3 -1.89911 | =3. 71973 | 0. 000927 | 0. 012523
PEN1P11 -1.23167 | 0. 945307 | 0. 000944 | 0. 012723
KRTAP5-2 —-1. 57145 | =3. 45161 | 0. 000958 | 0. 012866
LINCO1166 -1.46962 | -3.7724 | 0.000968 | 0.012952
HCN1 1. 366465 | —1. 82269 | 0. 000982 | 0. 01311
VAX1 1. 480298 | =3.43317 | 0. 000988 | 0. 013171
GAST 1.741697 | 0.14011 . 000993 | 0.01322
MASIL 1.01772 | =3. 96955 | 0. 000998 | 0. 013281
AL121832.1 1. 488436 | —4. 03534 | 0. 001013 | 0. 013443
CLCA4 1.313885 | 4. 09155 | 0. 001016 | 0.01346
AL365181. 4 -1.42563 | -3.7702 | 0.001023 | 0. 013541
GGT6 1. 130867 | 0. 890654 | 0. 001032 | 0. 013658
MMP7 1.038712 | 3. 851924 | 0. 001038 | 0. 013719
IGHV3-63 -1. 41491 | =3. 38062 | 0. 001042 | 0. 013767




AC062015. 1 1.748481 | =2. 02568 | 0. 001044 | 0. 013776
FOXD1 1.141382 | =2.12694 | 0. 001045 | 0. 013787
AC114786. 1 —-1. 28453 | =3. 02461 | 0. 001066 | 0. 013976
MTND1P23 1. 038094 | 3.991914 | 0. 001071 | 0. 014033
IGLV3-16 —-1. 50758 | =2.95804 | 0. 001071 | 0.014033
DPYSLS 1.278263 | —2.7026 | 0.001104 | 0.014375
TAS2R60 -1.36494 | —4. 03795 | 0. 001125 | 0. 014618
AC107067. 1 -1.31617 | =3. 62813 | 0. 001128 | 0. 014648
LINC01447 1.012943 | -0.70511 | 0. 001148 | 0. 014851
AC148477. 4 1.323399 | -3.74041 | 0. 001148 | 0. 014851
IGKV2-30 —-1. 3151 | -1.64565 | 0.001151 | 0. 014867
GAGE12]J -2.04071 | =3.65979 | 0. 001163 | 0. 014964
AC129492. 2 1. 181025 | =3. 95275 | 0. 001182 | 0. 015152
IGHG1 -1. 18935 | 10. 00692 | 0. 001183 | 0. 015156
PPY2P 1.527201 | =3. 08931 | 0. 001211 | 0. 015381
PI3 1.007201 | 1. 740116 | 0. 001213 | 0.0154
PGK2 -1.31163 | —4. 12503 | 0. 001219 | 0. 015458
SLC22A6 —-1. 48854 | =3. 03391 | 0. 001228 | 0. 01555
ASB11 1.034749 | =2.35726 | 0.00123 | 0.01555
GABRB3 1. 127469 | 2. 199494 | 0. 001238 | 0. 015613
LINC02393 1. 585204 | =3.91207 | 0. 001252 | 0. 015753
MCCD1 -1.6471 | 1.23466 | 0.001253 | 0. 015753
LINC00582 —-1. 05086 | —3.90238 | 0.00128 | 0.015983
HS35TS 1. 375868 | —3. 06542 | 0. 001312 | 0. 016292
AFF2 —-1.2755 | 0.49386 | 0.00135 | 0.016691
LCE1C 1.334132 | =3.99228 | 0. 001353 | 0. 016701
AC064853. 1 1. 369815 | —3. 24456 | 0. 001358 | 0. 01675
AL049629. 1 1.095616 | —2.1765 | 0.001362 | 0. 016771
KRT16P1 -1.8782 | —3.4561 | 0.001369 | 0. 016828




