	Table S1. Detailed information of data sources

	Categorisation
	Phenotype
	GWAS data identifier
	PMID
	Consortium
	Ancestry
	Participants

	　
	　
	　
	　
	　
	　
	　

	Smoking behavioural characteristics
	CPD
	GCST9024397618
	36477530
	GSCAN18
	EUR
	618,489 individuals

	
	CPD
	GCST9024397518
	36477530
	GSCAN18
	EAS
	108,275 individuals

	
	CPD
	GCST9024397318
	36477530
	GSCAN18
	AFR
	20,157 individuals

	
	CPD
	GCST9024397418
	36477530
	GSCAN18
	HIS
	35,129 individuals

	
	CPDA
	NA18
	36477530
	GSCAN18
	EUR
	183,196 individuals

	
	NMR
	GCST00997117
	32157176
	Buchwald J et al17
	EUR
	5,185 individuals

	　
	　
	　
	　
	　
	　
	　

	Psoriasis and related subtypes
	Psoriasis
	GCST9047277128
	40021644
	Dand N et al28
	EUR
	36,466 cases and 458,078 controls

	
	Psoriasis
	GCST9001868729
	34594039
	BBJ29
	EAS
	206 cases and 172,289 controls

	
	Psoriasis
	GCST9047880130
	39024449
	MVP30
	AFR
	1,711 cases and 119,220 controls

	
	Psoriasis
	GCST9047880030
	39024449
	MVP30
	HIS
	1,845 cases and 57,348 controls

	
	Guttate psoriasis
	finngen_R12_L12_PSORI_GUTTATE31
	36653562
	FinnGen31
	EUR
	496 cases and 482,181 controls

	
	Generalized pustular psoriasis
	finngen_R12_L12_PSORI_PUSTGEN31
	36653562
	FinnGen31
	EUR
	122 cases and 482,181 controls

	
	Psoriatic arthropathies
	finngen_R12_M13_PSORIARTH31
	36653562
	FinnGen31
	EUR
	4,290 cases and 315,115 controls

	　
	　
	　
	　
	　
	　
	　

	Positive control studies
	COPD (Discovery Dataset)
	GCST9039969435
	36777996
	GBMI35
	EUR
	58,559 cases and 937,358 controls

	
	COPD (Discovery Dataset)
	GCST9039969335
	36777996
	GBMI35
	EAS
	19,044 cases and 310,689 controls

	
	COPD (Discovery Dataset)
	GCST9039969135
	36777996
	GBMI35
	AFR
	1,978 cases and 27,704 controls

	
	COPD (Discovery Dataset)
	GCST9039969235
	36777996
	GBMI35
	HIS
	1,503 cases and 13,583 controls

	
	COPD (Replication  Dataset)
	GCST9047602730
	39024449
	MVP30
	EUR
	103,054 cases and 315,450 controls

	
	COPD (Replication  Dataset)
	GCST9001858729
	34594039
	BBJ29
	EAS
	4,017 cases and 162,653 controls

	
	COPD (Replication  Dataset)
	GCST9047602630
	39024449
	MVP30
	AFR
	21,238 cases and 91,251 controls

	
	COPD (Replication  Dataset)
	GCST9047813835
	36777996
	MVP35
	HIS
	6,646 cases and 49,745 controls

	　
	　
	　
	　
	　
	　
	　

	A: Data samples were re-censored to exclude UKB (n=143,301) and 23andMe (n=291,992) for non-overlapping sample analyses
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	Table S2. Per-study descriptive statistics for trans-ancestry and ancestry-stratified meta-analyses (CPD)

	
	
	Cigarettes per Day

	　
	　
	Phenotype Descriptives
	Genomic Control Values

	Ancestry
	Study Name
	N
	Mean
	Var
	MAF > 0.01
	0.01<= MAF >0.001

	Trans-ancestry
	23andMe - AFR Male
	3,047
	2.29
	3.65
	0.99
	0.96

	Trans-ancestry
	23andMe - AFR Female
	3,803
	2.33
	3.77
	1.01
	0.97

	Trans-ancestry
	23andMe - EAS Male
	1,702
	2.48
	3.11
	1.01
	0.92

	Trans-ancestry
	23andMe - EAS Female
	1,908
	2.34
	2.73
	1.01
	0.88

	Trans-ancestry
	23andMe - EUR Males
	129,471
	2.38
	2.76
	1.18
	1.02

	Trans-ancestry
	23andMe - EUR Females
	162,521
	2.30
	2.30
	1.22
	1.03

	Trans-ancestry
	23andMe - AMR Male
	13,514
	2.19
	2.07
	1.03
	0.97

	Trans-ancestry
	23andMe - AMR Female
	16,339
	2.38
	2.99
	1.03
	0.96

	Trans-ancestry
	ALSPAC
	4,314
	3.40
	2.50
	1.01
	1.00

	Trans-ancestry
	ARIC - TOPMed
	3,852
	2.93
	1.18
	0.97
	1.00

	Trans-ancestry
	BEAGESS
	
	
	
	
	

	Trans-ancestry
	BLTS
	546
	0.70
	0.70
	1.04
	1.02

	Trans-ancestry
	CADD
	523
	2.40
	1.40
	1.01
	1.06

	Trans-ancestry
	COGEND
	1,940
	2.60
	2.00
	1.01
	0.98

	Trans-ancestry
	COPDGene - TOPMed
	10,029
	3.30
	0.95
	1.02
	1.04

	Trans-ancestry
	deCODE
	44,505
	0.9c
	0.7c
	1.14
	1.08

	Trans-ancestry
	EGCUT
	19,732
	2.08
	0.67
	1.06
	1.03

	Trans-ancestry
	eMERGE-Cataracts
	
	
	
	
	

	Trans-ancestry
	eMERGE-PAD
	
	
	
	
	

	Trans-ancestry
	Framingham - TOPMed
	1,592
	2.80
	1.33
	1.00
	1.00

	Trans-ancestry
	FinnTwin 1
	498
	2.20
	0.60
	1.02
	0.99

	Trans-ancestry
	FinnTwin 2
	3,913
	14.85d
	77.9d
	1.01
	1.03

	Trans-ancestry
	GERA - EUR subset
	
	
	
	
	

	Trans-ancestry
	GERA - EAS subset
	
	
	
	
	

	Trans-ancestry
	GERA - AFR subset
	
	
	
	
	

	Trans-ancestry
	GERA - AMR subset
	
	
	
	
	

	Trans-ancestry
	GFG
	2,317
	2.20
	0.80
	1.00
	0.99

	Trans-ancestry
	Harvard - Affy
	3,788
	2.82
	1.31
	1.01
	1.00

	Trans-ancestry
	Harvard - Illumina
	3,168
	2.69
	1.24
	1.02
	1.01

	Trans-ancestry
	Harvard - HumanCore
	3,395
	2.69
	1.28
	1.00
	1.00

	Trans-ancestry
	Harvard - OmniExpress
	4,153
	2.73
	1.25
	1.02
	1.01

	Trans-ancestry
	Harvard - OncoArray
	4,051
	2.62
	1.22
	1.01
	1.01

	Trans-ancestry
	HRS - EUR subset
	5,306
	2.90
	1.80
	1.00
	1.00

	Trans-ancestry
	HRS - AFR subset
	1,259
	2.12
	1.23
	1.00
	0.99

	Trans-ancestry
	HUNT
	33,705
	2.10
	0.50
	1.05
	1.05

	Trans-ancestry
	MCTFR
	2,535
	2.60
	2.30
	1.00
	1.03

	Trans-ancestry
	MESA - TOPMED
	2,165
	2.42
	1.44
	0.95
	0.92

	Trans-ancestry
	METSIM
	1,507
	2.30
	0.70
	1.01
	1.00

	Trans-ancestry
	NESCOG
	210
	2.10
	0.80
	1.02
	1.02

	Trans-ancestry
	NAG-FIN
	1,716
	2.80
	0.90
	0.99
	1.00

	Trans-ancestry
	NTR
	2,725
	2.40
	0.80
	1.00
	1.01

	Trans-ancestry
	OZALC
	4,409
	3.70
	1.20
	1.05
	1.05

	Trans-ancestry
	SardiNIA
	2,105
	2.50
	1.20
	1.01
	1.03

	Trans-ancestry
	UKB
	146,750
	2.65
	0.87
	1.18
	0.93

	Trans-ancestry
	WHI - TOPMed 
	4,145
	2.56
	1.36
	0.97
	0.89

	Trans-ancestry
	WHI - MOPMAP
	
	
	
	
	

	Trans-ancestry
	WHI - HIPFX
	
	
	
	
	

	Trans-ancestry
	WHI - GARNET
	
	
	
	
	

	Trans-ancestry
	WHI - LLS
	
	
	
	
	

	Trans-ancestry
	WHI - GECCO
	
	
	
	
	

	Trans-ancestry
	WHI - WHIMS+
	
	
	
	
	

	Trans-ancestry
	FINRISK
	6,762
	2.30
	0.80
	1.04
	1.02

	Trans-ancestry
	WLS
	4,821
	3.24
	1.77
	1.00
	1.01

	Trans-ancestry
	NINDS SiGN
	
	
	
	
	

	Trans-ancestry
	PAGE - CARDIA - AFR
	346
	10.64
	7.56
	1.05
	NA

	Trans-ancestry
	PAGE - CARDIA - EUR
	685
	15.18
	10.65
	1.02
	NA

	Trans-ancestry
	PAGE - JABC
	469
	12.54
	7.02
	1.04
	NA

	Trans-ancestry
	PAGE - JAPC
	1,185
	17.28
	7.83
	1.02
	NA

	Trans-ancestry
	PAGE - LABC
	330
	9.45
	6.41
	1.07
	NA

	Trans-ancestry
	PAGE - LAPC
	1,170
	11.78
	7.59
	1.01
	NA

	Trans-ancestry
	PAGE - MEC_AABC
	555
	11.79
	6.70
	1.03
	NA

	Trans-ancestry
	PAGE - MEC_AAPC12
	1,424
	13.65
	7.38
	1.01
	NA

	Trans-ancestry
	PAGE - MEC_sigma
	1,977
	10.59
	7.13
	1.02
	NA

	Trans-ancestry
	Biobank Japan - Male
	57,651
	3.25
	1.40
	1.06
	1.00

	Trans-ancestry
	Biobank Japan - Female
	13,573
	2.40
	0.97
	1.02
	1.01

	Trans-ancestry
	China Kadoorie Biobank - RC12
	2,400
	2.74
	0.93
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC16
	3,652
	2.46
	0.93
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC26
	1,133
	3.16
	1.00
	1.00
	1.05

	Trans-ancestry
	China Kadoorie Biobank - RC36
	2,591
	2.74
	0.93
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC46
	1,768
	2.74
	1.02
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC52
	3,407
	2.76
	1.30
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC58
	3,229
	2.39
	0.88
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC68
	3,799
	2.39
	1.23
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC78
	4,215
	2.82
	0.94
	1.00
	1.00

	Trans-ancestry
	China Kadoorie Biobank - RC88
	4,678
	2.95
	1.04
	1.00
	1.00

	Trans-ancestry
	Spit for Science
	585
	1.43
	0.51
	0.99
	0.98

	Trans-ancestry
	AACAC - TOPMed
	254
	2.38
	1.05
	1.02
	0.98

	Trans-ancestry
	AMISH - TOPMed
	193
	1.54
	0.62
	1.03
	1.40

	Trans-ancestry
	BAGS Asthma - TOPMed
	107
	1.39
	0.66
	1.02
	0.82

	Trans-ancestry
	CFS - TOPMed
	453
	2.41
	10.90
	0.90
	0.93

	Trans-ancestry
	CHS - TOPMed
	1,495
	2.64
	1.22
	0.94
	0.99

	Trans-ancestry
	CRA - TOPMed
	
	
	
	
	

	Trans-ancestry
	ECLIPSE - TOPMed
	1,273
	3.17
	1.00
	1.00
	1.19

	Trans-ancestry
	GENSalt - TOPMed
	511
	2.80
	1.33
	1.00
	1.04

	Trans-ancestry
	GOLDN - TOPMed
	128
	2.80
	2.29
	1.02
	0.91

	Trans-ancestry
	HCHS_SOL - TOPMed
	944
	1.92
	1.21
	0.97
	0.72

	Trans-ancestry
	HVH - TOPMed
	
	
	
	
	

	Trans-ancestry
	HyperGEN - TOPMed
	870
	2.17
	1.03
	1.00
	1.01

	Trans-ancestry
	IPF - TOPMed
	127
	2.87
	1.17
	1.00
	0.96

	Trans-ancestry
	JHS - TOPMed
	998
	2.38
	1.12
	1.01
	1.01

	Trans-ancestry
	OMG_SCD - TOPMed
	155
	1.77
	0.79
	1.01
	1.01

	Trans-ancestry
	Boston - TOPMed
	65
	3.63
	1.05
	1.03
	0.86

	Trans-ancestry
	GeneSTAR - TOPMed
	354
	2.20
	0.82
	0.93
	1.06

	Trans-ancestry
	GENOA - TOPMed
	294
	2.51
	1.06
	1.01
	1.04

	Trans-ancestry
	SAFS - TOPMed
	
	
	
	
	

	Trans-ancestry
	SARP - TOPMed
	
	
	
	
	

	Trans-ancestry
	THRV - TOPMed
	
	
	
	
	

	Trans-ancestry
	VTE - TOPMed
	
	
	
	
	

	Trans-ancestry
	WGHS - TOPMed
	　
	　
	　
	　
	　

	TRANS-ANCESTRY TOTAL SAMPLE SIZE
	783,784
	　
	　
	　
	　

	EUR
	23andMe - EUR Males
	129,471
	2.38
	2.76
	1.18
	1.02

	EUR
	23andMe - EUR Females
	162,521
	2.30
	2.30
	1.22
	1.03

	EUR
	ALSPAC
	4,314
	3.40
	2.50
	1.01
	1.00

	EUR
	ARIC - TOPMed
	3,494
	2.97
	1.17
	1.01
	0.92

	EUR
	BEAGESS
	
	
	
	
	

	EUR
	BLS
	546
	0.70
	0.70
	1.04
	1.02

	EUR
	CADD
	523
	2.40
	1.40
	1.01
	1.06

	EUR
	COGEND
	1,940
	2.60
	2.00
	1.01
	0.98

	EUR
	COPDGene - TOPMed
	6,520
	3.43
	0.91
	0.99
	0.80

	EUR
	deCODE
	44,505
	0.9c
	0.7c
	1.14
	1.08

	EUR
	EGCUT
	19,732
	2.08
	0.67
	1.06
	1.03

	EUR
	eMERGE - Cataracts
	
	
	
	
	

	EUR
	eMERGE - PAD
	
	
	
	
	

	EUR
	FinnTwin 1
	498
	2.20
	0.60
	1.02
	0.99

	EUR
	FinnTwin 2
	3,913
	14.85
	77.90
	1.01
	1.03

	EUR
	Framingham - TOPMed
	1,588
	2.80
	1.33
	0.99
	1.00

	EUR
	Genes for Good
	2,209
	2.16
	0.94
	0.99
	0.97

	EUR
	GERA
	
	
	
	
	

	EUR
	Harvard - Affy
	3,788
	2.82
	1.31
	1.01
	1.00

	EUR
	Harvard - Illumina
	3,168
	2.69
	1.24
	1.02
	1.01

	EUR
	Harvard - HumanCore
	3,395
	2.69
	1.28
	1.00
	1.00

	EUR
	Harvard - OmniExpress
	4,153
	2.73
	1.25
	1.02
	1.01

	EUR
	Harvard - OncoArray
	4,051
	2.62
	1.22
	1.01
	1.01

	EUR
	HRS
	5,306
	2.90
	1.80
	1.00
	1.00

	EUR
	HUNT
	33,705
	2.10
	0.50
	1.05
	1.05

	EUR
	MCTFR
	2,535
	2.60
	2.30
	1.00
	1.03

	EUR
	MESA - TOPMed
	1,034
	2.75
	1.52
	1.04
	0.98

	EUR
	METSIM
	1,507
	2.30
	0.70
	1.01
	1.00

	EUR
	NESCOG
	210
	2.10
	0.80
	1.02
	1.02

	EUR
	NAG-FIN
	1,716
	2.80
	0.90
	0.99
	1.00

	EUR
	NTR
	2,725
	2.40
	0.80
	1.00
	1.01

	EUR
	PAGE - CARDIA
	685
	15.18
	10.65
	1.02
	NA

	EUR
	QIMR
	4,409
	3.70
	1.20
	1.05
	1.05

	EUR
	SardiNIA
	2,105
	2.50
	1.20
	1.01
	1.03

	EUR
	UKB
	143,301
	2.70
	0.87
	1.24
	1.10

	EUR
	NINDS SiGN
	
	
	
	
	

	EUR
	FINRISK
	6,762
	2.30
	0.80
	1.04
	1.02

	EUR
	WLS
	4,821
	3.24
	1.77
	1.00
	1.01

	EUR
	Spit for Science
	585
	1.43
	0.51
	0.99
	0.98

	EUR
	AMISH - TOPMed
	123
	1.66
	0.82
	1.02
	1.19

	EUR
	CFS - TOPMed
	228
	2.67
	1.24
	1.08
	0.95

	EUR
	ECLIPSE - TOPMed
	1,202
	3.15
	0.99
	1.00
	1.04

	EUR
	GeneSTAR
	160
	2.56
	0.86
	1.07
	1.11

	EUR
	GOLDN - TOPMed
	117
	2.79
	2.34
	1.01
	1.00

	EUR
	Boston - TOPMed
	64
	3.61
	1.04
	1.03
	0.96

	EUR
	IPF - TOPMed
	126
	2.88
	1.18
	1.01
	1.02

	EUR
	CHS - TOPMed
	1,219
	2.70
	1.19
	0.91
	0.81

	EUR
	HCHS SOL - TOPMed
	91
	2.01
	1.43
	0.98
	1.05

	EUR
	HVH - TOPMed
	
	
	
	
	

	EUR
	JHS - TOPMed
	
	
	
	
	

	EUR
	VTE - TOPMed
	
	
	
	
	

	EUR
	WGHS - TOPMed
	
	
	
	
	

	EUR
	WHI - TOPMed 
	3,424
	2.66
	1.37
	1.00
	1.05

	EUR
	WHI - MOPMAP
	
	
	
	
	

	EUR
	WHI - HIPFX
	
	
	
	
	

	EUR
	WHI - GARNET
	
	
	
	
	

	EUR
	WHI - LLS
	
	
	
	
	

	EUR
	WHI - GECCO
	
	
	
	
	

	EUR
	WHI - WHIMS+
	　
	　
	　
	　
	　

	EUR TOTAL SAMPLE SIZE
	618,489
	　
	　
	　
	　

	AMR
	23andMe - AMR Male
	13,514
	2.19
	2.07
	1.03
	0.97

	AMR
	23andMe - AMR Female
	16,339
	2.38
	2.99
	1.03
	0.96

	AMR
	UKB
	478
	2.40
	0.83
	0.93
	0.89

	AMR
	MESA - TOPMed
	405
	1.94
	1.20
	1.01
	1.12

	AMR
	CRA - TOPMed
	
	
	
	
	

	AMR
	PAGE - LABC
	330
	9.45
	6.41
	1.07
	NA

	AMR
	GERA
	
	
	
	
	

	AMR
	PAGE - LAPC
	1,170
	11.78
	7.59
	1.01
	NA

	AMR
	HCHS SOL - TOPMed
	829
	1.92
	1.20
	0.99
	0.76

	AMR
	PAGE - MEC_sigma
	1,977
	10.59
	7.13
	1.02
	NA

	AMR
	SAFS - TOPMed
	
	
	
	
	

	AMR
	WHI - TOPMed 
	87
	1.98
	1.26
	1.01
	1.23

	AMR TOTAL SAMPLE SIZE
	35,129
	　
	　
	　
	　

	AFR
	23andMe - AFR Male
	3,047
	2.29
	3.65
	0.99
	0.96

	AFR
	23andMe - AFR Female
	3,803
	2.33
	3.77
	1.01
	0.97

	AFR
	HRS
	1,259
	2.12
	1.23
	1.00
	0.99

	AFR
	GERA
	
	
	
	
	

