Supplementary materials

The Arthritis Index of Rats

Group Time @ @ ® @ ® © @ @
Normal 21Days 0 0 0 0 0 Q 0 0 0 0
28Days 0 0 0 0 0 Q 0 0 0 0
35Days 0 0 0 0 0 Q 0 0 0 0
42 Days 0 ] 0 0 0 Q 0 0 0 0
CIA 21Days 6 6 6 6 5 6 6 5 6 5
28Days 6 6 6 6 5 6 6 5 6 3
35Days 6 6 6 6 5 6 6 5 6 4
42 Days 6 6 6 6 3 6 6 5 6 4
PA 21Days 5 6 6 6 6 5 6 6 5 5
28Days 5 6 6 6 6 5 5 6 4 4
35Days 4 6 5 5 35 5 4 3 4 3
42Days 4 5 4 5 4 4 4 5 4 3

Table S1: The arthritis index of three group, normal, collagen-induced arthritis (CIA) and paeoniflorin (PA).



Inflammatory Cytokine Level

Group gk, Tppi) ® @ &) @ ®
Normal TNF-a 202 |219 |217 (200 |225
IL-1B 176 185 |203 195 18.7
CIA TNF-a 753 | 767 |783 |[748 | 738
IL-1B 610 |585 |578 [625 |619
PA TNF-a 310 [336 |386 (355 |[350
IL-1p 282 285 |301 206 |263

Table S2: The levels of TNF-a and IL-1p on days 42.
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Typical chromatograms at 233 nm of peoniflorin
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