SLC38A8 —-1.55431 | =1. 11252 | 0. 001378 | 0. 016894
KRT16P6 1.361817 | =3.99954 | 0. 001378 | 0. 016894
FGF10 —-1. 32657 | =3. 40718 | 0. 001381 | 0. 016906
MORC1 1.16206 | -2.92135 | 0. 001405 | 0.017148
TSPY1 -2.40971 | —2.48451 | 0. 001444 | 0. 017517
AC104699. 1 —-1.02741 | =3. 77129 | 0. 001454 | 0. 017589
AC109635. 5 1.4121 | -3.70119 | 0.001491 | 0. 017925
MMP27 1.15772 | -4.19249 | 0. 001497 | 0. 017979
DLX5 1.011464 | —1. 00898 | 0. 001508 | 0. 018054
AC104117.4 -1.89164 | -4.07542 | 0.00151 . 018066
AC105105. 5 —-1.4833 | =3.72033 | 0.001512 | 0. 018083
DYNAP 1. 239286 | —4. 15593 | 0. 001546 | 0. 018426
XKR4 1. 026668 | —2. 96819 | 0. 001562 | 0. 018593
RPL23AP75 -1. 01537 | =3.66146 | 0. 001581 | 0. 018755
VWA2 1.021335 | -2.259 | 0.001586 | 0. 018808
LINCO1510 —-1. 18839 | =2. 51227 | 0. 001601 | 0. 018942
SCGB1A1 -1.94172 | -1. 55403 | 0. 001609 | 0. 019014
AC027281. 1 -1. 40013 | =3. 99762 | 0. 001618 | 0. 019076
AC002480. 4 1. 550763 | =3.53631 | 0. 001623 | 0. 019104
FGF23 1.377377 | =3. 11982 | 0. 001624 | 0. 019104
NBPF4 1.154164 | =3.91034 | 0. 001645 | 0. 019301
MROHZB 1.20003 | 1.894254 | 0. 001655 | 0. 019401
CST8 1.56226 | -3.9223 | 0.001663 | 0.019479
LINC01029 1.671332 | =3. 13341 | 0. 001672 | 0. 019548
IGHV30R16-13 | —-1. 28356 | —3. 54345 | 0. 001677 | 0. 019599
PSGS 1.202677 | 4. 10153 | 0. 001699 | 0. 019776
ADGRF1 1. 237284 | -0.50332 | 0. 001706 | 0. 019831
KRT19 1.063284 | 4. 657395 | 0. 001715 | 0. 019925
TMEM155 -1.11236 | =1. 96495 | 0. 001717 | 0. 019935




LGALS9C -1.05152 | -0. 25458 | 0. 001746 | 0. 020193
AP005233. 1 -2.00792 | -3.7628 | 0.001823 | 0. 020821
LIN28A —-1.76587 | —1.8589 | 0.001826 | 0. 020849
AC005730. 2 1. 079735 | =2. 96325 | 0. 001828 | 0. 020853
AC010266. 2 -1.22596 | —4. 13647 | 0. 001839 | 0. 020952
AL121949. 2 —-1.2497 | -2.60176 | 0. 001854 | 0.02107
LINCO1317 -1.30916 | =3.86102 | 0. 001856 | 0. 021076
ACTNZ -1. 09631 | 3.412561 | 0. 001865 | 0. 021143
1L20 1.110607 | =3.41001 | 0.00188 | 0.021274
MT1JP -1.49005 | -1.90519 | 0. 001908 | 0. 02157
Cborf38 1. 298885 | =2. 65574 | 0. 001917 | 0. 021621
PVALEF 1.294875 | =3.07148 | 0. 001936 | 0. 021779
CACNG6 -1.47018 | =3. 56612 | 0. 001951 | 0. 021919
KRT12 -1.82756 | 0. 551237 | 0. 001959 | 0. 021994
IL22RA2 1.016277 | —3.7247 | 0.001963 | 0. 022021
RN7SKP106 -1.56902 | -3.159 | 0.001973 | 0. 022103
LINC01468 —-1. 08339 | =3.57634 | 0. 001982 | 0. 022178
LY6K -1.19782 | 0.488833 | 0.002 | 0.022327
KCNJ16 1.172269 | 1. 174532 | 0. 002013 | 0. 022451
LINC00323 —-1. 05955 | =2. 87247 | 0.00205 | 0.02276
HBD -1. 44909 | 2. 13692 | 0. 002082 | 0. 022997
Cl4orf39 1.161477 | =3.9761 | 0.002109 | 0. 023183
RAB25 1.199219 | 2.47469 | 0.00212 | 0.023278
IGLV1-44 -1. 12904 | 2. 815421 | 0. 002149 | 0. 023502
GOLGA2P11 —-1.22959 | =2.57429 | 0.00218 | 0.023765
IGKV1-5 -1. 12166 | 3. 846912 | 0. 002247 | 0. 024344
OLFM3 1.347438 | —=1.91574 | 0. 002263 | 0. 024476
TTC4P1 —-1. 12539 | —4. 16231 | 0. 002284 | 0. 024621
782249. 1 —-2.4749 | —1.94258 | 0. 002287 | 0. 024641