	AFR
	PAGE - CARDIA
	346
	10.64
	7.56
	1.05
	NA

	AFR
	PAGE - MEC_AABC
	555
	11.79
	6.70
	1.03
	NA

	AFR
	PAGE - MEC_AAPC12
	1,424
	13.65
	7.38
	1.01
	NA

	AFR
	UKB
	1,799
	2.10
	0.64
	1.05
	1.04

	AFR
	AACAC - TOPMed
	252
	2.37
	1.03
	1.02
	0.97

	AFR
	ARIC - TOPMed
	348
	2.52
	1.14
	1.09
	1.20

	AFR
	BAGS Asthma - TOPMed
	104
	1.40
	0.67
	1.01
	0.83

	AFR
	CFS - TOPMed
	221
	2.15
	0.80
	1.06
	1.26

	AFR
	CHS - TOPMed
	236
	2.36
	1.23
	1.03
	1.24

	AFR
	COPDGene - TOPMed
	3,158
	3.03
	0.89
	1.01
	1.00

	AFR
	GeneSTAR - TOPMed
	189
	1.91
	0.62
	1.04
	1.16

	AFR
	GENOA - TOPMed
	288
	2.50
	1.05
	1.02
	1.01

	AFR
	HCHS SOL - TOPMed
	
	
	
	
	

	AFR
	HyperGEN - TOPMed
	858
	2.17
	1.02
	1.00
	0.99

	AFR
	JHS - TOPMed
	978
	2.38
	1.14
	1.01
	1.01

	AFR
	MESA - TOPMed
	565
	2.23
	1.16
	1.01
	0.91

	AFR
	OMG SCD - TOPMed
	153
	1.78
	0.79
	1.01
	0.97

	AFR
	SARP - TOPMed
	
	
	
	
	

	AFR
	WHI - TOPMed 
	574
	2.12
	0.99
	1.02
	1.08

	AFR TOTAL SAMPLE SIZE
	20,157
	　
	　
	　
	　

	EAS
	23andMe - EAS Male
	1,702
	2.48
	3.11
	1.01
	0.92

	EAS
	23andMe - EAS Female
	1,908
	2.34
	2.73
	1.01
	0.88

	EAS
	UKB
	404
	2.27
	0.68
	1.01
	0.83

	EAS
	GERA
	
	
	
	
	

	EAS
	PAGE - JAPC
	469
	12.54
	7.02
	1.04
	NA

	EAS
	PAGE - JABC
	1,185
	17.28
	7.83
	1.02
	NA

	EAS
	Biobank Japan - Male
	57,651
	3.25
	1.40
	1.06
	1.00

	EAS
	Biobank Japan - Female
	13,573
	2.40
	0.97
	1.02
	1.01

	EAS
	China Kadoorie Biobank - RC12
	2,400
	2.74
	0.93
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC16
	3,652
	2.46
	0.93
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC26
	1,133
	3.16
	1.00
	1.00
	1.05

	EAS
	China Kadoorie Biobank - RC36
	2,591
	2.74
	0.93
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC46
	1,768
	2.74
	1.02
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC52
	3,407
	2.76
	1.30
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC58
	3,229
	2.39
	0.88
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC68
	3,799
	2.39
	1.23
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC78
	4,215
	2.82
	0.94
	1.00
	1.00

	EAS
	China Kadoorie Biobank - RC88
	4,678
	2.95
	1.04
	1.00
	1.00

	EAS
	GENSalt - TOPMed
	511
	2.80
	1.33
	1.00
	1.04

	EAS
	THRV - TOPMed
	
	
	
	
	

	EAS
	MESA - TOPMed
	　
	　
	　
	　
	　

	EAS TOTAL SAMPLE SIZE
	108,275
	　
	　
	　
	　

	Detailed information on each cohort can be found in the supplemental table of the original study cited



	Table S3A CPD-Conditionally independent SNPs provided by the original GWAS study at a significant gene-wide range (5E-08)

