TABLE S1 Primers used in this study
	β-lactamases

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	blaIMP
	IMPd-F
	CTRCCGCAGWAGMGKCTTTG
	537
	94ºC/5 min              94°C/1 min               56°C/1 min             72°C/1 min           72°C/10 min                30 cycles
	This study

	
	IMPd-R
	GCCADGCTACDANATTTGCGTC
	
	
	

	blaVIM
	Vimd1- F
	GATGGYGTTTGGTCGCATATC
	1 and 2:400                           1 and 3: 600
	94°C/5 min             94°C/1 min              
1 and 2:54°C/1 min            1 and 3:50°C/1 min        72°C/1 min           72°C 10 min              30 cycles
	This study

	
	Vimd2-R
	GAATGCGCAGCACCRGGA
	
	
	

	
	Vimd3-R
	CAACRTTMGYTGTGTGYTKGA
	
	
	

	blaGIM-1
	GIM-F
	AGAACCTTGACCGAACGCAG
	748
	95°C/5 min             95°C/1 min               57°C/1 min              72°C/1 min           72°C/10 min                   30 cycles
	1

	
	GIM-R
	ACTCATGACTCCTCACGAGG
	
	
	

	blaSPM-1
	SPM-F1
	CTAAATCGAGAGCCCTGCTTG

	800
	94°C/5 min              94°C/1 min               56°C/1 min            68°C/1 min           68°C/5 min                   30 cycles
	2

	
	SPM-R2
	[bookmark: _GoBack]CCTTTTCCGCGACCTTGATC
	
	
	

	blaNDM
	NDMv-F
	AATATTATGCACCCGGTCGCG
	732
	94°C/5 min              94°C/1 min               54°C/1 min            72°C/1 min           72°C/10 min                   30 cycles
	This study

	
	NDMv-R
	CATCACGATCATGCTGGCCTT
	
	
	

	blaGES
	GES1F
	ATGCGCTTCATTCACGCAC
	864
	94ºC/5 min              94°C/1 min               55°C/1 min         72°C/1 min           72°C/10 min                  30 cycles
	3

	
	GES1R
	CTATTTGTCCGTGCTCAGG
	
	
	

	blaKPC
	KPC1F
	ATGTCACTGTATCGCCGTCT
	882
	94ºC/3 min          94°C/1 min               55°C/1 min             72°C/1 min           72°C/10 min                30 cycles
	4

	
	KPC2R
	TTACTGCCCGTTGACGCCCA
	
	
	

	blaVEB-1
	VEB1F
	CGACTTCCATTTCCCGATGC
	643
	95°C/5 min             95°C/1 min               57°C/1 min              72°C/1 min           72°C/ 5 min                                           30 cycles
	5

	
	VEB1R
	GGACTCTGCAACAAATACGC
	
	
	

	blaPSE-1
	PSE1
	TTATTGGCATTTTCGCTTTTA
	804
	94ºC  5 min              94°C 1 min               50°C 1 min             72°C 1 min           72°C 10 min             30 cycles
	6

	
	PSE2
	CGCATCATTTCGCTCTG
	
	
	

	blaCMY
	CMY-2F
	GATTCCTTGGACTCTTCAG
	1807
	95°C/5 min              95°C/30 s              53°C/30 s            72°C/30 s
72°C/3 min                  30 cycles
	7

	
	CMY-2R
	TAAAACCAGGTTCCCAGATAGC
	
	
	


TABLE S1 (Continued)
	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	blaPER-1
	Per1- F

	AATTTGGGCTTAGGGCAGAA 
	925
	94ºC/5 min           94°C/1 min               42°C/1 min          72°C/5 min           72°C/10 min                               30 cycles
	5

	
	Per1- R

	ATGAATGTCATTATAAAAGC
	
	
	

	blaOXA-2
	OXA2F
	TTCAAGCCAAAGGCACGATAG
	703
	96°C/ 5 min           96°C/1 min               61°C/1 min             72°C/2 min          72°C/10 min                  35 cycles
	8

	
	OXA2R
	TCCGAGTTGACTGCCGGGTTG
	
	
	

	blaOXA-40
	OXA40-F
	GGTTAGTTGGCCCCCTTAAA
	249
	94°C/5 min             94°C/25 s               52°C/40 s              72°C/50 s           72°C/6 min                 30 cycles
	9

	
	OXA40-R
	AGTTGAGCGAAAAGGGGATT
	
	
	

	blaOXA-50
	OXA50-F
	GAAAGGCACCTTCGTCCTCTAC
	453
	94°C/4 min             94°C/1 min               55°C/1 min              72°C/1 min           72°C/10 min                30 cycles
	10