AC061975. 6 1.414876 | 1. 17383 | 0.0023 | 0.024739
AC108517.1 —-1.76055 | =3.47172 | 0. 002304 | 0. 024771
KLK5 1.361249 | —4.0445 | 0.002308 | 0.0248
AVP 1. 080891 | =3. 51629 | 0. 002335 | 0. 02506
AC135068. 2 -1.29631 | =3. 31938 | 0. 002338 | 0. 025068
CYP2G2P —-1. 04236 | =3. 97498 | 0. 002355 | 0. 025202
CHRNB3 —-1.7867 | -2.97215 | 0. 002361 | 0. 025253
BPIFAL —-2.40521 | 0.401201 | 0. 002427 | 0. 025815
C9orfs7 1.035497 | -1.41675 | 0. 002441 | 0. 025925
AL589182.1 1. 023331 | =3.36442 | 0. 002449 | 0. 02599
ACO18716. 1 —-1.6737 | —4.13682 | 0.002471 | 0.02617
RHAG —-1. 56315 | =3. 18917 | 0. 002476 | 0. 026209
AP000619. 1 1. 129519 | —4. 16686 | 0. 002478 | 0. 02622
WNT3A -1.53504 | 1. 263574 | 0. 002573 | 0. 026913
IGLV2-11 —-1. 1168 | 2. 344708 | 0. 002617 | 0. 027168
REG1CP —-1.97938 | =3. 22597 | 0. 002675 | 0. 027628
AC009060. 1 1. 180504 | —4. 05881 | 0. 002703 | 0. 027849
IGKV2D-30 —-1. 56301 | =3. 86941 | 0. 002706 | 0. 027865
IGHV7-40 1.01933 | -4.09782 | 0.00275 | 0.028215
BNIP3P9 —-1. 16446 | =3. 25578 | 0. 002767 | 0. 028346
IGKV30R2-268 | -1. 09395 | -2. 85293 | 0. 002824 | 0. 028769
ADGRA1 1. 190238 | —2. 33483 | 0. 002844 | 0. 028919
AC126323.1 —1. 05627 | 0. 12681 | 0. 002859 | 0. 028973
CHGB 1.211934 | 0. 860271 | 0. 002954 | 0. 029692
GRM3 1.084222 | —2.01974 | 0. 003013 | 0. 030143
TCN1 -1. 46375 | =0.49148 | 0. 003031 | 0. 030293
ADRA1D —-1. 03143 | 0.26753 | 0.003085 | 0.03068
HTR3C —-1. 16953 | —4.07334 | 0. 003134 | 0. 031011
LINC00461 1. 059547 | =3. 82128 | 0. 003149 | 0. 031119




AC090568. 2 1.31661 | -2.39651 | 0. 003195 | 0. 031453
CEACAM20 -1.22168 | 1.53245 | 0. 003211 | 0. 031561
MTNR1B 1.502481 | -0. 60941 | 0. 003211 | 0. 031561
LINCO1681 —-1. 12821 | =1. 54851 | 0. 003242 | 0. 031795
AL121949.1 -1. 44601 | =1.90947 | 0. 003273 | 0. 032007
LINC02232 1. 398588 | —2. 31843 | 0. 003294 | 0. 032191
VSX2 1.068531 | —3.6933 | 0.003305 | 0. 032279
SLC25A15P3 -1.17197 | 1. 60752 | 0. 003314 | 0. 032333
PITX2 1. 238338 | —0. 80028 | 0. 003323 | 0. 032385
LINC02158 -1.29778 | 2. 380927 | 0. 003348 | 0. 032562
VWDE 1. 055068 | —1. 38166 | 0. 003381 | 0.03277
LINC02154 1. 075588 | =2. 94627 | 0. 003386 | 0. 032798
VGLL1 1. 346997 | —2. 51562 | 0. 003435 | 0. 033134
FAM9C —-1. 10151 | 3. 63858 | 0. 003457 | 0. 033269
PITPNM2-AS1 -1.70201 | -0. 60906 | 0. 003499 | 0. 033539
SLITRK3 —-1.39097 | 0.880026 | 0.00364 | 0.034552
MMP8 1. 022998 | =3.94126 | 0. 003754 | 0. 035299
KRT85 -1.1609 | -0.65142 | 0. 003757 | 0. 035322
AC004870. 2 1. 350145 | =2. 18147 | 0. 003883 | 0. 036153
AC116609. 1 1.201914 | —4. 04756 | 0. 003894 | 0. 036226
AC007991. 3 -1. 07136 | —3. 82854 | 0. 003926 | 0. 036409
DRAXINP1 —-1. 59085 | =3.64192 | 0. 003931 | 0. 036422
NYAP2 1.197516 | =3.50184 | 0.00396 | 0.036575
AC113346. 1 1. 184529 | —4.10323 | 0. 004014 | 0. 03693
AL157414. 1 1.165582 | —3. 50238 | 0. 004063 | 0. 037287
NKX2-8 1.201859 | —3. 80557 | 0. 004064 | 0. 037287
TNR —-1. 08826 | —0. 33499 | 0.00422 | 0. 038275
PSG9 1. 182825 | =3. 29339 | 0. 004275 | 0. 038627
COX8C —-1. 33699 | -3. 02862 | 0.0043 | 0.038762