	Populations
	chr
	pos
	SNP
	A2
	A1
	eaf
	pval
	beta
	se
	samplesize

	EUR
	1
	33337335
	rs12127865
	A
	G
	0.441
	9.27E-14
	0.0135
	0.00181
	616549

	EUR
	1
	34919004
	rs6699355
	C
	T
	0.875
	2.51E-17
	-0.0231
	0.00273
	614340

	EUR
	1
	67836341
	rs2226279
	G
	A
	0.635
	1.06E-09
	-0.0114
	0.00187
	616549

	EUR
	1
	77336011
	rs2602929
	T
	C
	0.211
	5.72E-10
	0.0137
	0.00221
	616549

	EUR
	1
	77500435
	rs66480557
	CA
	C
	0.411
	3.41E-09
	-0.016
	0.00271
	280416

	EUR
	1
	77508845
	rs2133203
	C
	T
	0.416
	2.88E-13
	-0.0138
	0.0019
	572408

	EUR
	1
	117381431
	rs113479202
	C
	T
	0.117
	6.10E-10
	-0.018
	0.00291
	572408

	EUR
	1
	150245421
	rs111319645
	G
	C
	0.129
	1.52E-09
	0.0174
	0.00288
	538703

	EUR
	1
	154576045
	rs2072659
	C
	G
	0.0984
	6.08E-18
	-0.0261
	0.00302
	616549

	EUR
	1
	197845555
	rs10922300
	C
	T
	0.164
	2.58E-10
	-0.0154
	0.00243
	616549

	EUR
	2
	417167
	rs62106258
	T
	C
	0.044
	2.15E-10
	-0.0278
	0.00439
	618489

	EUR
	2
	622827
	rs2867125
	T
	C
	0.829
	4.42E-11
	0.0163
	0.00248
	573984

	EUR
	2
	624210
	rs6711254
	G
	A
	0.83
	3.58E-13
	0.0174
	0.00239
	618489

	EUR
	2
	22273691
	rs35747121
	C
	G
	0.479
	3.04E-10
	0.0113
	0.0018
	618489

	EUR
	2
	60491212
	rs7599488
	C
	T
	0.434
	5.75E-16
	0.0147
	0.00181
	618489

	EUR
	2
	62483473
	rs78408772
	C
	T
	0.101
	3.23E-14
	-0.0227
	0.00299
	618489

	EUR
	2
	63101639
	rs113620077
	C
	T
	0.189
	8.35E-11
	0.0149
	0.00229
	618489

	EUR
	2
	147615152
	rs10204824
	A
	G
	0.644
	4.73E-17
	-0.0158
	0.00188
	618489

	EUR
	2
	147749726
	rs1528844
	C
	T
	0.717
	3.60E-13
	0.0145
	0.002
	618489

	EUR
	2
	185108555
	rs1601071
	G
	A
	0.618
	2.87E-10
	-0.0117
	0.00185
	618489

	EUR
	3
	16805459
	rs9881798
	A
	C
	0.414
	1.63E-16
	0.0151
	0.00183
	618489

	EUR
	3
	24856742
	rs12638345
	C
	T
	0.587
	5.39E-11
	0.012
	0.00183
	618489

	EUR
	3
	48874010
	rs6446253
	C
	T
	0.656
	2.52E-10
	-0.0124
	0.00197
	572408

	EUR
	3
	48909750
	rs7615675
	G
	A
	0.655
	2.42E-11
	-0.0127
	0.0019
	611727

	EUR
	3
	48924695
	rs13072911
	T
	G
	0.656
	1.27E-12
	-0.0137
	0.00193
	591995

	EUR
	3
	53057939
	rs12632259
	C
	T
	0.279
	3.88E-10
	0.0135
	0.00216
	531941

	EUR
	3
	65443651
	rs4402868
	T
	A
	0.345
	1.39E-09
	-0.0115
	0.00189
	618489

	EUR
	3
	85537656
	rs2167046
	G
	A
	0.621
	4.74E-13
	0.0139
	0.00193
	572408

	EUR
	3
	85543295
	rs2326316
	C
	G
	0.616
	1.25E-11
	0.0138
	0.00203
	512209

	EUR
	3
	85558173
	rs1449371
	T
	C
	0.621
	6.57E-15
	0.0144
	0.00185
	618489

	EUR
	3
	85560215
	rs17459563
	G
	A
	0.62
	1.52E-14
	0.0142
	0.00185
	618489

	EUR
	3
	85560248
	rs72615727
	G
	C
	0.621
	4.34E-13
	0.014
	0.00193
	572408

	EUR
	3
	85560262
	rs77852438
	C
	T
	0.621
	3.99E-13
	0.014
	0.00193
	572408

	EUR
	3
	85561757
	rs78015688
	T
	G
	0.621
	9.93E-13
	0.0142
	0.00199
	538703

	EUR
	3
	85562903
	rs1449382
	G
	A
	0.622
	1.92E-14
	0.0142
	0.00185
	618489

	EUR
	3
	85563580
	rs4856592
	G
	A
	0.619
	5.06E-13
	0.0139
	0.00192
	572408

	EUR
	3
	85564230
	rs1375550
	A
	G
	0.621
	3.95E-13
	0.014
	0.00193
	572408

	EUR
	3
	89295390
	rs145483821
	T
	G
	0.46
	9.00E-10
	-0.0119
	0.00195
	530595

	EUR
	3
	136505855
	rs699165
	A
	G
	0.748
	1.14E-11
	0.014
	0.00207
	618489

	EUR
	3
	138310535
	rs9867678
	A
	G
	0.652
	1.41E-10
	-0.0121
	0.00189
	618489

	EUR
	3
	158144905
	rs13082712
	T
	A
	0.413
	9.21E-12
	0.0129
	0.0019
	572408

	EUR
	3
	186354846
	rs6775877
	A
	G
	0.115
	3.68E-09
	-0.0166
	0.00282
	618489

	EUR
	3
	196416336
	rs4577498
	C
	T
	0.359
	3.00E-11
	0.0125
	0.00187
	618489

	EUR
	4
	2917248
	rs3021131
	C
	A
	0.275
	4.58E-16
	-0.0164
	0.00201
	618489

	EUR
	4
	42182058
	rs6811929
	A
	T
	0.223
	4.96E-10
	0.0134
	0.00216
	618489

	EUR
	4
	66188051
	rs11725618
	T
	C
	0.283
	1.17E-22
	0.0196
	0.002
	618489

	EUR
	4
	67037612
	rs873129
	G
	C
	0.559
	1.96E-14
	-0.0139
	0.00181
	618489

	EUR
	4
	88099275
	rs2231156
	C
	A
	0.0942
	2.16E-12
	-0.0216
	0.00308
	618489

	EUR
	4
	104593175
	rs2074393
	G
	C
	0.303
	5.03E-11
	-0.0129
	0.00196
	618489

	EUR
	5
	7391349
	rs12514566
	G
	A
	0.338
	4.36E-10
	-0.0119
	0.0019
	618489

	EUR
	5
	108004881
	rs4307079
	A
	T
	0.291
	4.05E-11
	0.0131
	0.00198
	618489

	EUR
	5
	125890296
	rs17153597
	G
	A
	0.208
	1.79E-09
	-0.0133
	0.00222
	618489

	EUR
	5
	143185296
	rs258776
	C
	T
	0.458
	4.65E-10
	-0.0112
	0.0018
	618489

	EUR
	5
	146165084
	rs62373795
	T
	C
	0.287
	3.20E-10
	-0.0125
	0.00199
	618489

	EUR
	5
	146175759
	rs62373813
	C
	T
	0.287
	2.39E-11
	-0.0138
	0.00206
	573984

	EUR
	5
	167156593
	rs7732121
	A
	C
	0.137
	1.70E-10
	0.0169
	0.00264
	605468

	EUR
	6
	26328875
	rs9366649
	T
	A
	0.529
	1.17E-15
	-0.0144
	0.0018
	618489

	EUR
	6
	34035559
	rs2451381
	T
	A
	0.218
	1.76E-09
	0.0142
	0.00236
	528100

	EUR
	6
	79344046
	rs72895674
	C
	G
	0.121
	2.26E-09
	-0.0165
	0.00275
	618489

	EUR
	6
	97301456
	rs9320505
	G
	C
	0.213
	1.75E-10
	-0.014
	0.0022
	618489

	EUR
	6
	97302156
	rs9320508
	C
	T
	0.218
	2.97E-09
	-0.0134
	0.00226
	572408

	EUR
	6
	108810467
	rs4027747
	G
	C
	0.423
	2.56E-13
	0.0133
	0.00182
	618489

	EUR
	7
	32294030
	rs215600
	G
	A
	0.644
	4.76E-30
	-0.0214
	0.00188
	618489

	EUR
	7
	50295636
	rs4917017
	G
	A
	0.293
	3.39E-14
	-0.0153
	0.00202
	591995

	EUR
	7
	69615452
	rs2851509
	A
	G
	0.719
	4.33E-09
	0.0117
	0.002
	618489

	EUR
	7
	75515227
	rs113071160
	T
	C
	0.119
	1.00E-09
	0.017
	0.00278
	617804

	EUR
	7
	99599555
	rs10240199
	G
	C
	0.109
	1.93E-09
	-0.0173
	0.00288
	618489

	EUR
	7
	113534107
	rs9719950
	G
	A
	0.367
	3.21E-10
	-0.0131
	0.00209
	492819

	EUR
	7
	144520001
	rs10248004
	C
	T
	0.757
	1.13E-09
	-0.0133
	0.00218
	573984

	EUR
	8
	27554357
	rs11135997
	A
	G
	0.845
	1.13E-14
	0.0206
	0.00267
	534632

	EUR
	8
	27568560
	rs1565735
	T
	A
	0.2
	3.55E-17
	0.0189
	0.00225
	618489

	EUR
	8
	35206289
	rs59921964
	C
	A
	0.0281
	4.84E-11
	-0.036
	0.00547
	611727

	EUR
	8
	42690519
	rs35116962
	GT
	G
	0.767
	8.28E-26
	0.0354
	0.00337
	246711

	EUR
	8
	42724060
	rs58379124
	T
	C
	0.762
	6.54E-56
	0.0333
	0.00211
	618489

	EUR
	8
	42734459
	rs55828312
	A
	G
	0.227
	4.59E-45
	-0.0324
	0.0023
	538703

	EUR
	8
	42757356
	rs11289227
	GA
	G
	0.199
	7.19E-12
	-0.029
	0.00423
	175712

	EUR
	8
	42808478
	rs78116261
	G
	A
	0.125
	8.42E-26
	-0.0286
	0.00272
	618489

	EUR
	8
	63655112
	rs1217106
	A
	G
	0.788
	1.81E-16
	-0.0181
	0.0022
	618489

	EUR
	8
	68285578
	rs13269731
	T
	C
	0.6
	6.47E-16
	0.0158
	0.00195
	545914

	EUR
	8
	81112165
	rs77235879
	G
	T
	0.347
	1.82E-11
	-0.0139
	0.00208
	512209

	EUR
	9
	93653086
	rs10992828
	G
	A
	0.26
	5.78E-10
	-0.0127
	0.00205
	618489

	EUR
	9
	113964486
	rs814697
	G
	C
	0.455
	9.38E-10
	-0.011
	0.00181
	618489

	EUR
	9
	127684557
	rs117911387
	G
	A
	0.0408
	3.97E-11
	-0.03
	0.00455
	618489

	EUR
	9
	133587289
	rs113067637
	G
	A
	0.103
	7.72E-12
	0.0297
	0.00434
	286982

	EUR
	9
	133601556
	rs75505227
	T
	G
	0.0456
	3.88E-24
	-0.0437
	0.00431
	618366

	EUR
	9
	133601557
	rs78094364
	T
	A
	0.0456
	1.78E-24
	-0.044
	0.00431
	618366

	EUR
	9
	133603579
	rs75596189
	C
	T
	0.107
	5.48E-62
	0.0482
	0.0029
	618489

	EUR
	9
	133619170
	rs7872903
	T
	C
	0.225
	3.66E-50
	0.0321
	0.00215
	618489

	EUR
	9
	133638134
	rs3025388
	A
	G
	0.17
	1.59E-42
	-0.0327
	0.0024
	618489

	EUR
	10
	11088455
	rs1291809
	G
	C
	0.387
	3.32E-11
	-0.0122
	0.00185
	618489

	EUR
	10
	92056728
	rs4933712
	G
	A
	0.357
	6.46E-12
	0.0129
	0.00188
	618489

	EUR
	11
	16355498
	rs7951365
	T
	C
	0.312
	1.12E-15
	0.0155
	0.00194
	618489

	EUR
	11
	22550877
	rs1355890
	A
	T
	0.598
	5.98E-12
	-0.0126
	0.00183
	618489

	EUR
	11
	31313877
	rs10128753
	C
	A
	0.387
	1.13E-13
	-0.0137
	0.00185
	618489

	EUR
	11
	43646075
	rs10742683
	G
	A
	0.416
	5.53E-14
	-0.0137
	0.00182
	618489

	EUR
	11
	46346152
	rs3809047
	T
	C
	0.08
	2.72E-17
	0.028
	0.00331
	618489

	EUR
	11
	113463487
	rs4630328
	G
	A
	0.365
	2.73E-18
	-0.0163
	0.00187
	618489

	EUR
	11
	113578040
	rs7928017
	C
	A
	0.43
	3.17E-18
	-0.0158
	0.00182
	618489

	EUR
	11
	115192921
	rs7101437
	A
	G
	0.488
	1.06E-12
	-0.0128
	0.0018
	618489

	EUR
	12
	6748732
	rs35247189
	C
	A
	0.223
	7.47E-11
	-0.0141
	0.00216
	618489

	EUR
	12
	74537108
	rs112042980
	T
	C
	0.124
	7.57E-11
	-0.0178
	0.00273
	618489

	EUR
	12
	109524990
	rs2241208
	G
	C
	0.528
	2.29E-12
	0.0126
	0.0018
	618489

	EUR
	13
	53421752
	rs7139640
	T
	C
	0.604
	1.09E-09
	-0.0112
	0.00184
	618489

	EUR
	13
	66896030
	rs9564358
	T
	C
	0.312
	5.34E-11
	0.0127
	0.00194
	618489

	EUR
	14
	47483918
	rs1950381
	T
	C
	0.374
	1.16E-10
	0.012
	0.00186
	618489

	EUR
	14
	71854705
	rs1892559
	C
	G
	0.331
	1.70E-09
	0.0115
	0.00191
	618489

	EUR
	14
	82664316
	rs141486917
	G
	A
	0.0873
	2.23E-09
	0.019
	0.00319
	618489

	EUR
	14
	98066203
	rs710284
	T
	C
	0.422
	5.20E-11
	0.012
	0.00182
	618489

	EUR
	14
	103670296
	rs12590968
	G
	C
	0.328
	3.59E-19
	0.0171
	0.00191
	618489

	EUR
	14
	103677292
	rs3831093
	GA
	G
	0.332
	3.15E-12
	0.0211
	0.00302
	246711

	EUR
	15
	56820815
	rs1657936
	C
	T
	0.792
	7.47E-19
	-0.0196
	0.00221
	618489

	EUR
	15
	58677093
	rs4775086
	G
	A
	0.24
	3.42E-09
	-0.0124
	0.00211
	618489

	EUR
	15
	78427159
	rs72736802
	A
	T
	0.359
	2.8e-403
	0.0823
	0.00192
	591995

	EUR
	15
	78450412
	rs10519198
	C
	A
	0.439
	1.42E-55
	-0.0285
	0.00181
	618489

	EUR
	15
	78675059
	rs12902602
	A
	G
	0.401
	9.07E-274
	0.0649
	0.00183
	618489

	EUR
	15
	89400106
	rs150299
	C
	T
	0.516
	8.36E-15
	0.0143
	0.00184
	591995

	EUR
	16
	12000292
	rs11648938
	T
	C
	0.595
	3.99E-12
	-0.0127
	0.00183
	616549

	EUR
	16
	28478025
	rs34839
	T
	C
	0.451
	2.35E-10
	0.0119
	0.00188
	572044

	EUR
	16
	30959620
	rs1870293
	T
	C
	0.637
	1.78E-10
	-0.0119
	0.00187
	616549

	EUR
	16
	49694070
	rs12447501
	C
	T
	0.231
	1.27E-09
	-0.013
	0.00214
	616549

	EUR
	16
	52088108
	rs1582325
	A
	G
	0.609
	9.57E-19
	-0.0163
	0.00185
	616549

	EUR
	16
	64915319
	rs12922230
	C
	T
	0.331
	4.12E-09
	0.0113
	0.00191
	616549

	EUR
	16
	67591969
	rs6499135
	T
	G
	0.459
	4.16E-10
	-0.0113
	0.00181
	614340

	EUR
	16
	69522812
	rs889398
	C
	T
	0.419
	3.40E-13
	-0.0133
	0.00183
	616549

	EUR
	16
	89646766
	rs460984
	C
	T
	0.447
	2.75E-15
	0.0143
	0.00181
	616549

	EUR
	16
	89820111
	rs34357723
	C
	T
	0.251
	1.12E-09
	-0.0126
	0.00208
	616549

	EUR
	17
	2392720
	rs2447091
	T
	C
	0.389
	1.64E-12
	0.013
	0.00184
	618489

	EUR
	17
	29261788
	rs8614
	C
	A
	0.187
	2.68E-13
	0.0169
	0.00231
	618489

	EUR
	18
	40693211
	rs28694505
	C
	T
	0.209
	6.42E-10
	0.0137
	0.00221
	618489

	EUR
	18
	55431781
	rs12967143
	G
	C
	0.699
	2.92E-12
	-0.0137
	0.00196
	618489

	EUR
	18
	55572071
	rs8098032
	T
	C
	0.174
	3.24E-12
	-0.0165
	0.00237
	618489

	EUR
	18
	60156805
	rs7240682
	C
	G
	0.229
	7.15E-12
	0.0147
	0.00215
	611727

	EUR
	19
	4044581
	rs7351050
	G
	A
	0.162
	8.45E-17
	-0.0204
	0.00245
	611042

	EUR
	19
	5795915
	rs112990034
	A
	G
	0.255
	7.75E-10
	0.0128
	0.00208
	605468

	EUR
	19
	31375893
	rs11084583
	G
	A
	0.391
	1.40E-12
	0.0131
	0.00184
	618489

	EUR
	19
	40828294
	rs11881918
	G
	A
	0.0772
	4.72E-59
	-0.0546
	0.00337
	618489

	EUR
	19
	40844710
	rs28399462
	G
	A
	0.026
	6.24E-79
	-0.106
	0.00565
	617804

	EUR
	19
	40845306
	rs150586234
	G
	A
	0.00221
	8.17E-12
	-0.154
	0.02254
	445420

	EUR
	19
	40847031
	rs28399448
	C
	T
	0.0235
	5.47E-69
	-0.108
	0.00617
	573299

	EUR
	19
	40847202
	rs56113850
	T
	C
	0.565
	5.53E-207
	0.0557
	0.00181
	618489

	EUR
	19
	40848553
	rs28399442
	C
	A
	0.0244
	1.71E-79
	-0.11
	0.00583
	617804

	EUR
	19
	40865575
	rs117824460
	A
	G
	0.0262
	4.75E-109
	-0.125
	0.00563
	617804

	EUR
	19
	41002839
	rs11672911
	G
	A
	0.308
	1.15E-29
	-0.022
	0.00195
	618489

	EUR
	19
	45661809
	rs111373319
	C
	T
	0.177
	3.56E-09
	0.014
	0.00238
	607207

	EUR
	19
	47271190
	rs66726054
	G
	A
	0.427
	3.02E-10
	0.0114
	0.00182
	618489

	EUR
	20
	11882852
	rs6078373
	G
	A
	0.406
	4.94E-16
	0.0149
	0.00183
	618489

	EUR
	20
	32505711
	rs6141314
	G
	A
	0.26
	2.90E-23
	0.0204
	0.00205
	618489

	EUR
	20
	32566425
	rs11298072
	CA
	C
	0.263
	3.96E-09
	0.0178
	0.00303
	280416

	EUR
	20
	32590184
	rs6058750
	T
	C
	0.332
	4.78E-22
	0.0184
	0.00191
	618489

	EUR
	20
	63355597
	rs2273500
	T
	C
	0.151
	8.19E-58
	0.0404
	0.00252
	612229

	EUR
	20
	63360002
	rs45568238
	C
	G
	0.182
	4.61E-31
	0.0271
	0.00234
	612229

	EUR
	20
	63360653
	rs11697662
	C
	T
	0.801
	6.11E-53
	-0.0347
	0.00226
	612229

	EUR
	20
	63361115
	rs79739740
	C
	T
	0.0801
	6.68E-34
	0.0419
	0.00345
	569514

	EAS
	8
	27571675
	rs78277894
	G
	A
	0.30149
	1.14E-14
	0.0362
	0.00468
	108271

	EAS
	12
	110886135
	rs7311323
	G
	A
	0.80787
	9.19E-13
	-0.038957
	0.00545
	108271

	EAS
	12
	110929440
	rs12227162
	C
	T
	0.18777
	1.64E-16
	0.045374
	0.0055
	108271

	EAS
	12
	111258724
	rs2339717
	T
	C
	0.66589
	4.61E-10
	-0.0284
	0.00456
	108271

	EAS
	15
	78595892
	rs71581744
	A
	ACCCC
	0.45425
	4.63E-10
	-0.0484
	0.00777
	33440

	EAS
	15
	78604205
	rs938682
	G
	A
	0.5172
	4.54E-22
	0.0415
	0.0043
	108271

	EAS
	19
	40686405
	rs10402624
	T
	G
	0.35438
	8.63E-38
	-0.05773
	0.00449
	108271

	EAS
	19
	40799835
	rs11881124
	A
	G
	0.14897
	4.46E-16
	-0.04904
	0.00604
	108271

	EAS
	19
	40826162
	rs147400515
	G
	A
	0.16459
	7.19E-71
	-0.10315
	0.0058
	108271

	EAS
	19
	40832807
	rs66889044
	C
	T
	0.06431
	3.05E-22
	0.086419
	0.00891
	104664

	EAS
	19
	40837844
	rs140980078
	C
	T
	0.16752
	8.82E-70
	-0.101613
	0.00575
	108271

	EAS
	19
	40837966
	rs11668399
	C
	G
	0.83664
	1.00E-30
	-0.066985
	0.00581
	108271

	EAS
	19
	40859645
	rs79468636
	A
	T
	0.17317
	1.78E-17
	-0.082593
	0.00971
	37047

	EAS
	19
	40906280
	rs4803402
	G
	A
	0.71584
	5.73E-66
	0.081741
	0.00476
	108271

	EAS
	19
	40908458
	rs8100418
	A
	T
	0.27727
	6.05E-80
	0.090891
	0.0048
	108271

	EAS
	19
	40932725
	rs144252600
	A
	G
	0.03351
	1.64E-18
	0.105072
	0.01197
	107802

	HIS
	15
	78576056
	rs2456020
	C
	T
	0.39415
	1.24E-26
	-0.0826
	0.00773
	35014

	HIS
	15
	78603787
	rs1317286
	A
	G
	0.28711
	3.17E-40
	0.111
	0.00835
	35014

	AFR
	15
	78575140
	rs17486278
	A
	C
	0.29442
	4.85E-09
	0.064
	0.01093
	20136

	AFR
	19
	40835078
	rs11667314
	T
	C
	0.6508
	6.14E-10
	0.0647
	0.01045
	20136



	Table S3B NMR-Conditionally independent SNPs provided by the original GWAS study at a significant gene-wide range (5E-08)

	Populations
	chr
	pos
	SNP
	A2
	A1
	eaf
	pval
	beta
	se
	samplesize

	EUR
	41345586
	19
	rs112292570
	A
	T
	0.021651
	2.42E-53
	-1.071738
	0.069676
	5185

	EUR
	41340983
	19
	rs11667314
	T
	C
	0.681826
	1.15E-185
	0.604944
	0.020813
	5185

	EUR
	41523016
	19
	rs3181842
	C
	T
	0.601612
	7.97E-35
	-0.25454
	0.020665
	5185

	EUR
	69359223
	4
	rs34638591
	T
	C
	0.570088
	1.26E-12
	-0.17454
	0.02457
	5185

	EUR
	41353107
	19
	rs56113850
	T
	C
	0.552548
	5.54E-261
	0.682499
	0.019773
	5185

	EUR
	41371480
	19
	rs117824460
	A
	G
	0.037001
	4.03E-52
	0.2245702
	0.067626
	5185

	Regarding the provided rs117090198, since The p-value for this SNP-exposure effect size was unusually high prior to the conditional analysis and the original authors were unsure why. we removed this SNP to reduce heterogeneity. which is consistent with previous MR studies. (PMID: 39931798, 38335242)

	
	

	
	



	Table S4. Cohort details are included in the meta-GWAS data used (psoriasis)
	　

	Dataset
	Ascertainment (cases and controls)
	Final sample size

	BSTOP
	Cases: BSTOP study, via UK hospital dermatology centres. Includes patients aged 16+ with chronic plaque psoriasis and started a course of systemic therapy (implies moderate-severe disease).
Controls: English Longitudinal Study of Ageing. Drawn from English population aged 50+
	Cases: 3864
Controls: 6900

	CASP
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 1328
Controls: 1366

	Erlangen
	Cases: Cases with psoriasis vulgaris and psoriatic arthritis were diagnosed by board-certified dermatologists and rheumatologists mainly at university hospitals in Germany [Löhr et al. Br J Dermatol 2016].
Controls: Controls were from the population based study Heinz-Nixdorf-Recall. The Heinz Nixdorf Recall (Risk Factors, Evaluation of Coronary Calcification, and Lifestyle) study is a prospective population based cohort study.  The rationale and design of the study were described elsewhere [Schmermund et al. Am Heart J 2002]. A random sample derived from mandatory citizen registries of three large cities (Bochum, Essen, Mülheim/Ruhr) in an urban region in the western part of Germany was used to recruit 4814 women and men aged 45–75 years. Baseline examination took place from 2000 to 2003 and the baseline response proportion was 55.8% .
	Cases: 2646
Controls: 4159

	Estonia
	Cases: Psoriasis patients with clear clinical diagnosis were recruited at the Department of Dermatology, University of Tartu. 
Controls: Controls were recruited from medical students, health care personnel and patients presenting with mild expression of either facial teleangiectasis or skin tags at the Department of Dermatology, University of Tartu. 
	Cases: 520
Controls: 379

	Estonian Biobank
	Cases: The following ICD-10 codes were used to define psoriasis cases: L40 with subtypes, M07.0, M07.2, M07.3, M09.0.
Controls: Individuals from Estonian Biobank without any ICD code refering to psoriasis.
	Cases: 5109
Controls: 31503

	Genizon
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 760
Controls: 993

	HUNT
	Cases and controls were drawn from the Trøndelag Health Study (HUNT) [Krokstad et al, Int J Epidemiol (2013); PMID: 22879362]
Cases: The following ICD-9, ICD-10 and ICPC2 codes were used to define psoriasis cases: ICD-9 696.0 or 696.1, ICD-10 L40, ICPC2 S91.   
Controls: Those who not reported to have psoriasis (answered no on the question “Have you, or have you had, psoriasis” in HUNT3 or did not answer the question),  and did not have any of the listed codes above in the HUNT Study served as controls.
	Cases: 4002
Controls: 64048

	Kiel (GSA)
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed.
Controls: Controls were identified in the participating institutes.
	Cases: 1262
Controls: 4218

	Manchester
	Cases: Psoriatic arthritis (PsA) patients recruited from rheumatology centres in the UK, Ireland, Switzerland (including the Swiss Clinical Quality Management registry (SCQM); https://www.scqm.ch/en/) and Australia. Diagnosis by the CASPAR criteria or rheumatologist. For full details of sample collection, see Soomro et al, Arthritis Rhematol (2022) [PMID: 35507331]
Controls: Understanding Society - The UK Household Longitudinal Study
	Cases: 3517
Controls: 9141

	Michigan (Exomechip)
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 3721
Controls: 4016

	Michigan (GSA)
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 470
Controls: 317

	Newfoundland
	Cases: All psoriais cases were diagnosed by a dermatologist (Dr. Wayne Gulliver) 
Controls: All healthy controls were selected from the local Newfoundland poupulation. 
	Cases: 335
Controls: 205

	PsA GWAS
	Cases: Psoriatic arthritis cases in these cohorts were rheumatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 1427
Controls: 1403

	Scotland
	Cases: Patient and control cohorts were assembled using the Tayside GoShare dataset (www.goshare, org. uk; detailed in Nititham 2018, doi.org/10.1111/exd.13761). Patients in the cohort were identified by linkage to the Tayside Dermabase database, which includes psoriasis patients with a confirmed consultant-led diagnosis. 
Controls:  Control samples were randomly selected from the GoShare database after matching for age and gender and exclusion of coded autoimmune disease.
	Cases: 509
Controls: 753

	Toronto (GSA)
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 748
Controls: 163

	UCSF
	Cases: Subjects recruited from the dermatology clinics at UCSF with the diagnosis of psoriasis confirmed by a board-certified dermatologist.
Controls: Healthy subjects with no history of immune-mediated or autoimmune disease.
	Cases: 421
Controls: 827

	UK Biobank
	Study participants responded to invitation to all >9 million people registered in UK National Health Service and aged 40-69 during recruitment period (2006-10).
Cases: Include an indication of psoriasis or psoriatic arthritis from at least two of the following four data types: (1) self-reported psoriasis; (2) self-reported relevant medication; (3) linked "hospital episode statistics" diagnosis; (4) linked primary care diagnosis. A full list of codes used are given in the table footnote.
Controls: No indication of psoriasis or psoriatic arthritis from any of the four data types above.
	Cases: 3649
Controls: 322519

	WTCCC2
	Cases: Psoriasis cases in these cohorts were dermatologist-diagnosed
Controls: Controls were identified in the participating institutes
	Cases: 2178
Controls: 5168

	Detailed information on each cohort can be found in the supplemental table of the original study cited
	



	Table S5A Summary of results of positive control analyses of CPD for COPD in a multi-descent framework (discovery dataset)
	　

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	or
	or_lci95
	or_uci95
	pval

	CigDay_EUR
	GCST90399694
	IVW (fixed effects)
	110
	0.8018288
	0.0414773
	2.2296147
	2.0555292
	2.418443744
	2.90E-83

	CigDay_EUR
	GCST90399695
	IVW (random effects)
	110
	0.8018288
	0.0575027
	2.2296147
	1.9919689
	2.495612089
	3.41E-44

	CigDay_EUR
	GCST90399696
	MR Egger
	110
	0.6271965
	0.1136079
	1.8723541
	1.4985906
	2.33933795
	2.35E-07

	CigDay_EUR
	GCST90399697
	Weighted median
	110
	0.6214138
	0.0739048
	1.8615581
	1.6105252
	2.151719552
	4.16E-17

	CigDay_EUR
	GCST90399698
	RAPS
	110
	0.7644641
	0.0604744
	2.147843
	1.9077684
	2.418128631
	1.25E-36

	CigDay_EUR
	GCST90399699
	dIVW
	110
	0.8124958
	0.0570182
	2.2535253
	2.0152435
	2.519981467
	4.50E-46

	CigDay_EUR
	GCST90399700
	cML
	110
	0.7907843
	0.0537009
	2.2051252
	1.9848244
	2.449877838
	4.41E-49

	CigDay_EUR
	GCST90399701
	BWMR
	110
	0.7999963
	0.0550746
	2.2255328
	1.9978071
	2.479216438
	8.33E-48

	
	
	
	
	
	
	
	
	
	

	CigDay_EAS
	GCST90399693
	IVW (fixed effects)
	9
	0.8071027
	0.097019
	2.2414045
	1.8532586
	2.710843699
	8.87E-17

	CigDay_EAS
	GCST90399694
	IVW (random effects)
	9
	0.8071027
	0.2089309
	2.2414045
	1.4882458
	3.375715485
	0.000112

	CigDay_EAS
	GCST90399695
	MR Egger
	9
	0.5404495
	0.5216911
	1.7167784
	0.6175069
	4.772947756
	0.3346784

	CigDay_EAS
	GCST90399696
	Weighted median
	9
	0.8793269
	0.1329198
	2.4092774
	1.8567063
	3.126298228
	3.70E-11

	CigDay_EAS
	GCST90399697
	RAPS
	9
	0.7867775
	0.2059666
	2.1963074
	1.4667997
	3.288633253
	0.0001335

	CigDay_EAS
	GCST90399698
	dIVW
	9
	0.8142403
	0.1996201
	2.25746
	1.5265113
	3.338413302
	4.52E-05

	CigDay_EAS
	GCST90399699
	cML
	9
	0.827938
	0.1726858
	2.2885947
	1.6314575
	3.2104213
	1.63E-06

	CigDay_EAS
	GCST90399700
	BWMR
	9
	0.7448064
	0.2041492
	2.1060337
	1.4115298
	3.142248873
	0.0002639

	
	
	
	
	
	
	
	
	
	

	CigDay_AFR
	GCST90399691
	IVW (fixed effects)
	2
	1.8184799
	0.5227654
	6.1624838
	2.2119174
	17.16890772
	0.0005041

	CigDay_AFR
	GCST90399692
	IVW (random effects)
	2
	1.8184799
	0.5227654
	6.1624838
	2.2119174
	17.16890772
	0.0005041

	CigDay_AFR
	GCST90399693
	RAPS
	2
	1.8175505
	0.6059907
	6.1567587
	1.8772512
	20.19211763
	0.002706

	CigDay_AFR
	GCST90399694
	dIVW
	2
	1.8707856
	0.5878508
	6.4933959
	2.051555
	20.55230743
	0.0014605

	CigDay_AFR
	GCST90399695
	cML
	2
	1.7843326
	0.5647507
	5.9556037
	1.9687942
	18.01570552
	0.0015804

	CigDay_AFR
	GCST90399696
	BWMR
	2
	1.8453631
	0.5819209
	6.330398
	2.0234382
	19.80487369
	0.0015183

	
	
	
	
	
	
	
	
	
	

	CigDay_HIS
	GCST90399692
	IVW (fixed effects)
	2
	0.7204682
	0.4079462
	2.0553953
	0.9239415
	4.572420894
	0.0773814

	CigDay_HIS
	GCST90399693
	IVW (random effects)
	2
	0.7204682
	0.4079462
	2.0553953
	0.9239415
	4.572420894
	0.0773814

	CigDay_HIS
	GCST90399694
	RAPS
	2
	0.7213793
	0.4249731
	2.0572688
	0.8944306
	4.731898852
	0.0896078

	CigDay_HIS
	GCST90399695
	dIVW
	2
	0.7254797
	0.4130273
	2.0657217
	0.9193818
	4.641386487
	0.0790042

	CigDay_HIS
	GCST90399696
	cML
	2
	0.7068393
	0.4245575
	2.0275726
	0.8822381
	4.65979727
	0.0959357

	CigDay_HIS
	GCST90399697
	BWMR
	2
	0.7237385
	0.4135305
	2.0621281
	0.9168776
	4.637884584
	0.0800932



	Table S5B Summary of results of positive control analyses of CPD for COPD in a multidisciplinary framework (replication dataset)

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	or
	or_lci95
	or_uci95
	pval

	CigDay_EUR
	GCST90476027
	IVW (fixed effects)
	126
	0.8174239
	0.0319163
	2.2646584
	2.1273304
	2.4108514
	1.14E-144

	CigDay_EUR
	GCST90476027
	IVW (random effects)
	126
	0.8174239
	0.0421231
	2.2646584
	2.0851957
	2.4595665
	6.92E-84

	CigDay_EUR
	GCST90476027
	MR Egger
	126
	0.6683631
	0.1026634
	1.951041
	1.5954292
	2.3859166
	1.68E-09

	CigDay_EUR
	GCST90476027
	Weighted median
	126
	0.7236572
	0.0551153
	2.0619605
	1.8508245
	2.2971822
	2.22E-39

	CigDay_EUR
	GCST90476027
	RAPS
	126
	0.822517
	0.0434968
	2.2762218
	2.0902074
	2.4787903
	9.47E-80

	CigDay_EUR
	GCST90476027
	dIVW
	126
	0.8305618
	0.042998
	2.2946075
	2.1091515
	2.4963705
	3.92E-83

	CigDay_EUR
	GCST90476027
	cML
	126
	0.8375652
	0.0388146
	2.3107339
	2.1414616
	2.4933864
	2.85E-103

	CigDay_EUR
	GCST90476027
	BWMR
	126
	0.8206804
	0.0415839
	2.2720453
	2.0942091
	2.464983
	1.07E-86

	
	
	
	
	
	
	
	
	
	

	CigDay_EAS
	GCST90018587
	IVW (fixed effects)
	12
	2.5835929
	0.1271196
	13.244639
	10.323662
	16.992079
	7.87E-92

	CigDay_EAS
	GCST90018587
	IVW (random effects)
	12
	2.5835929
	0.2637013
	13.244639
	7.8990179
	22.207884
	1.15E-22

	CigDay_EAS
	GCST90018587
	MR Egger
	12
	2.2492108
	0.7639799
	9.4802513
	2.1208358
	42.377239
	0.0146829

	CigDay_EAS
	GCST90018587
	Weighted median
	12
	2.393995
	0.1911192
	10.95718
	7.5338135
	15.936125
	5.37E-36

	CigDay_EAS
	GCST90018587
	RAPS
	12
	2.6507946
	0.2384748
	14.16529
	8.8762934
	22.605768
	1.05E-28

	CigDay_EAS
	GCST90018587
	dIVW
	12
	2.5996315
	0.2562663
	13.458777
	8.1445549
	22.240465
	3.51E-24

	CigDay_EAS
	GCST90018587
	cML
	12
	2.5895956
	0.1802404
	13.324383
	9.3588695
	18.970152
	8.28E-47

	CigDay_EAS
	GCST90018587
	BWMR
	12
	2.6580545
	0.2559287
	14.268503
	8.6402743
	23.562929
	2.87E-25