	
	OXA50-R
	CAGAAAGTGGGTCTGTTCCATC
	
	
	

	aac(3)-II
	aac(3)-II-F
	ACTGTGATGGGATACGCGTC
	237
	94°C/5 min          94°C/30 s               60°C/45 s            72°C/2 min           72°C/8 min                32 cycles
	11

	
	aac(3)-II-R
	CTCCGTCAGCGTTTCAGCTA
	
	
	

	aac(6')-Ib
	aac(6')-Ib-F
	TTGCGATGCTCTATGAGTGGCTA
	482
	94°C/5 min            94°C/1 min              60°C/45 s             72°C/45 s           72°C/5 min                     20 cycles
	12

	
	aac(6')-Ib-R
	CTCGAATGCCTGGCGTGTTT
	
	
	

	qnrA
	qnrAm-F
	AGAGGATTTCTCACGCCAGG
	579
	95°C/5 min             95°C/1 min               55°C/1 min           72°C/1 min           72°C/7 min              40 cyles
	13

	
	qnrAm-R
	TGCCAGGCACAGATCTTGAC
	
	
	

	qnrB
	qnrB-F
	GGMATHGAAATTCGCCACTG
	263
	94°C/5 min            94°C/45 s               53°C/45 s          72°C/1 min           72°C/5 min            32 cycles
	13

	
	qnrB-R
	TTTGCYGYYCGCCAGTCGAA
	
	
	

	qnrS
	qnrS-F
	GCAAGTTCATTGAACAGGGT
	427
	95°C/5 min              95°C/1 min               55°C/1 min            72°C/1 min           72°C/7 min                        35 cycles
	13

	
	qnrS-R
	TCTAAACCGTCGAGTTCGGC
	
	
	






TABLE S1 (Continued)
	Integrons

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	intl1
	Intl1-F
	ACGAGCGCAAGGTTTCGGT
	565
	94°C/5 min             94°C/30 s             52°C/30 s            72°C/2 min           72°C/7 min                       30 cycles
	14

	
	Intl1 - R
	GAAAGGTCTGGTCATACATG
	
	
	

	intl2
	Intl2-F
	CACGGATATGCGACAAAAAGGT
	789
	94°C/5 min           94°C/30 s               62°C/30 s             72°C/1 min           72°C/8 min               30 cycles
	15

	
	Intl2 - R
	GTAGCAAACGAGTGACGAAATG
	
	
	

	Región variable 1
	rv.Intl-F
	GGCATCCAAGCAGCAAG
	Variable size
	94°C/5 min              94°C/1 min               55°C/1 min             65°C/8 min           72°C/8 min                      35 cycles
	16

	
	rv.Intl-R
	AAGCAGACTTGACCTGA
	
	
	

	qacEΔ1
	Qac-F
	GGCTGGCTTTTTCTTGTTATCG
	247
	94°C/5 min           94°C/30 s               60°C/30 s         72°C/1 min           72°C/8 min              30 cycles
	15

	
	Qac-R
	TGAGCCCCATACCTACAAAGC
	
	
	

	sul1
	Sul1-F
	TGGTGACGGTGTTCGGCATTC
	790
	94°C/5 min            94°C/30 s               63°C/30 s              72°C/1 min           72°C/8 min                   30 cycles
	15

	
	Sul1-R
	GCGAGGGTTTCCGAGAAGGTG
	
	
	

	aac(6')-Ib
	aac6FRC
	GCCACTCATAGAGCATCGCAA
	130
	Variable conditions
	This study

	
	aac6RRC
	AAACACGCCAGGCATTCGAG
	41
	
	

	aadA1
	aadA1FRC
	TCGATACTTCGGCGATCACC
	31
	Variable conditions
	This study

	
	aadA1RRC
	AGGCGAGATCACCAAGGTAG
	31
	
	

	blaOXA-2
	oxa2-FRC
	CTAGCGTGCCTTCTTGCGCAT
	79
	Variable conditions
	This study

	
	oxa2-RRC
	AATCGTGCGGGCAATCCTTC
	76
	
	

	blaIMP
	impFRC
	CAAAGNCKCTBCTGCGGYAG
	66
	Variable conditions
	This study

	
	impRRC
	GCAAARYTGGTTGTTTCARGTCA
	120
	
	