CAMTA1-IT1 —-1. 26684 | =3. 80908 | 0. 004349 | 0. 039095
LINCO1579 1. 055585 | =2. 95267 | 0. 004359 | 0. 039153
TCP1P3 1. 035631 | —0. 98176 | 0. 004451 | 0. 039663
IGHJ3P —-1.09442 | -3. 83971 | 0. 004497 | 0. 03998
PRAMEF15 -1.53768 | =0. 27274 | 0. 004507 | 0. 040018
CEACAMPT7 —-1. 68152 | =3. 87247 | 0. 004508 | 0. 040018
NOTO —-1.27558 | =3.94799 | 0. 004568 | 0. 040438
IGKV1-16 —-1. 12436 | 0.873906 | 0.00458 | 0.040504
IGLC6 -1. 00048 | =2.72124 | 0. 004629 | 0. 04083
AC147651.1 1.273312 | =1. 13102 | 0. 004631 | 0. 040842
ACO013444. 1 —-1. 34446 | -3. 04398 | 0. 004739 | 0. 041533
HBM -1. 46388 | =3.52835 | 0.00477 | 0.041726
IGLV3-27 1.13659 | 0. 625522 | 0. 004815 | 0. 041992
MS4A8 1.225217 | =0.61277 | 0.00482 | 0. 042025
AC129492. 6 1. 075218 | =3. 05994 | 0. 004821 | 0. 042025
CTorf71 -1. 04111 | =3. 92109 | 0. 004827 | 0. 042027
ACO87477. 1 1.113659 | =3.67508 | 0. 004916 | 0. 04266
ATP10B 1.018275 | 0.56893 | 0.004946 | 0. 042847
STAR -1.01138 | —0.7443 | 0. 004968 | 0. 042982
DRD2 —-1. 14692 | =3. 70941 | 0. 004988 | 0. 043136
LINCO01070 -1.24776 | =3. 23021 | 0. 005003 | 0. 04315
AC061975. 7 1.165716 | =2.91915 | 0. 005025 | 0. 043236
IGLV3-1 -1. 10107 | 1. 876309 | 0. 005078 | 0. 043526
MAGEB10 1. 184081 | =3.87859 | 0. 005155 | 0. 043951
IGHV3-48 —-1. 0532 | -0.29759 | 0. 005168 | 0. 044009
LINC01419 -1.48319 | 3. 742204 | 0.00519 | 0.044132
SERTM1 —-1.70294 | =3. 75055 | 0. 005307 | 0. 044762
EEF1DP5 1.319996 | —1.60048 | 0. 005369 | 0. 045149
LINCO0113 1. 450982 | =3. 81038 | 0. 005388 | 0. 045244




MYH4 —-1.59345 | 6. 011736 | 0.00543 | 0. 045446
IGHV3-19 -1.09728 | =3. 73108 | 0. 005472 | 0. 045694
AL359853. 1 -1.08779 | —-2.8091 | 0.005551 | 0. 046163
MTRNRZL1 -1.19774 | 4.32667 | 0.005619 | 0.04657
ACO87783. 2 -1.2466 | -3.72001 | 0. 005664 | 0. 046809
PRAMEF27 1.353823 | =3. 69598 | 0. 005668 | 0. 04683
AC005885. 1 1. 298295 | 3. 46638 | 0. 005673 | 0. 046853
MYH7 —-1. 25644 | -3. 20867 | 0. 005684 | 0. 046922
IGKV3D-11 -1.15991 | -1.76744 | 0.00573 | 0. 047204
AC026523. 2 -1.39406 | —2. 44705 | 0. 005798 | 0. 047611
MKRN9P 1. 067689 | —2. 76941 | 0. 005925 | 0. 048357
KRTAP4-1 1.214913 | =3. 79527 | 0. 005982 | 0. 048672
GNRH2 —-1. 05829 | -0. 87985 | 0. 005995 | 0. 048735
LINCO1726 -1. 18339 | =3. 70283 | 0. 006208 | 0. 049915




Table S6 The differential genes of CAFs (n=71) between normal and

tumor tissues of the HCC patients’ sequencing data from the TCGA

database.
Gene symbols logFC logCPM PValue FDR
FAP 2.434618149 | 1. 153144 2. 50E-13 2. 25E-12
CCL26 3. 087719078 -1.4594 8. 35E-12 6. 05E-11
CCL25 6. 939505942 | 4. 495053 8. 96E-18 1. 48E-16
CCL23 —2.911908856 | —-0.97266 2. 29E-88 8. 35E-85
CXCL12 —2. 638100967 | 6.024947 1. 95E-48 7. 12E-46
CXCL5 2.953232419 | 2. 458336 3. 06E-06 9. 18E-06
CXCL17 4. 459479346 | 1. 128823 5. 14E-14 5. 10E-13
CXCL14 —3. 529447955 | 3.018647 2. 93E-32 2. 27E-30
IGFL1 2.708068418 | -2.80023 | 0.00282871 0. 00505028
INS-1GF2 —4. 108209553 | 0. 644609 5. 47E-23 1. 64E-21
IGF2-AS 2.007111952 | 0.593529 | 0.000421363 | 0.000873813
IGFALS —3. 148969097 | 5. 558771 2. TTE-36 3. 19E-34
IGFBPL1 2.050617551 | —1.01439 2. 74E-05 7. 00E-05
1GF2BP2-AS1 3.397983845 | —2. 15594 2. 17E-11 1. 50E-10
1GF2BP2 2. 332665923 | 3.890232 3. 99E-12 3. 03E-11
IGF2BP3 4. 829952463 | 1.664487 1. 33E-20 3. 09E-19
IGF2BP1 7. 03280332 3.671374 5. 48E-27 2. 52E-25
IGFL2-AS1 3. 846427732 | —2. 73497 1. 30E-07 4. 92E-07
IGFL2 2.960195926 | -3. 02433 8. 15E-08 3. 19E-07
IGEN1 4.753637291 | 2. 477092 8. 83E-09 4. 01E-08
TDGF1P3 3. 45867106 —3. 22375 1. 36E-07 5. 12E-07
TDGF1 2.547933921 | 3.017707 1. 44E-10 8. 72E-10
PTGFR 2.123184919 | 2.615705 5. 85E-07 1. 98E-06
EGFL6 4. 048066855 | —1. 53529 2. 32E-22 6. 54E-21