	
	
	
	
	
	
	
	
	
	

	CigDay_AFR
	GCST90476026
	Wald ratio
	1
	1.0189513
	0.1970314
	2.7702881
	1.8828184
	4.0760681
	2.32E-07

	CigDay_AFR
	GCST90476026
	RAPS
	1
	1.0189513
	0.2727221
	2.7702881
	1.6232268
	4.7279259
	0.0001868

	CigDay_AFR
	GCST90476026
	dIVW
	1
	1.0462447
	0.2679927
	2.8469399
	1.683675
	4.813914
	9.46E-05

	CigDay_AFR
	GCST90476026
	cML
	1
	1.066171
	0.2765672
	2.9042379
	1.6889369
	4.9940279
	0.0001157

	
	
	
	
	
	
	
	
	
	

	CigDay_HIS
	GCST90478138
	IVW (fixed effects)
	2
	0.8674426
	0.155799
	2.3808144
	1.7543116
	3.2310552
	2.58E-08

	CigDay_HIS
	GCST90478138
	IVW (random effects)
	2
	0.8674426
	0.155799
	2.3808144
	1.7543116
	3.2310552
	2.58E-08

	CigDay_HIS
	GCST90478138
	RAPS
	2
	0.8685092
	0.169796
	2.3833551
	1.7086595
	3.3244667
	3.14E-07

	CigDay_HIS
	GCST90478138
	dIVW
	2
	0.8734422
	0.1651894
	2.3951412
	1.7326828
	3.3108781
	1.24E-07

	CigDay_HIS
	GCST90478138
	cML
	2
	0.8682635
	0.1685008
	2.3827696
	1.7125816
	3.3152235
	2.57E-07

	CigDay_HIS
	GCST90478138
	BWMR
	2
	0.8715919
	0.1651206
	2.3907137
	1.729713
	3.3043121
	1.30E-07



	Table S5C Meta-analysis of the main methods for both datasets
	　
	　
	　
	　
	　

	exposure
	outcome
	I2
	Q_pval
	Model
	OR_meta
	CI_low
	CI_up
	P_meta

	CigDay_EUR
	COPD
	0
	0.7657163
	Fixed
	2.2515616
	2.1426593
	2.3659989
	6.6972E-226

	CigDay_EAS
	COPD
	99.18971029
	1.133E-28
	Random
	5.4382043
	2.1598541
	31.011973
	1.56785E-07

	CigDay_AFR
	COPD
	51.17606971
	0.1523887
	Random
	3.5683036
	1.7214588
	7.3965119
	0.000625105

	CigDay_HIS
	COPD
	0
	0.7364419
	Fixed
	2.3366874
	1.7567573
	3.1080605
	5.49682E-09



	Table S6. Summary of the interpretation of the five modelling approaches in TEMR analysis
	　
	　

	Method
	Full Name
	Description
	Characteristics
	Suitable For

	Nelder-Mead
	Nelder–Mead Simplex Algorithm
	A derivative-free optimization method that uses a simplex of points to explore the objective function surface.
	Does not require gradient information; robust for non-smooth or noisy functions.
	Low-dimensional unconstrained problems; when gradients are unavailable or unreliable.

	BFGS
	Broyden–Fletcher–Goldfarb–Shanno Algorithm
	A quasi-Newton method that approximates the Hessian matrix to optimize smooth functions.
	Requires gradient; converges faster than gradient descent; high precision.
	Smooth, unconstrained optimization where gradient can be computed.

	CG
	Conjugate Gradient Method
	An iterative method designed for large-scale optimization problems, especially with sparse structures.
	Memory-efficient; requires gradient; best for quadratic or nearly quadratic forms.
	Large-scale problems with many variables and where Hessians are sparse.

	L-BFGS-B
	Limited-memory BFGS with Box Constraints
	A memory-efficient variant of BFGS that allows for simple box constraints on parameters.
	Supports parameter bounds; uses limited memory for large-scale problems.
	Problems with bound constraints and many parameters.

	SANN
	Simulated Annealing
	A probabilistic technique for global optimization that mimics the annealing process in metallurgy.
	Global optimization method; robust to local minima; stochastic.
	Non-convex or multi-modal objective functions; global search problems.



	Table S7. Detailed process of screening for genetic variation in univariable MR analyses and culling SNPs

	Exposure
	Outcome
	A
	→
	B
	→
	C
	→
	D
	→
	Harmonization Non-palindromic SNPs
	→
	Assumption III Steiger-filtering test
	→
	MR analysis (Preliminary)
	→
	Excluding SNPs with potential pleiotropy using MR-PRESSO and RadialMR
	→
	MR analysis (final)

	Cigarettes per day-EUR
	Psoriasis-EUR
	153 SNPs
	→
	153 SNPs
	→
	137 SNPs
	→
	rs1870293
	→
	rs13082712,rs2241208,rs35747121,rs4027747,rs814697,rs873129,rs9366649
	→
	rs10922300,rs12922230,rs2867125,rs34839,rs3809047,rs6711254,rs710284
	→
	122 SNPs
	→
	rs117911387,rs11881918,rs2072659,rs2133203,rs215600,rs258776,rs3021131,rs6058750,rs6141314,rs78116261,rs9564358
	→
	111 SNPs

	Cigarettes per day-EAS
	Psoriasis-EAS
	16 SNPs
	→
	16 SNPs
	→
	13 SNPs
	→
	13 SNPs
	→
	13 SNPs
	→
	13 SNPs
	→
	13 SNPs
	→
	13 SNPs
	→
	13 SNPs

	Cigarettes per day-AFR
	Psoriasis-AFR
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs

	Cigarettes per day-HIS
	Psoriasis-HIS
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs
	→
	2 SNPs

	Cigarettes per day-EURa
	Psoriasis-EUR
	53 SNPs
	→
	53 SNPs
	→
	49 SNPs
	→
	49 SNPs
	→
	rs2016968,rs6603895,rs9522262
	→
	rs150554524,rs17197116
	→
	44 SNPs
	→
	rs1737894,rs2072659,rs215600,rs80292109
	→
	40 SNPs

	Cigarettes per day-EASa
	Psoriasis-EAS
	5 SNPs
	→
	5 SNPs
	→
	4 SNPs
	→
	4 SNPs
	→
	4 SNPs
	→
	4 SNPs (All through the filter)
	→
	4 SNPs
	→
	4 SNPs
	→
	4 SNPs

	Cigarettes per day-AFRa
	Psoriasis-AFR
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs (All through the filter)
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs

	Cigarettes per day-HISa
	Psoriasis-HIS
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs (All through the filter)
	→
	1 SNPs
	→
	1 SNPs
	→
	1 SNPs

	Nicotine metabolite ratio-EUR
	Psoriasis-EUR
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs (All through the filter)
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs

	Cigarettes per day-EUR (without UKB and 23AndMe)
	Psoriasis-EUR
	16 SNPs
	→
	16 SNPs
	→
	16 SNPs
	→
	16 SNPs
	→
	rs1108064
	→
	15 SNPs (All through the filter)
	→
	15 SNPs
	→
	rs1565735,rs215600,rs61884324
	→
	12 SNPs

	Cigarettes per day-EUR
	Guttate psoriasis-EUR
	153 SNPs
	→
	153 SNPs
	→
	147 SNPs
	→
	147 SNPs
	→
	rs13082712,rs1355890,rs2241208,rs35747121,rs4027747,rs814697,rs873129,rs9366649
	→
	139 SNPs (All through the filter)
	→
	139 SNPs
	→
	139 SNPs
	→
	139 SNPs

	Cigarettes per day-EUR
	Generalized pustular psoriasis-EUR
	153 SNPs
	→
	153 SNPs
	→
	147 SNPs
	→
	147 SNPs
	→
	rs13082712,rs1355890,rs2241208,rs35747121,rs814697,rs873129,rs9366649
	→
	139 SNPs (All through the filter)
	→
	139 SNPs
	→
	139 SNPs
	→
	139 SNPs

	Cigarettes per day-EUR
	Psoriatic arthropathies-EUR
	153 SNPs
	→
	153 SNPs
	→
	147 SNPs
	→
	147 SNPs
	→
	rs13082712,rs1355890,rs2241208,rs35747121,rs4027747,rs814697,rs873129,rs9366649
	→
	139 SNPs (All through the filter)
	→
	139 SNPs
	→
	rs111319645,rs111373319,rs11298072,rs112990034,rs11648938,rs11672911,rs1375550,rs1449371,rs1449382,rs17153597,rs17459563,rs2167046,rs2326316,rs2867125,rs45568238,rs4856592,rs56113850,rs6058750,rs6141314,rs6711254,rs72615727,rs77852438,rs78015688
	→
	116 SNPs

	Nicotine metabolite ratio-EUR
	Guttate psoriasis-EUR
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs (All through the filter)
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs

	Nicotine metabolite ratio-EUR
	Generalized pustular psoriasis-EUR
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs (All through the filter)
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs

	Nicotine metabolite ratio-EUR
	Psoriatic arthropathies-EUR
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs (All through the filter)
	→
	6 SNPs
	→
	6 SNPs
	→
	6 SNPs

	Psoriasis-EUR
	Cigarettes per day-EUR
	120 SNPs
	→
	120 SNPs
	→
	119 SNPs
	→
	119 SNPs
	→
	rs2524082,rs2664280
	→
	117 SNPs (All through the filter)
	→
	117 SNPs
	→
	rs10883448,rs11653893,rs117744081,rs12654176,rs13205975,rs13708,rs148589791,rs2488389,rs3184504,rs34517439,rs35008063,rs440261,rs4630610,rs55660036,rs740271,rs7523328,rs7551874,rs7611127,rs78037977,rs79077660,rs79470265,rs8056259,rs9368266
	→
	94 SNPs

	Psoriasis-EUR
	Nicotine metabolite ratio-EUR
	120 SNPs
	→
	120 SNPs
	→
	112 SNPs
	→
	112 SNPs
	→
	rs2524082,rs2664280
	→
	rs10883448,rs117744081,rs12912487,rs34517439,rs35008063,rs4242369,rs55660036,rs61839660,rs7611127,rs79611018,rs8056259
	→
	99 SNPs
	→
	99 SNPs
	→
	99 SNPs

	a: Sensitivity analysis using rigorous LD clumping

	A: SNPs filter P<5E-08 r2＜0.001 kb=10,000 or Conditionally independent SNPs

	B: Weak Ivs Exclude SNPs with F-statistic<10

	C: Extracting exposure-SNPs from the outcomes

	D: Filter outcome data for snp significantly associated with exposure, pval.outcome <5e-08

	→: SNP Screening Sequence



	Table S8. Summary of detailed information on SNPs finally included in univariable MR analyses
	
	
	　
	　
	　
	　
	　
	
	
	
	
	

	Cigarettes per day-Conditionally independent
	　
	Psoriasis
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10128753
	A
	C
	11
	31335424
	0.387
	-0.0137
	0.00185
	1.13E-13
	　
	0.0068
	0.0094
	0.4678
	　
	TRUE
	0.032712014
	8.91E-05
	55.082269
	111.53132

	EUR
	rs10204824
	G
	A
	2
	148372720
	0.644
	-0.0158
	0.00188
	4.73E-17
	　
	-0.0074
	0.0096
	0.4365
	　
	TRUE
	0.013509546
	0.0001145
	70.804413
	111.53132

	EUR
	rs10248004
	T
	C
	7
	144217094
	0.757
	-0.0133
	0.00218
	1.13E-09
	　
	0.0066
	0.0108
	0.5395
	　
	TRUE
	0.068271032
	6.51E-05
	37.356138
	111.53132

	EUR
	rs10519198
	A
	C
	15
	78742754
	0.439
	-0.0285
	0.00181
	1.42E-55
	　
	-0.0013
	0.0092
	0.8848
	　
	TRUE
	5.43E-09
	0.0004001
	247.54346
	111.53132

	EUR
	rs10742683
	A
	G
	11
	43667625
	0.416
	-0.0137
	0.00182
	5.53E-14
	　
	-0.0203
	0.0092
	0.02742
	　
	TRUE
	0.418364063
	9.12E-05
	56.408882
	111.53132

	EUR
	rs10992828
	A
	G
	9
	96415368
	0.26
	-0.0127
	0.00205
	5.78E-10
	　
	0.0129
	0.0105
	0.2157
	　
	TRUE
	0.226413349
	6.21E-05
	38.388402
	111.53132

	EUR
	rs11084583
	A
	G
	19
	31866799
	0.391
	0.0131
	0.00184
	1.40E-12
	　
	-0.0072
	0.0092
	0.4366
	　
	TRUE
	0.048548254
	8.17E-05
	50.551344
	111.53132

	EUR
	rs111319645
	C
	G
	1
	150217786
	0.129
	0.0174
	0.00288
	1.52E-09
	　
	-0.0062
	0.0141
	0.6602
	　
	TRUE
	0.042988923
	6.80E-05
	36.653351
	111.53132

	EUR
	rs11135997
	G
	A
	8
	27411874
	0.845
	0.0206
	0.00267
	1.13E-14
	　
	-0.0082
	0.0142
	0.5624
	　
	TRUE
	0.019470265
	0.0001112
	59.436667
	111.53132

	EUR
	rs111373319
	T
	C
	19
	46165067
	0.177
	0.014
	0.00238
	3.56E-09
	　
	-0.0063
	0.0119
	0.5971
	　
	TRUE
	0.079003911
	5.71E-05
	34.675227
	111.53132

	EUR
	rs112042980
	C
	T
	12
	74930888
	0.124
	-0.0178
	0.00273
	7.57E-11
	　
	-2.00E-04
	0.0134
	0.9866
	　
	TRUE
	0.014050848
	6.88E-05
	42.575157
	111.53132

	EUR
	rs112990034
	G
	A
	19
	5795926
	0.255
	0.0128
	0.00208
	7.75E-10
	　
	-0.0167
	0.0121
	0.1655
	　
	TRUE
	0.360996588
	6.23E-05
	37.693215
	111.53132

	EUR
	rs113067637
	A
	G
	9
	136452411
	0.103
	0.0297
	0.00434
	7.72E-12
	　
	0.0214
	0.0177
	0.2274
	　
	TRUE
	0.027855677
	0.000163
	46.783745
	111.53132

	EUR
	rs113071160
	C
	T
	7
	75144552
	0.119
	0.017
	0.00278
	1.00E-09
	　
	0.0284
	0.0152
	0.06148
	　
	TRUE
	0.556250276
	6.06E-05
	37.439181
	111.53132

	EUR
	rs113479202
	T
	C
	1
	117924053
	0.117
	-0.018
	0.00291
	6.10E-10
	　
	0.0161
	0.0144
	0.2636
	　
	TRUE
	0.16368838
	6.69E-05
	38.322587
	111.53132

	EUR
	rs113620077
	T
	C
	2
	63328774
	0.189
	0.0149
	0.00229
	8.35E-11
	　
	-0.0077
	0.0116
	0.5055
	　
	TRUE
	0.064270351
	6.81E-05
	42.096436
	111.53132

	EUR
	rs11648938
	C
	T
	16
	12094149
	0.595
	-0.0127
	0.00183
	3.99E-12
	　
	0.0018
	0.0093
	0.8459
	　
	TRUE
	0.014158387
	7.77E-05
	47.930215
	111.53132

	EUR
	rs11672911
	A
	G
	19
	41508744
	0.308
	-0.022
	0.00195
	1.15E-29
	　
	-0.0211
	0.0099
	0.03311
	　
	TRUE
	0.021392798
	0.0002063
	127.62988
	111.53132

	EUR
	rs11697662
	T
	C
	20
	61992005
	0.801
	-0.0347
	0.00226
	6.11E-53
	　
	-0.0058
	0.0118
	0.6259
	　
	TRUE
	7.19E-08
	0.0003839
	235.10061
	111.53132

	EUR
	rs11725618
	C
	T
	4
	67053769
	0.283
	0.0196
	0.002
	1.17E-22
	　
	0.001
	0.0104
	0.9253
	　
	TRUE
	0.00029108
	0.0001559
	96.437516
	111.53132

	EUR
	rs117824460
	G
	A
	19
	41371480
	0.0262
	-0.125
	0.00563
	4.75E-109
	　
	0.0095
	0.0313
	0.7604
	　
	TRUE
	4.22E-16
	0.0007973
	492.9658
	111.53132

	EUR
	rs1217106
	G
	A
	8
	64567670
	0.788
	-0.0181
	0.0022
	1.81E-16
	　
	-0.0097
	0.0111
	0.383
	　
	TRUE
	0.021018672
	0.0001095
	67.706028
	111.53132

	EUR
	rs12447501
	T
	C
	16
	49727981
	0.231
	-0.013
	0.00214
	1.27E-09
	　
	0.0056
	0.0108
	0.6011
	　
	TRUE
	0.068091524
	6.00E-05
	37.020927
	111.53132

	EUR
	rs12514566
	A
	G
	5
	7391462
	0.338
	-0.0119
	0.0019
	4.36E-10
	　
	0.0115
	0.0097
	0.2383
	　
	TRUE
	0.20223144
	6.34E-05
	39.19735
	111.53132

	EUR
	rs12590968
	C
	G
	14
	104136633
	0.328
	0.0171
	0.00191
	3.59E-19
	　
	-0.0144
	0.0097
	0.1374
	　
	TRUE
	0.043660055
	0.0001289
	79.735532
	111.53132

	EUR
	rs12632259
	T
	C
	3
	53091955
	0.279
	0.0135
	0.00216
	3.88E-10
	　
	0.0156
	0.0103
	0.1288
	　
	TRUE
	0.255166086
	7.33E-05
	39.005934
	111.53132

	EUR
	rs12638345
	T
	C
	3
	24898233
	0.587
	0.012
	0.00183
	5.39E-11
	　
	0.0123
	0.0094
	0.1905
	　
	TRUE
	0.203059018
	6.98E-05
	43.185857
	111.53132

	EUR
	rs12902602
	G
	A
	15
	78967401
	0.401
	0.0649
	0.00183
	1.00E-200
	　
	0.0096
	0.0093
	0.3028
	　
	TRUE
	1.04E-35
	0.0020234
	1254.0095
	111.53132

	EUR
	rs1291809
	C
	G
	10
	11130418
	0.387
	-0.0122
	0.00185
	3.32E-11
	　
	0.0029
	0.0093
	0.7529
	　
	TRUE
	0.027147922
	7.06E-05
	43.679971
	111.53132

	EUR
	rs12967143
	C
	G
	18
	53099012
	0.699
	-0.0137
	0.00196
	2.92E-12
	　
	0.0076
	0.0102
	0.457
	　
	TRUE
	0.050218422
	7.90E-05
	48.8517
	111.53132

	EUR
	rs13072911
	G
	T
	3
	48962128
	0.656
	-0.0137
	0.00193
	1.27E-12
	　
	0.0107
	0.0104
	0.3025
	　
	TRUE
	0.117096742
	8.47E-05
	50.151829
	111.53132

	EUR
	rs13269731
	C
	T
	8
	69197813
	0.6
	0.0158
	0.00195
	6.47E-16
	　
	0.0022
	0.0103
	0.8278
	　
	TRUE
	0.005255648
	0.0001198
	65.422946
	111.53132

	EUR
	rs1355890
	T
	A
	11
	22572423
	0.598
	-0.0126
	0.00183
	5.98E-12
	　
	0.0023
	0.0094
	0.8079
	　
	TRUE
	0.017236643
	7.63E-05
	47.213049
	111.53132

	EUR
	rs141486917
	A
	G
	14
	83130660
	0.0873
	0.019
	0.00319
	2.23E-09
	　
	-0.0132
	0.0165
	0.4252
	　
	TRUE
	0.129583264
	5.75E-05
	35.582385
	111.53132

	EUR
	rs1449371
	C
	T
	3
	85607323
	0.621
	0.0144
	0.00185
	6.57E-15
	　
	-0.0047
	0.0095
	0.6236
	　
	TRUE
	0.01275465
	9.76E-05
	60.375224
	111.53132

	EUR
	rs1449382
	A
	G
	3
	85612053
	0.622
	0.0142
	0.00185
	1.92E-14
	　
	-0.0047
	0.0095
	0.6199
	　
	TRUE
	0.014301561
	9.48E-05
	58.649002
	111.53132

	EUR
	rs150299
	T
	C
	15
	89943337
	0.516
	0.0143
	0.00184
	8.36E-15
	　
	-0.0048
	0.01
	0.6275
	　
	TRUE
	0.020355202
	0.0001021
	60.47252
	111.53132

	EUR
	rs1565735
	A
	T
	8
	27426077
	0.2
	0.0189
	0.00225
	3.55E-17
	　
	-0.0187
	0.0116
	0.1061
	　
	TRUE
	0.09104764
	0.0001143
	70.705599
	111.53132