TABLE S1 (Continued)
	OprD porin

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	oprD
	oprD-F
	TGCTGCTCCGCAACTACTATTTC
	751
	94°C/5 min         94°C/1 min           55°C/1 min             68°C/8 min                 72°C/8 min             30 cycles
	17

	
	oprD-R
	GTAGGCCAAGGTGAAAGTGTG
	
	
	

	oprD
	oprDlong-F
	CGCCGACAAGAAGAACTAGC
	1412
	94°C/5 min         94°C/1 min           55°C/1 min             72°C/1 min                 72°C/10 min             30 cycles
	18

	
	oprDlong-R
	GTCGATTACAGGATCGACAG
	
	
	

	oprD
	oprDlong2-F
	CTACGCAGATGCGACATGC
	1586
	94°C/5 min         94°C/1 min          64°C/1 min             72°C/1 min                 72°C/10 min             30 cycles
	19

	
	oprDlong2-R
	CCTTTATAGGCGCGTTGCC
	
	
	

	MOB subfamily

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	MOBF11
	F11-f
	GCAGCGTATTACTTCTCTGCTGCCGAYGAYTAYTA
	234
	94°C/5 min         94°C/1 min           53°C/1 min             72°C/1 min                 72°C/10 min             25 cycles
	20

	
	F11-r
	ACTTTTGGGCGCGGARAABTGSAGRTC
	
	
	

	MOBP11
	P11-f
	CGTGCGAAGGGCGACAARACBTAYCA
	180
	94°C/5 min         94°C/1 min           60°C/1 min             72°C/1 min                 72°C/10 min             25 cycles
	20

	
	P1-r
	CGTGCGAAGGGCGACAARACBTAYCA
	
	
	

	MOBP13
	P131-f
	AACCCACGCTGCAARGAYCCVGT
	180
	94°C/5 min         94°C/1 min           59°C/1 min             72°C/15 s                 72°C/10 min             30 cycles
	20

	
	P131-f
	AGCGATGTGGATGTGAAGGTTRTCNGTRTC
	
	
	

	MOBP14
	P14-f
	CGCAGCAAGGACACCATCAAYCAYTAYRT
	174
	94°C/5 min         94°C/1 min           50°C/1 min             72°C/1 min                 72°C/10 min             25 cycles
	20

	
	P1-r
	AGCGATGTGGATGTGAAGGTTRTCNGTRTC
	
	
	

	MOBP4
	P4-f
	GCGTTCAGGATGGTCYTBTCSATGCC
	163
	94°C/5 min         94°C/1 min           64°C/1 min             72°C/1 min                 72°C/10 min             25 cycles
	20

	
	P4-r
	CGGTTTTGACCGTCAGATGSVMATGCGG
	
	
	

	MOBQ11
	Q11-f
	CAATCGTCCAAGGCGAARGCNGAYTA
	331
	94°C/5 min         94°C/1 min           50°C/1 min             72°C/1 min                 72°C/10 min            30 cycles
	20

	
	Q11-r
	CGCTCGGAGATCATCAYYTGYCAYTG
	
	
	



TABLE S1 (Continued)
	MOB subfamily

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	MOBH11
	H11-f
	CCGGCGTCGGAGAAYCAYCAYCA
	207
	PCR touchdown: iniciar a 65°C
ΔTa= -1°C por ciclo, 15 ciclos a 55°C
	20

	
	H11-r
	AAGGTCGTATACCTTYCCKGCRTCRTG
	
	
	

	MOBH121
	H121-f
	GCCAGCTTCCGAATCACAYCAYCAYCG
	313
	94°C/5 min         94°C/1 min           59°C/1 min             72°C/1 min                 72°C/10 min            30 cycles
	20

	
	H121-r
	GTCGCTTGTCGCGCCACCGDATRAARTA
	
	
	

	MOBH2
	H2-f
	AGTTCCCAGCCTCAGAAATCCAYCAYCAYKC
	264
	94°C/5 min         94°C/1 min           68°C/1 min             72°C/1 min                 72°C/10 min            30 cycles
	20

	
	H2-r
	GCGGACCGTGCCANGGRTGCCA
	
	
	

	Inc Group

	Gene
	Primer
	Sequence (5' - 3')
	Amplified size (pb)
	Reaction conditions
	Reference

	IncP
	P FW
	CTATGGCCCTGCAAACGCGCCAGAAA

	534
	94°C/5 min         94°C/1 min           60°C/30 s             72°C/1 min                 72°C/5 min
 30 cycles
	21

	
	P RW
	TCACGCGCCAGGGCGCAGCC

	
	
	


Supplementary Table 1 continued
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