VEGFD 2.716732778 | 2. 237147 2. 60E-10 1. 51E-09
HGF —2. 028865228 | 3. 487734 9. 22E-19 1. 73E-17
PDGFA 2.008693871 | 4. 398257 6. 10E-21 1. 47E-19
EGF 4.784568065 | 0.216498 1.41E-12 1. 14E-11
VEGED 2.716732778 | 2. 237147 2. 60E-10 1. 51E-09
FGF12 2.015072834 | 1.949931 8. 55E-10 4. 58E-09
FGF3 4.592794395 | 3. 35631 2. 56E-07 9. 19E-07
VGF 2.126780724 | 0.031294 5. 85E-07 1. 99E-06
EGFR-AS1 2. 544628484 | 1. 048135 5. 94E-07 2. 01E-06
FGF4 5.209679031 | —-1.52409 8. 46E-06 2. 35E-05
FGF5 2.928577844 | -3.06123 | 0.00086048 | 0.001688979
FGF8 3.621544223 | -2.50336 2. 36E-05 6. 09E-05
FGF17 3.349512495 | -0. 99151 4. 71E-12 3. 53E-11
FGF19 3. 37405603 3. 820588 4. 43E-06 1. 30E-05
FGF20 2.269658544 | -2.71558 | 0.000536088 | 0.001090587
FGF23 —-3. 520185918 | -2. 24814 3. 12E-16 4. 25E-15
SPARCL1 2. 81687445 7. 078986 2. 96E-16 4. 04E-15
COLEC10 -3. 913726018 | 2. 330351 5. 05E-65 6. 15E-62
COL6A6 -3.306257205 | -1. 20063 6. 48E-57 4. 98E-54
COL15A1 3. 85380527 4. 363907 9. 94E-48 3. 26E-45
COL9A1 3.837011143 | -0. 83437 1. 28E-27 6. 28E-26
COL25A1 -2.600745119 | —1. 23864 3. 10E-27 1. 48E-25
COLCAZ2 2. 810179214 | 1. 290934 5. 84E-22 1. 57E-20
COL2A1 9. 315875019 | 4. 282189 1. 52E-17 2. 45E-16
COL24A1 3.992203594 | 0. 08474 1. 57E-16 2. 23E-15
COL22A1 4.646772961 | 2. 196322 1. 15E-13 1. 09E-12
COL7A1 2.76469263 4. 203385 5. 90E-12 4. 36E-11
COLEC12 2.463513794 | 1. 939356 2. 18E-11 1. 50E-10
COL11A1 3.992026744 | 1. 418445 1. 70E-10 1. 02E-09




COL6A4P1 2.207230275 | —3. 29363 6. 20E-08 2. 48E-07
COL4A6 2. 417823027 | -0. 20654 2. 03E-07 7. 41E-07
MMP11 3.839936574 | 3.961274 2. 05E-30 1. 33E-28
MMP12 4.229199694 | 1. 234286 2. 59E-12 2. 02E-11
MMP10 3.593704637 | 0.101618 5. 29E-10 2. 93E-09
MMP9 2.113681919 | 3. 998893 1. 43E-09 7. 40E-09
MMP1 2. 587938161 1. 325396 8. 19E-09 3. 7T3E-08
MMP13 4.537694436 | —2. 35738 1. 61E-07 5. 99E-07

ADAMTS13 —2.783043082 | 3.313896 | 3.52E-125 1. 03E-120
ADAMI1 2.336191196 | -0. 36451 2.61E-14 2. T1E-13

ADAMTS16 3. 728134086 1. 65548 1. 38E-12 1. 12E-11
ADAM23 3.194212405 | 1.611263 3. 85E-12 2.93E-11

ADAMTS18 3.100960689 | —-1. 73531 1. 36E-11 9. 58E-11
ADAM12 2.319240814 | 1.605299 5. 04E-10 2. 80E-09
ADAM32 2.025922222 | -2. 03366 7. 31E-08 2. 89E-07

ADAMTS20 3.477789508 | —3. 06035 1. 99E-07 7. 27E-07

ADAMTS19 2. 294443627 | -3.61468 | 0.001882639 | 0.003473966
ADAM18 2.377112284 | —4.19702 | 0.002525917 | 0.004556481




Table S7 The differential genes of CAFs (n=42) between stage I and stage

II-IV tumor tissues of the HCC patients’ sequencing data from the TCGA

database.