	EUR
	rs1582325
	G
	A
	16
	52122020
	0.609
	-0.0163
	0.00185
	9.57E-19
	　
	-0.0165
	0.0094
	0.08028
	　
	TRUE
	0.085835485
	0.0001265
	78.022596
	111.53132

	EUR
	rs1601071
	A
	G
	2
	185973282
	0.618
	-0.0117
	0.00185
	2.87E-10
	　
	-0.0037
	0.0095
	0.6986
	　
	TRUE
	0.041835642
	6.46E-05
	39.977184
	111.53132

	EUR
	rs1657936
	T
	C
	15
	57113013
	0.792
	-0.0196
	0.00221
	7.47E-19
	　
	-0.0086
	0.0119
	0.4699
	　
	TRUE
	0.009759142
	0.0001266
	78.291786
	111.53132

	EUR
	rs17153597
	A
	G
	5
	125225989
	0.208
	-0.0133
	0.00222
	1.79E-09
	　
	-0.0135
	0.0116
	0.2445
	　
	TRUE
	0.233152076
	5.83E-05
	36.04771
	111.53132

	EUR
	rs17459563
	A
	G
	3
	85609365
	0.62
	0.0142
	0.00185
	1.52E-14
	　
	-0.0047
	0.0095
	0.6186
	　
	TRUE
	0.014301561
	9.50E-05
	58.769746
	111.53132

	EUR
	rs1892559
	G
	C
	14
	72321422
	0.331
	0.0115
	0.00191
	1.70E-09
	　
	0.0023
	0.0096
	0.8099
	　
	TRUE
	0.039498544
	5.86E-05
	36.227286
	111.53132

	EUR
	rs1950381
	C
	T
	14
	47953121
	0.374
	0.012
	0.00186
	1.16E-10
	　
	-0.0035
	0.0093
	0.7115
	　
	TRUE
	0.036125036
	6.74E-05
	41.705975
	111.53132

	EUR
	rs2074393
	C
	G
	4
	105514332
	0.303
	-0.0129
	0.00196
	5.03E-11
	　
	-0.0016
	0.0098
	0.8704
	　
	TRUE
	0.01918248
	7.03E-05
	43.475634
	111.53132

	EUR
	rs2167046
	A
	G
	3
	85586806
	0.621
	0.0139
	0.00193
	4.74E-13
	　
	-0.0047
	0.0095
	0.6174
	　
	TRUE
	0.018065456
	9.09E-05
	52.063587
	111.53132

	EUR
	rs2226279
	A
	G
	1
	68302024
	0.635
	-0.0114
	0.00187
	1.06E-09
	　
	-0.0135
	0.0094
	0.1485
	　
	TRUE
	0.325369674
	6.02E-05
	37.144853
	111.53132

	EUR
	rs2231156
	A
	C
	4
	89020427
	0.0942
	-0.0216
	0.00308
	2.16E-12
	　
	-0.0273
	0.0156
	0.07878
	　
	TRUE
	0.299792703
	7.96E-05
	49.247691
	111.53132

	EUR
	rs2273500
	C
	T
	20
	61986949
	0.151
	0.0404
	0.00252
	8.19E-58
	　
	0.0088
	0.0128
	0.4897
	　
	TRUE
	4.68E-08
	0.0004185
	256.31358
	111.53132

	EUR
	rs2326316
	G
	C
	3
	85592445
	0.616
	0.0138
	0.00203
	1.25E-11
	　
	-0.0053
	0.0103
	0.6049
	　
	TRUE
	0.035578156
	9.01E-05
	46.151386
	111.53132

	EUR
	rs2447091
	C
	T
	17
	2296014
	0.389
	0.013
	0.00184
	1.64E-12
	　
	7.00E-04
	0.0094
	0.9403
	　
	TRUE
	0.009125453
	8.03E-05
	49.690456
	111.53132

	EUR
	rs2602929
	C
	T
	1
	77801696
	0.211
	0.0137
	0.00221
	5.72E-10
	　
	0.0223
	0.0111
	0.04442
	　
	TRUE
	0.622388539
	6.25E-05
	38.53221
	111.53132

	EUR
	rs28399442
	A
	C
	19
	41354458
	0.0244
	-0.11
	0.00583
	1.71E-79
	　
	0.0064
	0.0304
	0.8337
	　
	TRUE
	3.53E-12
	0.0005761
	356.10375
	111.53132

	EUR
	rs28399448
	T
	C
	19
	41352936
	0.0235
	-0.108
	0.00617
	5.47E-69
	　
	0.0049
	0.0304
	0.873
	　
	TRUE
	2.09E-11
	0.0005353
	307.06466
	111.53132

	EUR
	rs28399462
	A
	G
	19
	41350615
	0.026
	-0.106
	0.00565
	6.24E-79
	　
	0.0024
	0.0301
	0.9372
	　
	TRUE
	1.99E-12
	0.0005691
	351.77953
	111.53132

	EUR
	rs2851509
	G
	A
	7
	69080438
	0.719
	0.0117
	0.002
	4.33E-09
	　
	0.0082
	0.0101
	0.4184
	　
	TRUE
	0.143041647
	5.53E-05
	34.213029
	111.53132

	EUR
	rs28694505
	T
	C
	18
	38273175
	0.209
	0.0137
	0.00221
	6.42E-10
	　
	0.0095
	0.0114
	0.4068
	　
	TRUE
	0.114810251
	6.21E-05
	38.384106
	111.53132

	EUR
	rs3025388
	G
	A
	9
	136503256
	0.17
	-0.0327
	0.0024
	1.59E-42
	　
	0.0156
	0.0121
	0.1978
	　
	TRUE
	7.26E-05
	0.0003018
	186.68704
	111.53132

	EUR
	rs34357723
	T
	C
	16
	89886519
	0.251
	-0.0126
	0.00208
	1.12E-09
	　
	-0.0203
	0.0106
	0.05504
	　
	TRUE
	0.599076269
	5.97E-05
	36.80601
	111.53132

	EUR
	rs35247189
	A
	C
	12
	6857898
	0.223
	-0.0141
	0.00216
	7.47E-11
	　
	0.0035
	0.0109
	0.7452
	　
	TRUE
	0.029593164
	6.89E-05
	42.614226
	111.53132

	EUR
	rs4307079
	T
	A
	5
	107340582
	0.291
	0.0131
	0.00198
	4.05E-11
	　
	-0.0154
	0.0101
	0.1273
	　
	TRUE
	0.273505055
	7.08E-05
	43.799902
	111.53132

	EUR
	rs4402868
	A
	T
	3
	65429326
	0.345
	-0.0115
	0.00189
	1.39E-09
	　
	-0.0179
	0.0097
	0.06433
	　
	TRUE
	0.55051412
	5.98E-05
	36.969417
	111.53132

	EUR
	rs45568238
	G
	C
	20
	61991354
	0.182
	0.0271
	0.00234
	4.61E-31
	　
	0.005
	0.0127
	0.6941
	　
	TRUE
	6.56E-05
	0.0002187
	133.90621
	111.53132

	EUR
	rs4577498
	T
	C
	3
	196143207
	0.359
	0.0125
	0.00187
	3.00E-11
	　
	0.0061
	0.0095
	0.5225
	　
	TRUE
	0.052650984
	7.19E-05
	44.479952
	111.53132

	EUR
	rs460984
	T
	C
	16
	89713174
	0.447
	0.0143
	0.00181
	2.75E-15
	　
	0.0154
	0.0092
	0.09427
	　
	TRUE
	0.147655664
	0.0001011
	62.336846
	111.53132

	EUR
	rs4630328
	A
	G
	11
	113334209
	0.365
	-0.0163
	0.00187
	2.73E-18
	　
	0.0019
	0.0096
	0.8418
	　
	TRUE
	0.001817336
	0.0001232
	76.182612
	111.53132

	EUR
	rs4775086
	A
	G
	15
	58969292
	0.24
	-0.0124
	0.00211
	3.42E-09
	　
	0.0097
	0.0106
	0.3615
	　
	TRUE
	0.167839408
	5.61E-05
	34.693901
	111.53132

	EUR
	rs4856592
	A
	G
	3
	85612730
	0.619
	0.0139
	0.00192
	5.06E-13
	　
	-0.0045
	0.0095
	0.636
	　
	TRUE
	0.016469999
	9.11E-05
	52.169777
	111.53132

	EUR
	rs4917017
	A
	G
	7
	50335232
	0.293
	-0.0153
	0.00202
	3.39E-14
	　
	-0.0053
	0.0109
	0.628
	　
	TRUE
	0.024860311
	9.70E-05
	57.419391
	111.53132

	EUR
	rs4933712
	A
	G
	10
	93816485
	0.357
	0.0129
	0.00188
	6.46E-12
	　
	0.0183
	0.0096
	0.0562
	　
	TRUE
	0.403734056
	7.64E-05
	47.2555
	111.53132

	EUR
	rs55828312
	G
	A
	8
	42589602
	0.227
	-0.0324
	0.0023
	4.59E-45
	　
	-0.0015
	0.0113
	0.8978
	　
	TRUE
	3.10E-08
	0.0003684
	198.53321
	111.53132

	EUR
	rs56113850
	C
	T
	19
	41353107
	0.565
	0.0557
	0.00181
	1.00E-200
	　
	0.0212
	0.0096
	0.02822
	　
	TRUE
	6.84E-21
	0.001525
	944.65121
	111.53132

	EUR
	rs58379124
	C
	T
	8
	42579203
	0.762
	0.0333
	0.00211
	6.54E-56
	　
	0.0066
	0.0109
	0.5441
	　
	TRUE
	6.05E-08
	0.0004022
	248.86033
	111.53132

	EUR
	rs59921964
	A
	C
	8
	35063807
	0.0281
	-0.036
	0.00547
	4.84E-11
	　
	-0.0496
	0.0286
	0.08259
	　
	TRUE
	0.372985948
	7.08E-05
	43.30618
	111.53132

	EUR
	rs6078373
	A
	G
	20
	11863500
	0.406
	0.0149
	0.00183
	4.94E-16
	　
	0.006
	0.0093
	0.5182
	　
	TRUE
	0.012880871
	0.0001071
	66.235694
	111.53132

	EUR
	rs62106258
	C
	T
	2
	417167
	0.044
	-0.0278
	0.00439
	2.15E-10
	　
	-0.0405
	0.0238
	0.08929
	　
	TRUE
	0.415536703
	6.50E-05
	40.215083
	111.53132

	EUR
	rs62373813
	T
	C
	5
	145555322
	0.287
	-0.0138
	0.00206
	2.39E-11
	　
	-0.0212
	0.0105
	0.04257
	　
	TRUE
	0.506003603
	7.79E-05
	44.739561
	111.53132

	EUR
	rs6446253
	T
	C
	3
	48911443
	0.656
	-0.0124
	0.00197
	2.52E-10
	　
	0.0121
	0.0096
	0.2084
	　
	TRUE
	0.192100971
	6.94E-05
	39.725554
	111.53132

	EUR
	rs6499135
	G
	T
	16
	67625872
	0.459
	-0.0113
	0.00181
	4.16E-10
	　
	-0.0031
	0.0096
	0.7478
	　
	TRUE
	0.039003508
	6.34E-05
	38.961149
	111.53132

	EUR
	rs66726054
	A
	G
	19
	47774447
	0.427
	0.0114
	0.00182
	3.02E-10
	　
	9.00E-04
	0.0098
	0.9248
	　
	TRUE
	0.028794421
	6.36E-05
	39.335112
	111.53132

	EUR
	rs6699355
	T
	C
	1
	35384605
	0.875
	-0.0231
	0.00273
	2.51E-17
	　
	-0.0072
	0.0146
	0.6228
	　
	TRUE
	0.006028163
	0.0001167
	71.718318
	111.53132

	EUR
	rs6775877
	G
	A
	3
	186072635
	0.115
	-0.0166
	0.00282
	3.68E-09
	　
	0.0047
	0.0152
	0.7541
	　
	TRUE
	0.051943528
	5.61E-05
	34.693029
	111.53132

	EUR
	rs6811929
	T
	A
	4
	42184075
	0.223
	0.0134
	0.00216
	4.96E-10
	　
	0.0062
	0.0111
	0.5767
	　
	TRUE
	0.066805768
	6.22E-05
	38.487799
	111.53132

	EUR
	rs699165
	G
	A
	3
	136224697
	0.748
	0.014
	0.00207
	1.14E-11
	　
	-0.0051
	0.0108
	0.6364
	　
	TRUE
	0.033599943
	7.39E-05
	45.703649
	111.53132

	EUR
	rs7101437
	G
	A
	11
	115063641
	0.488
	-0.0128
	0.0018
	1.06E-12
	　
	0.0139
	0.0091
	0.1273
	　
	TRUE
	0.200549842
	8.19E-05
	50.641417
	111.53132

	EUR
	rs7139640
	C
	T
	13
	53995887
	0.604
	-0.0112
	0.00184
	1.09E-09
	　
	-0.0069
	0.0094
	0.4642
	　
	TRUE
	0.103875076
	6.00E-05
	37.115456
	111.53132

	EUR
	rs7240682
	G
	C
	18
	57824038
	0.229
	0.0147
	0.00215
	7.15E-12
	　
	0.0215
	0.0109
	0.04816
	　
	TRUE
	0.436533161
	7.63E-05
	46.681402
	111.53132

	EUR
	rs72615727
	C
	G
	3
	85609398
	0.621
	0.014
	0.00193
	4.34E-13
	　
	-0.0047
	0.0095
	0.6235
	　
	TRUE
	0.017099676
	9.23E-05
	52.815467
	111.53132

	EUR
	rs72736802
	T
	A
	15
	78719501
	0.359
	0.0823
	0.00192
	1.00E-200
	　
	0.0055
	0.0109
	0.6158
	　
	TRUE
	1.58E-47
	0.0031173
	1851.2057
	111.53132

	EUR
	rs72895674
	G
	C
	6
	80053763
	0.121
	-0.0165
	0.00275
	2.26E-09
	　
	0.0018
	0.0138
	0.8936
	　
	TRUE
	0.031394462
	5.79E-05
	35.820188
	111.53132

	EUR
	rs7351050
	A
	G
	19
	4044579
	0.162
	-0.0204
	0.00245
	8.45E-17
	　
	0.0036
	0.0126
	0.7758
	　
	TRUE
	0.003658564
	0.000113
	69.050699
	111.53132

	EUR
	rs75505227
	G
	T
	9
	136466678
	0.0456
	-0.0437
	0.00431
	3.88E-24
	　
	0.0285
	0.0203
	0.1597
	　
	TRUE
	0.011034082
	0.0001662
	102.8027
	111.53132

	EUR
	rs75596189
	T
	C
	9
	136468701
	0.107
	0.0482
	0.0029
	5.48E-62
	　
	0.0135
	0.0152
	0.3734
	　
	TRUE
	4.41E-08
	0.000444
	274.71523
	111.53132

	EUR
	rs7599488
	T
	C
	2
	60718347
	0.434
	0.0147
	0.00181
	5.75E-16
	　
	0.0146
	0.0091
	0.1108
	　
	TRUE
	0.11149089
	0.0001062
	65.66705
	111.53132

	EUR
	rs7615675
	A
	G
	3
	48947183
	0.655
	-0.0127
	0.0019
	2.42E-11
	　
	0.0115
	0.0096
	0.2309
	　
	TRUE
	0.150975394
	7.29E-05
	44.594954
	111.53132

	EUR
	rs77235879
	T
	G
	8
	82024400
	0.347
	-0.0139
	0.00208
	1.82E-11
	　
	-3.00E-04
	0.0107
	0.9798
	　
	TRUE
	0.012135985
	8.76E-05
	44.852411
	111.53132

	EUR
	rs7732121
	C
	A
	5
	166583598
	0.137
	0.0169
	0.00264
	1.70E-10
	　
	0.0019
	0.0141
	0.8953
	　
	TRUE
	0.025242557
	6.75E-05
	40.89346
	111.53132

	EUR
	rs78015688
	G
	T
	3
	85610907
	0.621
	0.0142
	0.00199
	9.93E-13
	　
	-0.0048
	0.0095
	0.616
	　
	TRUE
	0.016253894
	9.49E-05
	51.13597
	111.53132

	EUR
	rs78408772
	T
	C
	2
	62710608
	0.101
	-0.0227
	0.00299
	3.23E-14
	　
	0.0223
	0.0154
	0.1486
	　
	TRUE
	0.124629616
	9.36E-05
	57.880729
	111.53132

	EUR
	rs7872903
	C
	T
	9
	136484292
	0.225
	0.0321
	0.00215
	3.66E-50
	　
	0.0075
	0.0111
	0.4988
	　
	TRUE
	4.91E-07
	0.0003594
	222.3366
	111.53132

	EUR
	rs7928017
	A
	C
	11
	113448762
	0.43
	-0.0158
	0.00182
	3.17E-18
	　
	-0.0084
	0.0093
	0.3637
	　
	TRUE
	0.014188113
	0.0001224
	75.695699
	111.53132

	EUR
	rs7951365
	C
	T
	11
	16377044
	0.312
	0.0155
	0.00194
	1.12E-15
	　
	1.00E-04
	0.0101
	0.9951
	　
	TRUE
	0.00263205
	0.0001031
	63.798695
	111.53132

	EUR
	rs8098032
	C
	T
	18
	53239302
	0.174
	-0.0165
	0.00237
	3.24E-12
	　
	-0.0192
	0.0118
	0.1039
	　
	TRUE
	0.257930153
	7.83E-05
	48.405169
	111.53132

	EUR
	rs8614
	A
	C
	17
	27588806
	0.187
	0.0169
	0.00231
	2.68E-13
	　
	0.021
	0.0124
	0.08932
	　
	TRUE
	0.236693431
	8.68E-05
	53.716023
	111.53132

	EUR
	rs889398
	T
	C
	16
	69556715
	0.419
	-0.0133
	0.00183
	3.40E-13
	　
	-0.0015
	0.0092
	0.8675
	　
	TRUE
	0.00916594
	8.61E-05
	53.103975
	111.53132

	EUR
	rs9320505
	C
	G
	6
	97749332
	0.213
	-0.014
	0.0022
	1.75E-10
	　
	-0.0102
	0.011
	0.3528
	　
	TRUE
	0.120584903
	6.57E-05
	40.644288
	111.53132

	EUR
	rs9320508
	T
	C
	6
	97750032
	0.218
	-0.0134
	0.00226
	2.97E-09
	　
	-0.01
	0.011
	0.3609
	　
	TRUE
	0.137624554
	6.12E-05
	35.045609
	111.53132

	EUR
	rs9719950
	A
	G
	7
	113174162
	0.367
	-0.0131
	0.00209
	3.21E-10
	　
	-0.0068
	0.0106
	0.5237
	　
	TRUE
	0.068091826
	7.97E-05
	39.297296
	111.53132

	EUR
	rs9867678
	G
	A
	3
	138029377
	0.652
	-0.0121
	0.00189
	1.41E-10
	　
	-0.0142
	0.0097
	0.1418
	　
	TRUE
	0.284506562
	6.64E-05
	41.094813
	111.53132

	EUR
	rs9881798
	C
	A
	3
	16846967
	0.414
	0.0151
	0.00183
	1.63E-16
	　
	-0.0103
	0.0092
	0.2659
	　
	TRUE
	0.036672219
	0.0001106
	68.432195
	111.53132

	EAS
	rs10402624
	G
	T
	19
	41192310
	0.35438
	-0.05773
	0.00449
	8.63E-38
	　
	-0.0880283
	0.101457
	0.385589
	　
	TRUE
	1.48E-21
	0.001525
	165.366
	156.74196

	EAS
	rs11668399
	G
	C
	19
	41343871
	0.83664
	-0.066985
	0.00581
	1.00E-30
	　
	0.0552173
	0.160338
	0.73056
	　
	TRUE
	1.13E-18
	0.0012265
	132.95559
	156.74196

	EAS
	rs11881124
	G
	A
	19
	41305740
	0.14897
	-0.04904
	0.00604
	4.46E-16
	　
	-0.24364
	0.131748
	0.0644169
	　
	TRUE
	1.84E-07
	0.0006098
	66.060771
	156.74196

	EAS
	rs12227162
	T
	C
	12
	111367244
	0.18777
	0.045374
	0.0055
	1.64E-16
	　
	0.0534534
	0.127768
	0.675681
	　
	TRUE
	5.44E-10
	0.000628
	68.034047
	156.74196

	EAS
	rs140980078
	T
	C
	19
	41343749
	0.16752
	-0.101613
	0.00575
	8.82E-70
	　
	0.169357
	0.138894
	0.222719
	　
	TRUE
	3.87E-39
	0.0028798
	312.69839
	156.74196

