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Supplementary Figures S1 to S3

Supplementary Table S1



Supplementary Figure. S1 Cellular uptake and cytotoxicity of EAPE in RWPE-1 cells. (A) Cell

viability was determined by CCK-8 assay. (B-C) Flow cytometry images and quantitative

analysis of cellular uptake in RWPE-1 cells. (D-E) Fluorescence microscopy images and

quantitative analysis of cellular uptake in RWPE-1 cells (scale bar: 50 μm). Data are presented

as mean ± SD (n = 3), statistical significance levels are represented as: *p < 0.05 vs. Control

group.



Supplementary Figure. S2 Cellular uptake and cytotoxicity of EAPE in PC-3 cells. (A) Cell

viability was determined by CCK-8 assay. (B-C) Flow cytometry images and quantitative

analysis of cellular uptake in PC-3 cells. (D-E) Fluorescence microscopy images and

quantitative analysis of cellular uptake in PC-3 cells (scale bar: 50 μm). Data are presented as

mean ± SD (n = 3), statistical significance levels are represented as: *p < 0.05,***p < 0.001

vs. Control group; ##p < 0.01 vs. AP group.



Supplementary Figure. S3 Cellular uptake and cytotoxicity of EAPE in DU145 cells. (A) Cell

viability was determined by CCK-8 assay. (B-C) Flow cytometry images and quantitative

analysis of cellular uptake in DU145 cells. (D-E) Fluorescence microscopy images and

quantitative analysis of cellular uptake in DU145 cells (scale bar: 50 μm). Data are presented

as mean ± SD (n = 3), statistical significance levels are represented as: *p < 0.05, **p < 0.01,

***p < 0.001 vs. Control group; #p < 0.05 vs. AP group.



Supplementary Table S1.

Primers used for RT-PCR

Target Forward Primers,5’-3’ Reverse Primers,5’-3’

PD-1 GCCGCACGAGGGACAATAGGAGCCA TGAGGTGCCCATTCCGCTAGGAAAGACA

PD-L1 GAACTACCTCTGGCACATCCTCCAA TTTCACATCCATCATTCTCCCTTTT

GAPDH GGAAGGTGAAGGTCGGAGTCAACG TCTCGCTCCTGGAAGATGGTGATGG