Gene symbols logFC logCPM PValue FDR

IL11 3. 876436042 | —0.05225 | 1. 82E-36 | 5. 35E-33
TL13RA2 2.451407399 | 0.707829 | 1. 63E-21 | 1. 02E-18
1L13 2.203061127 | —-1.85065 | 1. 25E-10 | 8. 65E-09
IL17RD 1.057792048 | 0.070378 | 1.49E-10 | 1. 01E-08
TL31RA 1.431783873 | —2. 22935 | 1. 87E-07 | 5. 52E-06
TL20RA 1.572674214 | 0.397286 | 7. 43E-06 | 0. 000133
TGFB2-AS1 1. 025781282 | —2. 36343 | 3. 52E-06 | 7. 06E-05
CCL26 1. 380545388 | —1.25338 | 8. 64E-09 | 3. 7T1E-07
CCL7 1.723014966 | —-3.73081 | 1. 00E-07 | 3. 22E-06
CXCLb5 1.628965102 | 2. 689946 | 4. 84E-06 | 9. 29E-05
FGF5 3.711089315 | —2.89207 | 2. 63E-14 | 4. 50E-12
FGF19 -2.857136929 | 4. 118168 | 3. 89E-13 | 4. 81E-11
FGF17 1. 778268601 | —0.7752 | 2. 07E-12 | 2. 20E-10
FGF4 -3. 2471466 -2.1949 | 3.92E-10 | 2. 37E-08
PDGFD 1.018917991 | 3. 458837 | 4. 80E-10 | 2. 85E-08
FGF9 1. 547902981 | -2.52665 | 1. 57E-06 | 3. 50E-05
FGF3 -1.55528514 | =3.19926 | 0. 000374 | 0. 003374
FGFBP1 1.294470992 | -3.27688 | 0.000471 | 0. 004064
FGF8 1. 520198705 | —2.30837 | 0. 000689 | 0. 005489
FGF23 1.068977176 | -3.11974 | 0.011012 | 0. 046374
COL4A6 2.173765795 | -0.01331 | 4. 91E-16 | 1. 17E-13
COL11A2 -1. 654821018 | 1. 646715 | 1. 82E-12 | 1. 96E-10
COLGALT2 1. 35937668 | 0.194832 | 2. 38E-11 | 1. 99E-09
COL6AS —-1. 102714789 | 3. 77894 | 0. 000129 | 0. 001439




MMP10 2.236099132 | 0.335179 | 1. 35E-13 | 1. 90E-11
MMP1 1.680942542 | 1.523906 | 1. 13E-11 | 1. 02E-09
MMP13 2.9578069126 | —-2.1691 . 43E-09 | 7. 55E-08
MMP27 1.504343127 | -4.19234 | 1. 79E-05 | 0. 000281
MMP3 -1. 139886799 | -1.27807 | 0.001492 | 0.01004
DES 1. 366957416 | 1.354497 | 1. 32E-06 | 3. 00E-05
TIMP4 1. 587256394 | —0.19299 | 6. 47E-15 | 1. 25E-12
ADAM12 1. 405613983 | 1.803321 | 5. 34E-11 | 4. 01E-09
ADAM32 1. 388355189 | —-1.86575 | 6. 77E-11 | 5. 02E-09
ADAM18 2. 355702605 | —4.10675 | 5. 22E-08 | 1. 83E-06
IGFN1 5.216657377 | 2.691639 | 2. 14E-33 | 3. 7T1E-30
IGFL2-AS1 3. 142943232 | -2. 55867 | 9. 87E-18 | 3. 03E-15
IGFL1 3. 762443025 | -2. 63773 | 3. 03E-13 | 3. 94E-11
IGFL2 1.642421555 | —2.87131 | 1. 0BE-08 | 4. 46E-07
IGFL3 2.245748203 | —4. 20388 | 1. 92E-07 | 5. 63E-06
IGFL1P1 1.441172072 -3. 9563 . 45E-05 | 0. 000363
IGFL4 1. 040295856 | —3.67165 | 2. 79E-05 | 0. 000405
HDGFL1 —-1.774300348 | —0.94032 | 0. 000549 | 0. 004585