	EAS
	rs144252600
	G
	A
	19
	41438630
	0.03351
	0.105072
	0.01197
	1.64E-18
	　
	0.365055
	0.301407
	0.22583
	　
	TRUE
	8.56E-10
	0.0007151
	77.144546
	156.74196

	EAS
	rs147400515
	A
	G
	19
	41332067
	0.16459
	-0.10315
	0.0058
	7.19E-71
	　
	0.194519
	0.137335
	0.156663
	　
	TRUE
	6.07E-39
	0.002926
	317.72274
	156.74196

	EAS
	rs2339717
	C
	T
	12
	111696528
	0.66589
	-0.0284
	0.00456
	4.61E-10
	　
	-0.0101683
	0.104308
	0.922342
	　
	TRUE
	1.43E-06
	0.0003589
	38.870369
	156.74196

	EAS
	rs4803402
	A
	G
	19
	41412185
	0.71584
	0.081741
	0.00476
	5.73E-66
	　
	0.182812
	0.11353
	0.107341
	　
	TRUE
	1.33E-35
	0.0027182
	295.10397
	156.74196

	EAS
	rs7311323
	A
	G
	12
	111323939
	0.80787
	-0.038957
	0.00545
	9.19E-13
	　
	-0.182595
	0.126868
	0.150081
	　
	TRUE
	2.49E-06
	0.0004711
	51.032454
	156.74196

	EAS
	rs78277894
	A
	G
	8
	27429192
	0.30149
	0.0362
	0.00468
	1.14E-14
	　
	0.0189286
	0.104496
	0.856256
	　
	TRUE
	2.68E-09
	0.0005519
	59.791104
	156.74196

	EAS
	rs8100418
	T
	A
	19
	41414363
	0.27727
	0.090891
	0.0048
	6.05E-80
	　
	0.113599
	0.115611
	0.325805
	　
	TRUE
	6.53E-46
	0.0033109
	359.6625
	156.74196

	EAS
	rs938682
	A
	G
	15
	78896547
	0.5172
	0.0415
	0.0043
	4.54E-22
	　
	0.024816
	0.0980907
	0.800276
	　
	TRUE
	1.30E-13
	0.0008601
	93.202979
	156.74196

	AFR
	rs11667314
	C
	T
	19
	40835078
	0.6508
	0.0647
	0.01045
	6.14E-10
	　
	-0.0843411
	0.0311
	120931
	　
	TRUE
	8.83E-07
	0.0019027
	38.381107
	36.351581

	AFR
	rs17486278
	C
	A
	15
	78575140
	0.29442
	0.064
	0.01093
	4.85E-09
	　
	0.0241902
	0.5343
	120931
	　
	TRUE
	2.16E-07
	0.0017018
	34.322055
	36.351581

	HIS
	rs1317286
	G
	A
	15
	78603787
	0.28711
	0.111
	0.00835
	3.17E-40
	　
	0.0011006
	0.9784
	59193
	　
	TRUE
	7.62E-26
	0.0050437
	177.4842
	145.97175

	HIS
	rs2456020
	T
	C
	15
	78576056
	0.39415
	-0.0826
	0.00773
	1.24E-26
	　
	0.061131
	0.08968
	59193
	　
	TRUE
	1.08E-13
	0.0032585
	114.45931
	145.97175

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Cigarettes per day-Conditionally independent
	　
	Guttate psoriasis
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10128753
	A
	C
	11
	31313877
	0.387
	-0.0137
	0.00185
	1.13E-13
	　
	-0.0639012
	0.0652245
	0.327228
	　
	TRUE
	3.06534E-05
	8.905E-05
	55.082269
	103.58561

	EUR
	rs10204824
	G
	A
	2
	147615152
	0.644
	-0.0158
	0.00188
	4.73E-17
	　
	0.0361751
	0.0644131
	0.574382
	　
	TRUE
	2.70139E-07
	0.0001145
	70.804413
	103.58561

	EUR
	rs10240199
	C
	G
	7
	99599555
	0.109
	-0.0173
	0.00288
	1.93E-09
	　
	0.0803387
	0.0857312
	0.348707
	　
	TRUE
	0.001057922
	5.813E-05
	35.956899
	103.58561

	EUR
	rs10248004
	T
	C
	7
	144520001
	0.757
	-0.0133
	0.00218
	1.13E-09
	　
	-0.014478
	0.0672608
	0.829571
	　
	TRUE
	7.34863E-05
	6.508E-05
	37.356138
	103.58561

	EUR
	rs10519198
	A
	C
	15
	78450412
	0.439
	-0.0285
	0.00181
	1.42E-55
	　
	0.0328582
	0.064219
	0.608889
	　
	TRUE
	1.01014E-23
	0.0004001
	247.54346
	103.58561

	EUR
	rs10742683
	A
	G
	11
	43646075
	0.416
	-0.0137
	0.00182
	5.53E-14
	　
	0.0181401
	0.0645154
	0.778576
	　
	TRUE
	1.81606E-06
	9.12E-05
	56.408882
	103.58561

	EUR
	rs10922300
	T
	C
	1
	197845555
	0.164
	-0.0154
	0.00243
	2.58E-10
	　
	-0.263998
	0.0895934
	0.0032127
	　
	TRUE
	0.046298263
	6.503E-05
	40.09738
	103.58561

	EUR
	rs10992828
	A
	G
	9
	93653086
	0.26
	-0.0127
	0.00205
	5.78E-10
	　
	0.165496
	0.0771532
	0.0319507
	　
	TRUE
	0.012632684
	6.206E-05
	38.388402
	103.58561

	EUR
	rs11084583
	A
	G
	19
	31375893
	0.391
	0.0131
	0.00184
	1.4E-12
	　
	-0.0188784
	0.0639942
	0.767993
	　
	TRUE
	7.04013E-06
	8.173E-05
	50.551344
	103.58561

	EUR
	rs111319645
	C
	G
	1
	150245421
	0.129
	0.0174
	0.00288
	1.52E-09
	　
	-0.173425
	0.0914448
	0.0578949
	　
	TRUE
	0.00550463
	6.804E-05
	36.653351
	103.58561

	EUR
	rs11135997
	G
	A
	8
	27554357
	0.845
	0.0206
	0.00267
	1.13E-14
	　
	0.0759491
	0.0848636
	0.370811
	　
	TRUE
	3.07788E-06
	0.0001112
	59.436667
	103.58561

	EUR
	rs111373319
	T
	C
	19
	45661809
	0.177
	0.014
	0.00238
	3.56E-09
	　
	0.0477723
	0.0823023
	0.561612
	　
	TRUE
	0.000498946
	5.71E-05
	34.675227
	103.58561

	EUR
	rs112042980
	C
	T
	12
	74537108
	0.124
	-0.0178
	0.00273
	7.57E-11
	　
	-0.125874
	0.0976642
	0.197452
	　
	TRUE
	0.000805778
	6.883E-05
	42.575157
	103.58561

	EUR
	rs11298072
	C
	CA
	20
	32566425
	0.263
	0.0178
	0.00303
	3.96E-09
	　
	0.12461
	0.067996
	0.0668606
	　
	TRUE
	0.000369252
	0.0001228
	34.446593
	103.58561

	EUR
	rs112990034
	G
	A
	19
	5795915
	0.255
	0.0128
	0.00208
	7.75E-10
	　
	0.0049047
	0.0768838
	0.949135
	　
	TRUE
	5.10147E-05
	6.225E-05
	37.693215
	103.58561

	EUR
	rs113067637
	A
	G
	9
	133587289
	0.103
	0.0297
	0.00434
	7.72E-12
	　
	-0.256187
	0.182983
	0.161495
	　
	TRUE
	5.01247E-06
	0.000163
	46.783745
	103.58561

	EUR
	rs113071160
	C
	T
	7
	75515227
	0.119
	0.017
	0.00278
	1E-09
	　
	-0.180822
	0.143327
	0.207089
	　
	TRUE
	0.001905668
	6.06E-05
	37.439181
	103.58561

	EUR
	rs113479202
	T
	C
	1
	117381431
	0.117
	-0.018
	0.00291
	6.1E-10
	　
	0.148492
	0.100408
	0.13917
	　
	TRUE
	0.001972156
	6.695E-05
	38.322587
	103.58561

	EUR
	rs113620077
	T
	C
	2
	63101639
	0.189
	0.0149
	0.00229
	8.35E-11
	　
	0.0305386
	0.0748588
	0.68331
	　
	TRUE
	6.2814E-05
	6.806E-05
	42.096436
	103.58561

	EUR
	rs11648938
	C
	T
	16
	12000292
	0.595
	-0.0127
	0.00183
	3.99E-12
	　
	0.0522692
	0.0636805
	0.411759
	　
	TRUE
	6.77829E-05
	7.773E-05
	47.930215
	103.58561

	EUR
	rs11672911
	A
	G
	19
	41002839
	0.308
	-0.022
	0.00195
	1.15E-29
	　
	-0.0049189
	0.0667443
	0.941251
	　
	TRUE
	1.22568E-13
	0.0002063
	127.62988
	103.58561

	EUR
	rs11697662
	T
	C
	20
	63360653
	0.801
	-0.0347
	0.00226
	6.11E-53
	　
	0.0451887
	0.0740733
	0.541825
	　
	TRUE
	2.08549E-22
	0.0003839
	235.10061
	103.58561

	EUR
	rs11725618
	C
	T
	4
	66188051
	0.283
	0.0196
	0.002
	1.17E-22
	　
	-0.153548
	0.0715924
	0.0319728
	　
	TRUE
	1.05704E-06
	0.0001559
	96.437516
	103.58561

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.0262
	-0.125
	0.00563
	4.75E-109
	　
	0.271384
	0.220396
	0.218192
	　
	TRUE
	3.38454E-43
	0.0007973
	492.9658
	103.58561

	EUR
	rs117911387
	A
	G
	9
	127684557
	0.0408
	-0.03
	0.00455
	3.97E-11
	　
	0.2413
	0.239785
	0.314263
	　
	TRUE
	0.00030497
	7.044E-05
	43.57155
	103.58561

	EUR
	rs11881918
	A
	G
	19
	40828294
	0.0772
	-0.0546
	0.00337
	4.72E-59
	　
	-0.0213834
	0.101884
	0.833762
	　
	TRUE
	4.16674E-26
	0.0004248
	262.81809
	103.58561

	EUR
	rs12127865
	G
	A
	1
	33337335
	0.441
	0.0135
	0.00181
	9.27E-14
	　
	-0.0107771
	0.0636468
	0.865539
	　
	TRUE
	1.46809E-06
	8.986E-05
	55.405534
	103.58561

	EUR
	rs1217106
	G
	A
	8
	63655112
	0.788
	-0.0181
	0.0022
	1.81E-16
	　
	-0.0533611
	0.0809946
	0.51001
	　
	TRUE
	7.30222E-07
	0.0001095
	67.706028
	103.58561

	EUR
	rs12447501
	T
	C
	16
	49694070
	0.231
	-0.013
	0.00214
	1.27E-09
	　
	0.0828321
	0.0786396
	0.292198
	　
	TRUE
	0.001209842
	6.004E-05
	37.020927
	103.58561

	EUR
	rs12514566
	A
	G
	5
	7391349
	0.338
	-0.0119
	0.0019
	4.36E-10
	　
	0.0145104
	0.0747649
	0.846113
	　
	TRUE
	6.30411E-05
	6.337E-05
	39.19735
	103.58561

	EUR
	rs12590968
	C
	G
	14
	103670296
	0.328
	0.0171
	0.00191
	3.59E-19
	　
	0.009471
	0.0646719
	0.883569
	　
	TRUE
	5.97283E-09
	0.0001289
	79.735532
	103.58561

	EUR
	rs12638345
	T
	C
	3
	24856742
	0.587
	0.012
	0.00183
	5.39E-11
	　
	-0.0465545
	0.0693455
	0.502004
	　
	TRUE
	0.000123922
	6.982E-05
	43.185857
	103.58561

	EUR
	rs12902602
	G
	A
	15
	78675059
	0.401
	0.0649
	0.00183
	1E-200
	　
	0.131681
	0.067985
	0.052757
	　
	TRUE
	1.8414E-107
	0.0020234
	1254.0095
	103.58561

	EUR
	rs1291809
	C
	G
	10
	11088455
	0.387
	-0.0122
	0.00185
	3.32E-11
	　
	-0.0188917
	0.0662913
	0.775659
	　
	TRUE
	3.28963E-05
	7.062E-05
	43.679971
	103.58561

	EUR
	rs12922230
	T
	C
	16
	64915319
	0.331
	0.0113
	0.00191
	4.12E-09
	　
	-0.0090051
	0.0695285
	0.896949
	　
	TRUE
	0.000131648
	5.655E-05
	34.868378
	103.58561

	EUR
	rs12967143
	C
	G
	18
	55431781
	0.699
	-0.0137
	0.00196
	2.92E-12
	　
	-0.0349883
	0.0735021
	0.634062
	　
	TRUE
	1.94688E-05
	7.898E-05
	48.8517
	103.58561

	EUR
	rs13072911
	G
	T
	3
	48924695
	0.656
	-0.0137
	0.00193
	1.27E-12
	　
	0.107755
	0.0675131
	0.110474
	　
	TRUE
	0.000353513
	8.471E-05
	50.151829
	103.58561

	EUR
	rs13269731
	C
	T
	8
	68285578
	0.6
	0.0158
	0.00195
	6.47E-16
	　
	-0.0414967
	0.0679263
	0.54126
	　
	TRUE
	3.30286E-07
	0.0001198
	65.422946
	103.58561

	EUR
	rs1375550
	G
	A
	3
	85564230
	0.621
	0.014
	0.00193
	3.95E-13
	　
	0.0162067
	0.0709003
	0.819192
	　
	TRUE
	2.1598E-06
	9.226E-05
	52.815467
	103.58561

	EUR
	rs141486917
	A
	G
	14
	82664316
	0.0873
	0.019
	0.00319
	2.23E-09
	　
	-0.0048158
	0.103312
	0.96282
	　
	TRUE
	9.29216E-05
	5.753E-05
	35.582385
	103.58561

	EUR
	rs1449371
	C
	T
	3
	85558173
	0.621
	0.0144
	0.00185
	6.57E-15
	　
	0.016263
	0.0708989
	0.818571
	　
	TRUE
	6.31305E-07
	9.761E-05
	60.375224
	103.58561

	EUR
	rs1449382
	A
	G
	3
	85562903
	0.622
	0.0142
	0.00185
	1.92E-14
	　
	0.0162625
	0.070899
	0.818577
	　
	TRUE
	9.11599E-07
	9.482E-05
	58.649002
	103.58561

	EUR
	rs145483821
	G
	T
	3
	89295390
	0.46
	-0.0119
	0.00195
	9E-10
	　
	0.03772
	0.063607
	0.553169
	　
	TRUE
	0.000155126
	7.035E-05
	37.330824
	103.58561

	EUR
	rs150299
	T
	C
	15
	89400106
	0.516
	0.0143
	0.00184
	8.36E-15
	　
	-0.0117643
	0.0636808
	0.853435
	　
	TRUE
	3.95226E-07
	0.0001021
	60.47252
	103.58561

	EUR
	rs1528844
	T
	C
	2
	147749726
	0.717
	0.0145
	0.002
	3.6E-13
	　
	0.103549
	0.0814534
	0.203632
	　
	TRUE
	0.000119491
	8.532E-05
	52.776335
	103.58561

	EUR
	rs1565735
	A
	T
	8
	27568560
	0.2
	0.0189
	0.00225
	3.55E-17
	　
	0.0629632
	0.0904458
	0.486339
	　
	TRUE
	4.66677E-07
	0.0001143
	70.705599
	103.58561

	EUR
	rs1582325
	G
	A
	16
	52088108
	0.609
	-0.0163
	0.00185
	9.57E-19
	　
	-0.108102
	0.0687157
	0.115677
	　
	TRUE
	3.15953E-06
	0.0001265
	78.022596
	103.58561

	EUR
	rs1601071
	A
	G
	2
	185108555
	0.618
	-0.0117
	0.00185
	2.87E-10
	　
	0.114985
	0.0691591
	0.0963896
	　
	TRUE
	0.003271127
	6.463E-05
	39.977184
	103.58561

	EUR
	rs1657936
	T
	C
	15
	56820815
	0.792
	-0.0196
	0.00221
	7.47E-19
	　
	0.0053059
	0.0885622
	0.952226
	　
	TRUE
	5.65364E-09
	0.0001266
	78.291786
	103.58561

	EUR
	rs17153597
	A
	G
	5
	125890296
	0.208
	-0.0133
	0.00222
	1.79E-09
	　
	-0.150472
	0.0933242
	0.106884
	　
	TRUE
	0.005815211
	5.828E-05
	36.04771
	103.58561

	EUR
	rs17459563
	A
	G
	3
	85560215
	0.62
	0.0142
	0.00185
	1.52E-14
	　
	0.0162625
	0.070899
	0.818577
	　
	TRUE
	9.11599E-07
	9.501E-05
	58.769746
	103.58561

	EUR
	rs1870293
	C
	T
	16
	30959620
	0.637
	-0.0119
	0.00187
	1.78E-10
	　
	-0.0628497
	0.066444
	0.344197
	　
	TRUE
	0.000450804
	6.549E-05
	40.379841
	103.58561

	EUR
	rs1892559
	G
	C
	14
	71854705
	0.331
	0.0115
	0.00191
	1.7E-09
	　
	-0.0632217
	0.0651707
	0.332
	　
	TRUE
	0.001117299
	5.857E-05
	36.227286
	103.58561

	EUR
	rs1950381
	C
	T
	14
	47483918
	0.374
	0.012
	0.00186
	1.16E-10
	　
	-0.0493588
	0.0645284
	0.444322
	　
	TRUE
	0.000217232
	6.743E-05
	41.705975
	103.58561

	EUR
	rs2072659
	G
	C
	1
	154576045
	0.0984
	-0.0261
	0.00302
	6.08E-18
	　
	0.11163
	0.106317
	0.293731
	　
	TRUE
	7.79595E-07
	0.0001209
	74.5313
	103.58561

	EUR
	rs2074393
	C
	G
	4
	104593175
	0.303
	-0.0129
	0.00196
	5.03E-11
	　
	0.0902663
	0.0648616
	0.16402
	　
	TRUE
	0.000918259
	7.029E-05
	43.475634
	103.58561

	EUR
	rs2133203
	T
	C
	1
	77508845
	0.416
	-0.0138
	0.0019
	2.88E-13
	　
	-0.0286944
	0.0649726
	0.658751
	　
	TRUE
	4.49209E-06
	9.253E-05
	52.971066
	103.58561

	EUR
	rs215600
	A
	G
	7
	32294030
	0.644
	-0.0214
	0.00188
	4.76E-30
	　
	-0.0718953
	0.0712925
	0.313236
	　
	TRUE
	1.19975E-11
	0.00021
	129.90181
	103.58561

	EUR
	rs2167046
	A
	G
	3
	85537656
	0.621
	0.0139
	0.00193
	4.74E-13
	　
	0.0175543
	0.0707157
	0.803951
	　
	TRUE
	2.7542E-06
	9.095E-05
	52.063587
	103.58561

	EUR
	rs2226279
	A
	G
	1
	67836341
	0.635
	-0.0114
	0.00187
	1.06E-09
	　
	0.0121331
	0.0637873
	0.849143
	　
	TRUE
	9.73154E-05
	6.024E-05
	37.144853
	103.58561

	EUR
	rs2231156
	A
	C
	4
	88099275
	0.0942
	-0.0216
	0.00308
	2.16E-12
	　
	0.12438
	0.135548
	0.358825
	　
	TRUE
	7.64375E-05
	7.962E-05
	49.247691
	103.58561

	EUR
	rs2273500
	C
	T
	20
	63355597
	0.151
	0.0404
	0.00252
	8.19E-58
	　
	-0.0529807
	0.0775789
	0.494653
	　
	TRUE
	3.94527E-24
	0.0004185
	256.31358
	103.58561

	EUR
	rs2326316
	G
	C
	3
	85543295
	0.616
	0.0138
	0.00203
	1.25E-11
	　
	0.0168448
	0.0707359
	0.811775
	　
	TRUE
	5.01626E-06
	9.009E-05
	46.151386
	103.58561

	EUR
	rs2447091
	C
	T
	17
	2392720
	0.389
	0.013
	0.00184
	1.64E-12
	　
	0.0919206
	0.0645406
	0.15438
	　
	TRUE
	0.000305962
	8.034E-05
	49.690456
	103.58561

	EUR
	rs258776
	T
	C
	5
	143185296
	0.458
	-0.0112
	0.0018
	4.65E-10
	　
	-0.0489173
	0.0638736
	0.443769
	　
	TRUE
	0.000391837
	6.228E-05
	38.520191
	103.58561

	EUR
	rs2602929
	C
	T
	1
	77336011
	0.211
	0.0137
	0.00221
	5.72E-10
	　
	-0.0693782
	0.0712252
	0.330023
	　
	TRUE
	0.000729403
	6.249E-05
	38.53221
	103.58561

	EUR
	rs28399442
	A
	C
	19
	40848553
	0.0244
	-0.11
	0.00583
	1.71E-79
	　
	-0.176601
	0.216958
	0.415652
	　
	TRUE
	1.42294E-32
	0.0005761
	356.10375
	103.58561

	EUR
	rs28399448
	T
	C
	19
	40847031
	0.0235
	-0.108
	0.00617
	5.47E-69
	　
	-0.166006
	0.217319
	0.444936
	　
	TRUE
	1.83914E-29
	0.0005353
	307.06466
	103.58561

	EUR
	rs28399462
	A
	G
	19
	40844710
	0.026
	-0.106
	0.00565
	6.24E-79
	　
	-0.163855
	0.217667
	0.451583
	　
	TRUE
	1.91611E-32
	0.0005691
	351.77953
	103.58561

	EUR
	rs2851509
	G
	A
	7
	69615452
	0.719
	0.0117
	0.002
	4.33E-09
	　
	0.03942
	0.0685206
	0.565088
	　
	TRUE
	0.000577654
	5.531E-05
	34.213029
	103.58561

	EUR
	rs2867125
	C
	T
	2
	622827
	0.829
	0.0163
	0.00248
	4.42E-11
	　
	-0.0127486
	0.086007
	0.882163
	　
	TRUE
	1.47175E-05
	7.533E-05
	43.240114
	103.58561

	EUR
	rs28694505
	T
	C
	18
	40693211
	0.209
	0.0137
	0.00221
	6.42E-10
	　
	-0.0359473
	0.0761483
	0.636878
	　
	TRUE
	0.000176568
	6.206E-05
	38.384106
	103.58561

	EUR
	rs3021131
	A
	C
	4
	2917248
	0.275
	-0.0164
	0.00201
	4.58E-16
	　
	0.0788701
	0.0672389
	0.240803
	　
	TRUE
	6.10411E-06
	0.0001072
	66.338485
	103.58561

	EUR
	rs3025388
	G
	A
	9
	133638134
	0.17
	-0.0327
	0.0024
	1.59E-42
	　
	0.102887
	0.0887909
	0.246555
	　
	TRUE
	3.58613E-16
	0.0003018
	186.68704
	103.58561

	EUR
	rs34357723
	T
	C
	16
	89820111
	0.251
	-0.0126
	0.00208
	1.12E-09
	　
	0.104742
	0.0797287
	0.188935
	　
	TRUE
	0.0024439
	5.969E-05
	36.80601
	103.58561

	EUR
	rs34839
	C
	T
	16
	28478025
	0.451
	0.0119
	0.00188
	2.35E-10
	　
	0.0546627
	0.0639955
	0.393013
	　
	TRUE
	0.000259283
	7.012E-05
	40.117252
	103.58561

	EUR
	rs35116962
	G
	GT
	8
	42690519
	0.767
	0.0354
	0.00337
	8.28E-26
	　
	0.0213418
	0.0749221
	0.775756
	　
	TRUE
	5.3429E-17
	0.0004479
	110.55219
	103.58561

	EUR
	rs35247189
	A
	C
	12
	6748732
	0.223
	-0.0141
	0.00216
	7.47E-11
	　
	-0.0060034
	0.0750401
	0.936235
	　
	TRUE
	2.02774E-05
	6.89E-05
	42.614226
	103.58561

	EUR
	rs3809047
	C
	T
	11
	46346152
	0.08
	0.028
	0.00331
	2.72E-17
	　
	0.195388
	0.153459
	0.202937
	　
	TRUE
	3.38039E-06
	0.0001154
	71.384607
	103.58561

	EUR
	rs3831093
	G
	GA
	14
	103677292
	0.332
	0.0211
	0.00302
	3.15E-12
	　
	0.0091214
	0.0646638
	0.887824
	　
	TRUE
	2.12649E-08
	0.0001975
	48.728183
	103.58561

	EUR
	rs4307079
	T
	A
	5
	108004881
	0.291
	0.0131
	0.00198
	4.05E-11
	　
	0.0475419
	0.0677328
	0.482739
	　
	TRUE
	0.000116086
	7.081E-05
	43.799902
	103.58561

	EUR
	rs4402868
	A
	T
	3
	65443651
	0.345
	-0.0115
	0.00189
	1.39E-09
	　
	0.0673598
	0.0676478
	0.319375
	　
	TRUE
	0.001030183
	5.977E-05
	36.969417
	103.58561

	EUR
	rs45568238
	G
	C
	20
	63360002
	0.182
	0.0271
	0.00234
	4.61E-31
	　
	0.0584094
	0.0788166
	0.458645
	　
	TRUE
	9.68097E-13
	0.0002187
	133.90621
	103.58561

	EUR
	rs4577498
	T
	C
	3
	196416336
	0.359
	0.0125
	0.00187
	3E-11
	　
	-0.0213595
	0.0691993
	0.757574
	　
	TRUE
	2.73843E-05
	7.191E-05
	44.479952
	103.58561

	EUR
	rs460984
	T
	C
	16
	89646766
	0.447
	0.0143
	0.00181
	2.75E-15
	　
	-0.0082851
	0.0656874
	0.89963
	　
	TRUE
	2.7364E-07
	0.0001011
	62.336846
	103.58561

	EUR
	rs4630328
	A
	G
	11
	113463487
	0.365
	-0.0163
	0.00187
	2.73E-18
	　
	0.0574215
	0.0788314
	0.466364
	　
	TRUE
	1.7422E-07
	0.0001232
	76.182612
	103.58561

	EUR
	rs4775086
	A
	G
	15
	58677093
	0.24
	-0.0124
	0.00211
	3.42E-09
	　
	-0.10558
	0.0659818
	0.109568
	　
	TRUE
	0.007111744
	5.609E-05
	34.693901
	103.58561

	EUR
	rs4856592
	A
	G
	3
	85563580
	0.619
	0.0139
	0.00192
	5.06E-13
	　
	0.0162623
	0.070899
	0.818579
	　
	TRUE
	2.27175E-06
	9.113E-05
	52.169777
	103.58561

	EUR
	rs4917017
	A
	G
	7
	50295636
	0.293
	-0.0153
	0.00202
	3.39E-14
	　
	-0.0248931
	0.0719324
	0.729296
	　
	TRUE
	1.44159E-06
	9.698E-05
	57.419391
	103.58561

	EUR
	rs4933712
	A
	G
	10
	92056728
	0.357
	0.0129
	0.00188
	6.46E-12
	　
	-0.0939926
	0.0699958
	0.179326
	　
	TRUE
	0.000405518
	7.64E-05
	47.2555
	103.58561

	EUR
	rs55828312
	G
	A
	8
	42734459
	0.227
	-0.0324
	0.0023
	4.59E-45
	　
	-0.0143099
	0.0741224
	0.846914
	　
	TRUE
	1.38596E-21
	0.0003684
	198.53321
	103.58561

	EUR
	rs56113850
	C
	T
	19
	40847202
	0.565
	0.0557
	0.00181
	1E-200
	　
	0.0748517
	0.0657163
	0.254698
	　
	TRUE
	8.14565E-85
	0.001525
	944.65121
	103.58561

	EUR
	rs58379124
	C
	T
	8
	42724060
	0.762
	0.0333
	0.00211
	6.54E-56
	　
	0.0255905
	0.0742727
	0.730434
	　
	TRUE
	2.20214E-24
	0.0004022
	248.86033
	103.58561

	EUR
	rs6058750
	C
	T
	20
	32590184
	0.332
	0.0184
	0.00191
	4.78E-22
	　
	0.149604
	0.0644518
	0.0202778
	　
	TRUE
	3.51336E-06
	0.0001502
	92.891502
	103.58561

	EUR
	rs6078373
	A
	G
	20
	11882852
	0.406
	0.0149
	0.00183
	4.94E-16
	　
	-0.103815
	0.0642941
	0.106378
	　
	TRUE
	2.91024E-05
	0.0001071
	66.235694
	103.58561

	EUR
	rs6141314
	A
	G
	20
	32505711
	0.26
	0.0204
	0.00205
	2.9E-23
	　
	0.152994
	0.0670005
	0.0224027
	　
	TRUE
	1.0779E-06
	0.0001601
	99.059362
	103.58561

	EUR
	rs62106258
	C
	T
	2
	417167
	0.044
	-0.0278
	0.00439
	2.15E-10
	　
	-0.295211
	0.228931
	0.197217
	　
	TRUE
	0.001254828
	6.502E-05
	40.215083
	103.58561

	EUR
	rs62373795
	C
	T
	5
	146165084
	0.287
	-0.0125
	0.00199
	3.2E-10
	　
	0.0625529
	0.0680494
	0.357976
	　
	TRUE
	0.000520937
	6.395E-05
	39.553033
	103.58561

	EUR
	rs62373813
	T
	C
	5
	146175759
	0.287
	-0.0138
	0.00206
	2.39E-11
	　
	0.0633314
	0.0680757
	0.352211
	　
	TRUE
	0.000122075
	7.794E-05
	44.739561
	103.58561

	EUR
	rs6446253
	T
	C
	3
	48874010
	0.656
	-0.0124
	0.00197
	2.52E-10
	　
	0.111213
	0.0675375
	0.0996231
	　
	TRUE
	0.002331297
	6.94E-05
	39.725554
	103.58561

	EUR
	rs6499135
	G
	T
	16
	67591969
	0.459
	-0.0113
	0.00181
	4.16E-10
	　
	-0.0305782
	0.0637655
	0.631555
	　
	TRUE
	0.000155419
	6.342E-05
	38.961149
	103.58561

	EUR
	rs66480557
	C
	CA
	1
	77500435
	0.411
	-0.016
	0.00271
	3.41E-09
	　
	-0.0269965
	0.0649963
	0.677882
	　
	TRUE
	8.84233E-06
	0.0001239
	34.760067
	103.58561

	EUR
	rs66726054
	A
	G
	19
	47271190
	0.427
	0.0114
	0.00182
	3.02E-10
	　
	0.0186287
	0.0639371
	0.770776
	　
	TRUE
	8.54397E-05
	6.359E-05
	39.335112
	103.58561

	EUR
	rs6699355
	T
	C
	1
	34919004
	0.875
	-0.0231
	0.00273
	2.51E-17
	　
	0.0893164
	0.0889776
	0.315471
	　
	TRUE
	1.16566E-06
	0.0001167
	71.718318
	103.58561

	EUR
	rs6711254
	A
	G
	2
	624210
	0.83
	0.0174
	0.00239
	3.58E-13
	　
	-0.0127671
	0.0860098
	0.881997
	　
	TRUE
	2.49242E-06
	8.544E-05
	52.847347
	103.58561

	EUR
	rs6775877
	G
	A
	3
	186354846
	0.115
	-0.0166
	0.00282
	3.68E-09
	　
	0.0051751
	0.10661
	0.961284
	　
	TRUE
	0.000112992
	5.609E-05
	34.693029
	103.58561

	EUR
	rs6811929
	T
	A
	4
	42182058
	0.223
	0.0134
	0.00216
	4.96E-10
	　
	-0.220717
	0.0849024
	0.0093317
	　
	TRUE
	0.030855789
	6.223E-05
	38.487799
	103.58561

	EUR
	rs699165
	G
	A
	3
	136505855
	0.748
	0.014
	0.00207
	1.14E-11
	　
	0.02807
	0.0881674
	0.750203
	　
	TRUE
	2.24433E-05
	7.389E-05
	45.703649
	103.58561

	EUR
	rs7101437
	G
	A
	11
	115192921
	0.488
	-0.0128
	0.0018
	1.06E-12
	　
	0.124965
	0.0637156
	0.0498448
	　
	TRUE
	0.001203355
	8.187E-05
	50.641417
	103.58561

	EUR
	rs710284
	C
	T
	14
	98066203
	0.422
	0.012
	0.00182
	5.2E-11
	　
	-0.0168901
	0.0646898
	0.794021
	　
	TRUE
	3.05208E-05
	7.025E-05
	43.450408
	103.58561

	EUR
	rs7139640
	C
	T
	13
	53421752
	0.604
	-0.0112
	0.00184
	1.09E-09
	　
	-0.048408
	0.0656348
	0.460796
	　
	TRUE
	0.000506706
	6.001E-05
	37.115456
	103.58561

	EUR
	rs7240682
	G
	C
	18
	60156805
	0.229
	0.0147
	0.00215
	7.15E-12
	　
	0.0126756
	0.0822684
	0.87755
	　
	TRUE
	9.62649E-06
	7.631E-05
	46.681402
	103.58561

	EUR
	rs72615727
	C
	G
	3
	85560248
	0.621
	0.014
	0.00193
	4.34E-13
	　
	0.0162625
	0.070899
	0.818577
	　
	TRUE
	2.16602E-06
	9.226E-05
	52.815467
	103.58561

	EUR
	rs72736802
	T
	A
	15
	78427159
	0.359
	0.0823
	0.00192
	1E-200
	　
	0.017031
	0.067916
	0.801995
	　
	TRUE
	5.5891E-179
	0.0031173
	1851.2057
	103.58561

	EUR
	rs72895674
	G
	C
	6
	79344046
	0.121
	-0.0165
	0.00275
	2.26E-09
	　
	0.0208619
	0.109534
	0.848948
	　
	TRUE
	0.000128342
	5.791E-05
	35.820188
	103.58561

	EUR
	rs7351050
	A
	G
	19
	4044581
	0.162
	-0.0204
	0.00245
	8.45E-17
	　
	-0.139593
	0.0851167
	0.101001
	　
	TRUE
	1.66599E-05
	0.000113
	69.050699
	103.58561

	EUR
	rs75505227
	G
	T
	9
	133601556
	0.0456
	-0.0437
	0.00431
	3.88E-24
	　
	-0.123878
	0.14917
	0.406285
	　
	TRUE
	1.12439E-09
	0.0001662
	102.8027
	103.58561

	EUR
	rs75596189
	T
	C
	9
	133603579
	0.107
	0.0482
	0.0029
	5.48E-62
	　
	-0.274626
	0.179258
	0.12552
	　
	TRUE
	6.52049E-23
	0.000444
	274.71523
	103.58561

	EUR
	rs7599488
	T
	C
	2
	60491212
	0.434
	0.0147
	0.00181
	5.75E-16
	　
	-0.0629032
	0.0637502
	0.323784
	　
	TRUE
	3.52786E-06
	0.0001062
	65.66705
	103.58561

	EUR
	rs7615675
	A
	G
	3
	48909750
	0.655
	-0.0127
	0.0019
	2.42E-11
	　
	0.107179
	0.0675166
	0.112411
	　
	TRUE
	0.00114533
	7.29E-05
	44.594954
	103.58561

	EUR
	rs77235879
	T
	G
	8
	81112165
	0.347
	-0.0139
	0.00208
	1.82E-11
	　
	-0.052355
	0.0708827
	0.460141
	　
	TRUE
	3.71269E-05
	8.756E-05
	44.852411
	103.58561

	EUR
	rs7732121
	C
	A
	5
	167156593
	0.137
	0.0169
	0.00264
	1.7E-10
	　
	0.0437427
	0.0866445
	0.613663
	　
	TRUE
	0.000101544
	6.754E-05
	40.89346
	103.58561

	EUR
	rs77852438
	T
	C
	3
	85560262
	0.621
	0.014
	0.00193
	3.99E-13
	　
	0.0162625
	0.070899
	0.818577
	　
	TRUE
	2.16602E-06
	9.226E-05
	52.815467
	103.58561

	EUR
	rs78015688
	G
	T
	3
	85561757
	0.621
	0.0142
	0.00199
	9.93E-13
	　
	0.0162623
	0.070899
	0.818579
	　
	TRUE
	2.15108E-06
	9.492E-05
	51.13597
	103.58561

	EUR
	rs78094364
	A
	T
	9
	133601557
	0.0456
	-0.044
	0.00431
	1.78E-24
	　
	-0.123877
	0.14917
	0.406289
	　
	TRUE
	8.42229E-10
	0.0001685
	104.21927
	103.58561

	EUR
	rs78116261
	A
	G
	8
	42808478
	0.125
	-0.0286
	0.00272
	8.42E-26
	　
	-0.0779125
	0.123279
	0.527386
	　
	TRUE
	8.72296E-11
	0.0001789
	110.68491
	103.58561

	EUR
	rs78408772
	T
	C
	2
	62483473
	0.101
	-0.0227
	0.00299
	3.23E-14
	　
	-0.060412
	0.12598
	0.631558
	　
	TRUE
	3.05741E-06
	9.358E-05
	57.880729
	103.58561

	EUR
	rs7872903
	C
	T
	9
	133619170
	0.225
	0.0321
	0.00215
	3.66E-50
	　
	-0.0775417
	0.0828888
	0.349535
	　
	TRUE
	4.18816E-20
	0.0003594
	222.3366
	103.58561

	EUR
	rs7928017
	A
	C
	11
	113578040
	0.43
	-0.0158
	0.00182
	3.17E-18
	　
	-0.0853279
	0.0709333
	0.229003
	　
	TRUE
	1.26E-06
	0.0001224
	75.695699
	103.58561

	EUR
	rs7951365
	C
	T
	11
	16355498
	0.312
	0.0155
	0.00194
	1.12E-15
	　
	-0.0764073
	0.0744903
	0.305016
	　
	TRUE
	6.15825E-06
	0.0001031
	63.798695
	103.58561

	EUR
	rs79739740
	T
	C
	20
	63361115
	0.0801
	0.0419
	0.00345
	6.68E-34
	　
	0.0049659
	0.107454
	0.96314
	　
	TRUE
	2.58218E-16
	0.0002587
	147.38267
	103.58561

	EUR
	rs8098032
	C
	T
	18
	55572071
	0.174
	-0.0165
	0.00237
	3.24E-12
	　
	0.0741689
	0.0880154
	0.399406
	　
	TRUE
	6.95795E-05
	7.826E-05
	48.405169
	103.58561

	EUR
	rs8614
	A
	C
	17
	29261788
	0.187
	0.0169
	0.00231
	2.68E-13
	　
	-0.0579665
	0.0883442
	0.511731
	　
	TRUE
	1.34978E-05
	8.684E-05
	53.716023
	103.58561

	EUR
	rs889398
	T
	C
	16
	69522812
	0.419
	-0.0133
	0.00183
	3.4E-13
	　
	-0.0568193
	0.0647098
	0.379908
	　
	TRUE
	3.20615E-05
	8.612E-05
	53.103975
	103.58561

	EUR
	rs9320505
	C
	G
	6
	97301456
	0.213
	-0.014
	0.0022
	1.75E-10
	　
	-0.0709929
	0.0740256
	0.337542
	　
	TRUE
	0.000475197
	6.571E-05
	40.644288
	103.58561

	EUR
	rs9320508
	T
	C
	6
	97302156
	0.218
	-0.0134
	0.00226
	2.97E-09
	　
	-0.0709641
	0.0740358
	0.337806
	　
	TRUE
	0.000952171
	6.122E-05
	35.045609
	103.58561

	EUR
	rs9564358
	C
	T
	13
	66896030
	0.312
	0.0127
	0.00194
	5.34E-11
	　
	-0.153781
	0.076686
	0.0449273
	　
	TRUE
	0.004637211
	6.924E-05
	42.829314
	103.58561

	EUR
	rs9867678
	G
	A
	3
	138310535
	0.652
	-0.0121
	0.00189
	1.41E-10
	　
	-0.0341093
	0.0664497
	0.607735
	　
	TRUE
	0.00011626
	6.644E-05
	41.094813
	103.58561

	EUR
	rs9881798
	C
	A
	3
	16805459
	0.414
	0.0151
	0.00183
	1.63E-16
	　
	-0.0077523
	0.0656157
	0.905952
	　
	TRUE
	7.68783E-08
	0.0001106
	68.432195
	103.58561

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Cigarettes per day-Conditionally independent
	　
	Generalized pustular psoriasis
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10128753
	A
	C
	11
	31313877
	0.387
	-0.0137
	0.00185
	1.13E-13
	　
	-0.0128195
	0.131008
	0.922049
	　
	TRUE
	1.37648E-06
	8.905E-05
	55.082269
	103.58561

	EUR
	rs10204824
	G
	A
	2
	147615152
	0.644
	-0.0158
	0.00188
	4.73E-17
	　
	0.0270812
	0.130013
	0.834998
	　
	TRUE
	6.41883E-08
	0.0001145
	70.804413
	103.58561