Table S8 The differential genes of CAFs (n=34) between stage I-II and

stage III-IV tumor tissues of the HCC patients’ sequencing data from the

TCGA database.
Gene symbols logFC logCPM PValue FDR

desmin/DES 2.468011902 | 1.354475 | 3. 94E-19 | 1. 68E-16
IL11 4.000690462 | -0.05234 | 5. 69E-48 | 1. 86E-44
IL7R —-1. 123821267 | 3. 111448 | 3. 53E-07 | 1. 96E-05
IL31 1.625934139 | -3.91877 | 1. 73E-05 | 0. 000549
1L20 1.11060714 | —3.41001 | 0.00188 | 0.021274
IL22RA2 1.016276756 | —3.7247 | 0.001963 | 0. 022021
CCL7 2.172990657 | 3. 73107 | 4. 72E-12 | 6. 81E-10
CCL19 —-1.936511256 | 3.502693 | 1. 87E-08 | 1. 40E-06
CCL21 -1.291328494 | 4. 726001 | 3. 00E-05 | 0. 000859
CXCL5 1. 959866135 | 2.689934 | 5. 93E-08 | 3. 93E-06
CXCL14 -1. 256566271 | 2.011249 | 0. 0004 . 006608
TGFB2-AS1 1. 354853311 | —2.3636 | 4.00E-09 | 3. 54E-07
TGFB2 1.127593645 | 1.999144 | 5. 67E-09 | 4. 88E-07
FGF5 3.58909786 | —2.89243 | 8. 61E-16 | 2. 29E-13
FGF8 2.911849715 | 2. 30853 | 1. 94E-11 | 2. 63E-09
FGF9 2.000601208 | —2.52675 | 5. 52E-10 | 5. 96E-08
FGF4 —4. 445213903 | —2. 19495 | 1. 55E-09 | 1. 51E-07
FGF19 -2.465507912 | 4.11817 | 1.89E-06 | 8. 52E-05
FGF17 -1. 192666076 | —0. 77525 | 0. 000166 | 0. 003336
FGFBP1 1.328035932 | —-3.27708 | 0. 000556 | 0. 008453
FGF10 —1. 326568583 | —3. 40718 | 0. 001381 | 0. 016906
FGF23 1.377377132 | -3.11982 | 0.001624 | 0. 019104
IGFL1 4.100884451 | -2.63806 | 5. 34E-19 | 2. 21E-16
IGFL3 2.923377613 | —4.20412 | 9. 17E-13 | 1. 47E-10




IGFL2 1.529205175 | -2.87149 | 2. 88E-07 | 1. 66E-05
COL9A3 1. 13209039 2.764523 | 5. 65E-07 | 2. 96E-05
COL11AZ2 —-1. 146306812 | 1.646701 | 0.000102 | 0. 002265

MMP1 2.210658266 | 1.523887 | 1.85E-19 | 8. 16E-17
MMP12 1.270809173 | 1.457392 | 6. 15E-05 | 0. 001523

MMP7 1.038711925 | 3.851924 | 0. 001038 | 0.013719
MMP27 1. 157719671 | —4.19249 | 0. 001497 | 0. 017979

MMP8 1. 022998437 | -3.94126 | 0. 003754 | 0. 035299
ADAM32 1.232159199 | —1.86587 | 6. 22E-08 | 4. 11E-06
ADAM18 1.622000127 | —4. 10696 | 0. 000194 | 0. 003749




Table S9 The association of different CAFs gene panels and patient

clinical features from the TCGA data, patient number=366 (Part 1).

12-markers 11-markers
p value p value
Low High Low High
Gender 0.527 0.575
male 128 121 127 122
female 56 61 56 61
Age 0.723 0.515
< 65Y 115 117 113 119
> 65Y 69 65 70 64
Race 0.926 0.779
White 82 75 82 75
Asian 88 92 88 92
Black 8 8 8 8
Others 6 7 5 8
Hepatitis/Alcohol/other risk factors 0.681 0.424
Yes 131 126 132 125
No 53 56 o1 58
Tumor Grade 0.331 0.296
unknown 1 4 1 4
1 31 22 31 22
2 91 84 89 86
3 56 65 58 63
4 5 7 4 8
Vascular invasion 0.044 0.052
Yes 46 63 46 63
No 138 119 137 120
TNM stage 0.002 0.002




I 105 74 104 75
I 45 50 46 49
Il 32 47 31 48
v 2 11 2 11
AFP 0.134 0.229
<20 126 111 124 113
>20 58 71 59 70
Platelet count(x1079/L) 0.002 0.003
unknown 20 47 36 27
<100 36 27 119 100
100-300 121 98 8 9
>300 7 10 20 47
Albumin (g/L) 0.001 0.001
unknown 23 51 23 51
<35 36 25 36 25
35-50 124 101 123 102
>50 1 5 1 5
Total bilirubin, mg/dL (umol/L) <0.001 <0.001
unknown 21 49 21 49
<1.0
145 107 144 108
(17.1)
>1.0
18 26 18 26
(17.1)
Child-Pugh 0.015 0.018
unknown 52 79 52 79
A 122 93 121 94
B 9 10 9 10
C 1 0 1 0




Table S9 The association of different CAFs gene panels and patient

clinical features from the TCGA data, patient number=366 (Part 2).

4-early markers 3-early markers
p value p value
Low High Low High
Gender 0.166 0.433
male 130 119 128 121
female 52 65 55 62
Age 0.722 0.664
< 65Y 114 118 118 114
> 65Y 65 69 65 69
Race 0.057 0.102
White 90 67 89 68
Asian 80 100 82 98
Black 8 8 8 8
Others 4 9 4 9
Hepatitis/Alcohol/other risk factors 0.783 0.909
Yes 129 128 128 129
No 53 56 55 o4
Tumor Grade 0.122 0.217
unknown 2 3 2 3
1 34 19 33 20
2 89 86 90 85
3 52 69 53 68
4 5 7 5 7
Vascular invasion 0.783 0.732
Yes 53 56 53 56
No 129 128 130 127
TNM stage 0.745 0.910




I 94 85 91 88
Il 46 49 49 46
Il 36 43 37 42
v 6 7 6 7
AFP 0.002 0.006
<20 132 105 131 106
>20 50 79 52 77
Platelet count(x1079/L) 0.039 0.025
unknown 30 37 31 36
<100 41 22 41 22
100-300 101 118 100 119
>300 10 7 11 6
Albumin (g/L) 0.070 0.070
unknown 30 44 30 44
<35 38 23 38 23
35-50 112 113 113 112
>50 2 4 2 4
Total bilirubin, mg/dL (umol/L) 0.008 0.012
unknown 27 43 28 42
<1.0
139 113 139 113
(17.1)
>1.0
16 28 16 28
(17.1)
Child-Pugh 0.240 0.092
unknown 68 63 70 61
A 107 108 107 108
B 6 13 5 14
C 1 0 1 0




Table S9 The association of different CAFs gene panels and patient

clinical features from the TCGA data, patient number=366 (Part 3).

8-advanced markers
p value
Low High
Gender 0.791
male 125 124
female 57 60
Age 0.723
< 65Y 117 115
> 65Y 65 69
Race 0.159
White 75 82
Asian 96 84
Black 4 12
Others 7 6
Hepatitis/Alcohol/other risk factors 0.615
Yes 130 127
No 52 57
Tumor Grade 0.190
unknown 2 3
1 31 22
2 93 82
3 52 69
4 4 8
Vascular invasion 0.099
Yes 47 62
No 135 122
TNM stage <0.001




I 105 74
Il 43 52
Il 34 45
v 0 13
AFP 0.802
<20 119 118
>20 63 66
Platelet count(x1079/L) 0.007
unknown 22 45
<100 32 31
100-300 122 97
>300 6 11
Albumin (g/L) 0.002
unknown 27 47
<35 37 24
35-50 118 107
>50 0 6
Total bilirubin, mg/dL (umol/L) 0.012
unknown 25 45
<1.0
138 114
(17.1)
>1.0
19 25
(17.1)
Child-Pugh <0.001
unknown 41 90
A 129 86
B 11 8
C 1 0




Table S10 Stratified analysis of the panels with advanced CAFs markers

(12-/11-/8- marker panels) according to the 3-/4-early marker panels,

patient number=366 (Part 1: when early markers are low).

advanced (L) /early (L) advanced (H) /early (L)
95%CI
Median Median
lower upper lower upper P
Survival Survival
bound bound bound bound
12-marker
panel 2354.9 1990. 3 2719.5 1384.7 936. 1 1833. 4 0. 001
3-early 11-marker
marker panel panel 2366. 4 1996. 1 2736. 7 1375.1 919.9 1830. 2 0. 000
8-advanced
marker panel 2217.2 1852. 4 2582.0 1780. 1 1343.5 2216. 8 0. 025
12-marker
panel 2343.0 1984. 9 2701.0 1358. 3 906. 9 1809. 8 0. 001
4—early 11-marker
marker panel panel 2342.5 1978. 2 2706. 9 1395. 2 932.6 1857.8 0. 001
8-advanced
marker panel 2211.0 1855. 8 2566. 3 1770. 7 1330. 8 2210.7 0. 021




Table S10 Stratified analysis of the panels with advanced CAFs markers

(12-/11-/8- marker panels) according to the 3-/4-early marker panels,

patient number=366 (Part 2: when early markers are high).

advanced (L) /early (H) advanced (H) /early (H)
95%CI 95%CI
Median Median
lower upper lower upper P
Survival Survival
bound bound bound bound
12-marker
panel 2008. 8 1567.4  2450.2 1486. 0 1258.1  1713.9 0.103
3—early 11-marker
marker panel panel 2087. 4 1594. 5 2580. 3 1464. 2 1241. 2 1687. 2 0.075
8-advanced
marker panel 2157.5 1748.0 2567. 1 1303. 1 1046. 6 1559. 6 0. 001
12-marker
panel 2038. 8 1583.1  2494.4 1494. 2 1268.9  1719.4 0.118
4—early 11-marker
marker panel panel 2160. 1 1655.5  2664.6 1457. 6 1236.0  1679.2 0. 055
8-advanced
marker panel 2173.7 1751.4  2595.9 1319.8 1066.1  1573.6 0. 002