	EUR
	rs10240199
	C
	G
	7
	99599555
	0.109
	-0.0173
	0.00288
	1.93E-09
	　
	0.10545
	0.171779
	0.539302
	　
	TRUE
	0.000438182
	5.813E-05
	35.956899
	103.58561

	EUR
	rs10248004
	T
	C
	7
	144520001
	0.757
	-0.0133
	0.00218
	1.13E-09
	　
	0.146837
	0.135033
	0.276852
	　
	TRUE
	0.000897306
	6.508E-05
	37.356138
	103.58561

	EUR
	rs10519198
	A
	C
	15
	78450412
	0.439
	-0.0285
	0.00181
	1.42E-55
	　
	0.216728
	0.129558
	0.0943626
	　
	TRUE
	4.82183E-20
	0.0004001
	247.54346
	103.58561

	EUR
	rs10742683
	A
	G
	11
	43646075
	0.416
	-0.0137
	0.00182
	5.53E-14
	　
	-0.174937
	0.129409
	0.176433
	　
	TRUE
	7.21014E-05
	9.12E-05
	56.408882
	103.58561

	EUR
	rs10922300
	T
	C
	1
	197845555
	0.164
	-0.0154
	0.00243
	2.58E-10
	　
	-0.0600527
	0.17514
	0.731685
	　
	TRUE
	8.09016E-05
	6.503E-05
	40.09738
	103.58561

	EUR
	rs10992828
	A
	G
	9
	93653086
	0.26
	-0.0127
	0.00205
	5.78E-10
	　
	0.0420642
	0.15445
	0.785355
	　
	TRUE
	9.75925E-05
	6.206E-05
	38.388402
	103.58561

	EUR
	rs11084583
	A
	G
	19
	31375893
	0.391
	0.0131
	0.00184
	1.4E-12
	　
	0.0861025
	0.129
	0.504477
	　
	TRUE
	2.5287E-05
	8.173E-05
	50.551344
	103.58561

	EUR
	rs111319645
	C
	G
	1
	150245421
	0.129
	0.0174
	0.00288
	1.52E-09
	　
	0.0344022
	0.183321
	0.851143
	　
	TRUE
	5.91769E-05
	6.804E-05
	36.653351
	103.58561

	EUR
	rs11135997
	G
	A
	8
	27554357
	0.845
	0.0206
	0.00267
	1.13E-14
	　
	0.112329
	0.169709
	0.508042
	　
	TRUE
	1.34262E-06
	0.0001112
	59.436667
	103.58561

	EUR
	rs111373319
	T
	C
	19
	45661809
	0.177
	0.014
	0.00238
	3.56E-09
	　
	0.0388792
	0.166189
	0.815028
	　
	TRUE
	0.000184695
	5.71E-05
	34.675227
	103.58561

	EUR
	rs112042980
	C
	T
	12
	74537108
	0.124
	-0.0178
	0.00273
	7.57E-11
	　
	0.0499408
	0.196514
	0.799392
	　
	TRUE
	3.70271E-05
	6.883E-05
	42.575157
	103.58561

	EUR
	rs11298072
	C
	CA
	20
	32566425
	0.263
	0.0178
	0.00303
	3.96E-09
	　
	0.117673
	0.136561
	0.388859
	　
	TRUE
	3.34065E-05
	0.0001228
	34.446593
	103.58561

	EUR
	rs112990034
	G
	A
	19
	5795915
	0.255
	0.0128
	0.00208
	7.75E-10
	　
	-0.112439
	0.155339
	0.469168
	　
	TRUE
	0.000374249
	6.225E-05
	37.693215
	103.58561

	EUR
	rs113067637
	A
	G
	9
	133587289
	0.103
	0.0297
	0.00434
	7.72E-12
	　
	-0.093149
	0.370151
	0.801311
	　
	TRUE
	1.40423E-07
	0.000163
	46.783745
	103.58561

	EUR
	rs113071160
	C
	T
	7
	75515227
	0.119
	0.017
	0.00278
	1E-09
	　
	-0.218855
	0.290462
	0.451165
	　
	TRUE
	0.000493426
	6.06E-05
	37.439181
	103.58561

	EUR
	rs113479202
	T
	C
	1
	117381431
	0.117
	-0.018
	0.00291
	6.1E-10
	　
	0.126745
	0.201254
	0.528842
	　
	TRUE
	0.00020013
	6.695E-05
	38.322587
	103.58561

	EUR
	rs113620077
	T
	C
	2
	63101639
	0.189
	0.0149
	0.00229
	8.35E-11
	　
	-0.0005586
	0.150577
	0.99704
	　
	TRUE
	1.67743E-05
	6.806E-05
	42.096436
	103.58561

	EUR
	rs11648938
	C
	T
	16
	12000292
	0.595
	-0.0127
	0.00183
	3.99E-12
	　
	0.097171
	0.127935
	0.447532
	　
	TRUE
	5.60797E-05
	7.773E-05
	47.930215
	103.58561

	EUR
	rs11672911
	A
	G
	19
	41002839
	0.308
	-0.022
	0.00195
	1.15E-29
	　
	-0.0846031
	0.13405
	0.527956
	　
	TRUE
	2.66198E-12
	0.0002063
	127.62988
	103.58561

	EUR
	rs11697662
	T
	C
	20
	63360653
	0.801
	-0.0347
	0.00226
	6.11E-53
	　
	-0.0033381
	0.149257
	0.982157
	　
	TRUE
	2.56979E-24
	0.0003839
	235.10061
	103.58561

	EUR
	rs11725618
	C
	T
	4
	66188051
	0.283
	0.0196
	0.002
	1.17E-22
	　
	0.140691
	0.144311
	0.329601
	　
	TRUE
	8.61816E-09
	0.0001559
	96.437516
	103.58561

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.0262
	-0.125
	0.00563
	4.75E-109
	　
	-0.202336
	0.437595
	0.643809
	　
	TRUE
	1.02867E-46
	0.0007973
	492.9658
	103.58561

	EUR
	rs117911387
	A
	G
	9
	127684557
	0.0408
	-0.03
	0.00455
	3.97E-11
	　
	-0.471227
	0.491081
	0.337272
	　
	TRUE
	0.000267388
	7.044E-05
	43.57155
	103.58561

	EUR
	rs11881918
	A
	G
	19
	40828294
	0.0772
	-0.0546
	0.00337
	4.72E-59
	　
	-0.336997
	0.202995
	0.096888
	　
	TRUE
	2.56299E-21
	0.0004248
	262.81809
	103.58561

	EUR
	rs12127865
	G
	A
	1
	33337335
	0.441
	0.0135
	0.00181
	9.27E-14
	　
	0.080974
	0.128251
	0.5278
	　
	TRUE
	7.88299E-06
	8.986E-05
	55.405534
	103.58561

	EUR
	rs1217106
	G
	A
	8
	63655112
	0.788
	-0.0181
	0.0022
	1.81E-16
	　
	-0.352499
	0.164318
	0.0319352
	　
	TRUE
	0.000124183
	0.0001095
	67.706028
	103.58561

	EUR
	rs12447501
	T
	C
	16
	49694070
	0.231
	-0.013
	0.00214
	1.27E-09
	　
	0.119545
	0.15807
	0.449482
	　
	TRUE
	0.000544131
	6.004E-05
	37.020927
	103.58561

	EUR
	rs12514566
	A
	G
	5
	7391349
	0.338
	-0.0119
	0.0019
	4.36E-10
	　
	-0.221173
	0.151248
	0.143652
	　
	TRUE
	0.002291725
	6.337E-05
	39.19735
	103.58561

	EUR
	rs12590968
	C
	G
	14
	103670296
	0.328
	0.0171
	0.00191
	3.59E-19
	　
	-0.0779042
	0.130469
	0.550434
	　
	TRUE
	4.29178E-08
	0.0001289
	79.735532
	103.58561

	EUR
	rs12638345
	T
	C
	3
	24856742
	0.587
	0.012
	0.00183
	5.39E-11
	　
	0.145551
	0.139215
	0.295784
	　
	TRUE
	0.000375491
	6.982E-05
	43.185857
	103.58561

	EUR
	rs12902602
	G
	A
	15
	78675059
	0.401
	0.0649
	0.00183
	1E-200
	　
	0.20658
	0.135609
	0.127671
	　
	TRUE
	2.117E-110
	0.0020234
	1254.0095
	103.58561

	EUR
	rs1291809
	C
	G
	10
	11088455
	0.387
	-0.0122
	0.00185
	3.32E-11
	　
	-0.0050503
	0.133593
	0.969844
	　
	TRUE
	1.44625E-05
	7.062E-05
	43.679971
	103.58561

	EUR
	rs12922230
	T
	C
	16
	64915319
	0.331
	0.0113
	0.00191
	4.12E-09
	　
	-0.0063253
	0.139593
	0.963859
	　
	TRUE
	0.000102094
	5.655E-05
	34.868378
	103.58561

	EUR
	rs12967143
	C
	G
	18
	55431781
	0.699
	-0.0137
	0.00196
	2.92E-12
	　
	-0.0463645
	0.14711
	0.752634
	　
	TRUE
	1.13144E-05
	7.898E-05
	48.8517
	103.58561

	EUR
	rs13072911
	G
	T
	3
	48924695
	0.656
	-0.0137
	0.00193
	1.27E-12
	　
	-0.0704701
	0.135863
	0.603981
	　
	TRUE
	1.23622E-05
	8.471E-05
	50.151829
	103.58561

	EUR
	rs13269731
	C
	T
	8
	68285578
	0.6
	0.0158
	0.00195
	6.47E-16
	　
	-0.0056132
	0.13593
	0.967061
	　
	TRUE
	3.40707E-08
	0.0001198
	65.422946
	103.58561

	EUR
	rs1375550
	G
	A
	3
	85564230
	0.621
	0.014
	0.00193
	3.95E-13
	　
	-0.288867
	0.141879
	0.0417494
	　
	TRUE
	0.000660933
	9.226E-05
	52.815467
	103.58561

	EUR
	rs141486917
	A
	G
	14
	82664316
	0.0873
	0.019
	0.00319
	2.23E-09
	　
	0.195222
	0.206042
	0.34339
	　
	TRUE
	0.001228256
	5.753E-05
	35.582385
	103.58561

	EUR
	rs1449371
	C
	T
	3
	85558173
	0.621
	0.0144
	0.00185
	6.57E-15
	　
	-0.288832
	0.141878
	0.0417725
	　
	TRUE
	0.000287605
	9.761E-05
	60.375224
	103.58561

	EUR
	rs1449382
	A
	G
	3
	85562903
	0.622
	0.0142
	0.00185
	1.92E-14
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000378476
	9.482E-05
	58.649002
	103.58561

	EUR
	rs145483821
	G
	T
	3
	89295390
	0.46
	-0.0119
	0.00195
	9E-10
	　
	0.0455775
	0.128109
	0.722013
	　
	TRUE
	7.70188E-05
	7.035E-05
	37.330824
	103.58561

	EUR
	rs150299
	T
	C
	15
	89400106
	0.516
	0.0143
	0.00184
	8.36E-15
	　
	0.065416
	0.128099
	0.609583
	　
	TRUE
	1.378E-06
	0.0001021
	60.47252
	103.58561

	EUR
	rs1528844
	T
	C
	2
	147749726
	0.717
	0.0145
	0.002
	3.6E-13
	　
	0.177107
	0.165775
	0.285357
	　
	TRUE
	6.38647E-05
	8.532E-05
	52.776335
	103.58561

	EUR
	rs1565735
	A
	T
	8
	27568560
	0.2
	0.0189
	0.00225
	3.55E-17
	　
	-0.24117
	0.181363
	0.183596
	　
	TRUE
	5.0359E-06
	0.0001143
	70.705599
	103.58561

	EUR
	rs1582325
	G
	A
	16
	52088108
	0.609
	-0.0163
	0.00185
	9.57E-19
	　
	-0.149632
	0.138276
	0.279195
	　
	TRUE
	4.99456E-07
	0.0001265
	78.022596
	103.58561

	EUR
	rs1601071
	A
	G
	2
	185108555
	0.618
	-0.0117
	0.00185
	2.87E-10
	　
	0.140721
	0.139622
	0.313517
	　
	TRUE
	0.000602041
	6.463E-05
	39.977184
	103.58561

	EUR
	rs1657936
	T
	C
	15
	56820815
	0.792
	-0.0196
	0.00221
	7.47E-19
	　
	-0.0884717
	0.178403
	0.619959
	　
	TRUE
	3.82827E-08
	0.0001266
	78.291786
	103.58561

	EUR
	rs17153597
	A
	G
	5
	125890296
	0.208
	-0.0133
	0.00222
	1.79E-09
	　
	-0.0913953
	0.188182
	0.627197
	　
	TRUE
	0.000316408
	5.828E-05
	36.04771
	103.58561

	EUR
	rs17459563
	A
	G
	3
	85560215
	0.62
	0.0142
	0.00185
	1.52E-14
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000378476
	9.501E-05
	58.769746
	103.58561

	EUR
	rs1870293
	C
	T
	16
	30959620
	0.637
	-0.0119
	0.00187
	1.78E-10
	　
	-0.140875
	0.133598
	0.291667
	　
	TRUE
	0.000612437
	6.549E-05
	40.379841
	103.58561

	EUR
	rs1892559
	G
	C
	14
	71854705
	0.331
	0.0115
	0.00191
	1.7E-09
	　
	0.0898759
	0.131785
	0.495246
	　
	TRUE
	0.000512463
	5.857E-05
	36.227286
	103.58561

	EUR
	rs1950381
	C
	T
	14
	47483918
	0.374
	0.012
	0.00186
	1.16E-10
	　
	-0.0418946
	0.129326
	0.74598
	　
	TRUE
	5.635E-05
	6.743E-05
	41.705975
	103.58561

	EUR
	rs2072659
	G
	C
	1
	154576045
	0.0984
	-0.0261
	0.00302
	6.08E-18
	　
	-0.0928523
	0.211397
	0.660494
	　
	TRUE
	6.79506E-08
	0.0001209
	74.5313
	103.58561

	EUR
	rs2074393
	C
	G
	4
	104593175
	0.303
	-0.0129
	0.00196
	5.03E-11
	　
	0.0019213
	0.130746
	0.988275
	　
	TRUE
	1.38983E-05
	7.029E-05
	43.475634
	103.58561

	EUR
	rs2133203
	T
	C
	1
	77508845
	0.416
	-0.0138
	0.0019
	2.88E-13
	　
	0.206173
	0.131134
	0.115896
	　
	TRUE
	0.000174576
	9.253E-05
	52.971066
	103.58561

	EUR
	rs215600
	A
	G
	7
	32294030
	0.644
	-0.0214
	0.00188
	4.76E-30
	　
	-0.0075874
	0.142121
	0.957424
	　
	TRUE
	6.66206E-14
	0.00021
	129.90181
	103.58561

	EUR
	rs2167046
	A
	G
	3
	85537656
	0.621
	0.0139
	0.00193
	4.74E-13
	　
	-0.290715
	0.141533
	0.0399724
	　
	TRUE
	0.000788016
	9.095E-05
	52.063587
	103.58561

	EUR
	rs2226279
	A
	G
	1
	67836341
	0.635
	-0.0114
	0.00187
	1.06E-09
	　
	-0.021078
	0.128475
	0.869681
	　
	TRUE
	9.00772E-05
	6.024E-05
	37.144853
	103.58561

	EUR
	rs2231156
	A
	C
	4
	88099275
	0.0942
	-0.0216
	0.00308
	2.16E-12
	　
	-0.176202
	0.272912
	0.518515
	　
	TRUE
	3.20992E-05
	7.962E-05
	49.247691
	103.58561

	EUR
	rs2273500
	C
	T
	20
	63355597
	0.151
	0.0404
	0.00252
	8.19E-58
	　
	-0.0042714
	0.156403
	0.978212
	　
	TRUE
	2.38255E-26
	0.0004185
	256.31358
	103.58561

	EUR
	rs2326316
	G
	C
	3
	85543295
	0.616
	0.0138
	0.00203
	1.25E-11
	　
	-0.290443
	0.141564
	0.0402004
	　
	TRUE
	0.001107733
	9.009E-05
	46.151386
	103.58561

	EUR
	rs2447091
	C
	T
	17
	2392720
	0.389
	0.013
	0.00184
	1.64E-12
	　
	0.0405837
	0.130109
	0.755101
	　
	TRUE
	8.8815E-06
	8.034E-05
	49.690456
	103.58561

	EUR
	rs258776
	T
	C
	5
	143185296
	0.458
	-0.0112
	0.0018
	4.65E-10
	　
	0.0351214
	0.128414
	0.784468
	　
	TRUE
	9.09399E-05
	6.228E-05
	38.520191
	103.58561

	EUR
	rs2602929
	C
	T
	1
	77336011
	0.211
	0.0137
	0.00221
	5.72E-10
	　
	-0.188661
	0.143091
	0.187346
	　
	TRUE
	0.001812874
	6.249E-05
	38.53221
	103.58561

	EUR
	rs28399442
	A
	C
	19
	40848553
	0.0244
	-0.11
	0.00583
	1.71E-79
	　
	-0.246618
	0.440195
	0.575311
	　
	TRUE
	1.4859E-33
	0.0005761
	356.10375
	103.58561

	EUR
	rs28399448
	T
	C
	19
	40847031
	0.0235
	-0.108
	0.00617
	5.47E-69
	　
	-0.061013
	0.440058
	0.889729
	　
	TRUE
	9.10666E-32
	0.0005353
	307.06466
	103.58561

	EUR
	rs28399462
	A
	G
	19
	40844710
	0.026
	-0.106
	0.00565
	6.24E-79
	　
	-0.0672978
	0.440724
	0.878636
	　
	TRUE
	8.34493E-35
	0.0005691
	351.77953
	103.58561

	EUR
	rs2851509
	G
	A
	7
	69615452
	0.719
	0.0117
	0.002
	4.33E-09
	　
	0.0867674
	0.13803
	0.529602
	　
	TRUE
	0.000671354
	5.531E-05
	34.213029
	103.58561

	EUR
	rs2867125
	C
	T
	2
	622827
	0.829
	0.0163
	0.00248
	4.42E-11
	　
	0.0194394
	0.171971
	0.91
	　
	TRUE
	1.31341E-05
	7.533E-05
	43.240114
	103.58561

	EUR
	rs28694505
	T
	C
	18
	40693211
	0.209
	0.0137
	0.00221
	6.42E-10
	　
	-0.206742
	0.152807
	0.176067
	　
	TRUE
	0.002007407
	6.206E-05
	38.384106
	103.58561

	EUR
	rs3021131
	A
	C
	4
	2917248
	0.275
	-0.0164
	0.00201
	4.58E-16
	　
	0.221009
	0.135045
	0.101722
	　
	TRUE
	2.99372E-05
	0.0001072
	66.338485
	103.58561

	EUR
	rs3025388
	G
	A
	9
	133638134
	0.17
	-0.0327
	0.0024
	1.59E-42
	　
	0.0157802
	0.177829
	0.92929
	　
	TRUE
	3.49983E-19
	0.0003018
	186.68704
	103.58561

	EUR
	rs34357723
	T
	C
	16
	89820111
	0.251
	-0.0126
	0.00208
	1.12E-09
	　
	0.225333
	0.161072
	0.161825
	　
	TRUE
	0.003023665
	5.969E-05
	36.80601
	103.58561

	EUR
	rs34839
	C
	T
	16
	28478025
	0.451
	0.0119
	0.00188
	2.35E-10
	　
	-0.204771
	0.128709
	0.111617
	　
	TRUE
	0.001876023
	7.012E-05
	40.117252
	103.58561

	EUR
	rs35116962
	G
	GT
	8
	42690519
	0.767
	0.0354
	0.00337
	8.28E-26
	　
	0.0536996
	0.151222
	0.72251
	　
	TRUE
	7.62893E-17
	0.0004479
	110.55219
	103.58561

	EUR
	rs35247189
	A
	C
	12
	6748732
	0.223
	-0.0141
	0.00216
	7.47E-11
	　
	0.0045794
	0.150439
	0.975716
	　
	TRUE
	1.72336E-05
	6.89E-05
	42.614226
	103.58561

	EUR
	rs3809047
	C
	T
	11
	46346152
	0.08
	0.028
	0.00331
	2.72E-17
	　
	-0.326801
	0.30544
	0.284649
	　
	TRUE
	1.60867E-06
	0.0001154
	71.384607
	103.58561

	EUR
	rs3831093
	G
	GA
	14
	103677292
	0.332
	0.0211
	0.00302
	3.15E-12
	　
	-0.0786725
	0.130454
	0.546465
	　
	TRUE
	9.72174E-08
	0.0001975
	48.728183
	103.58561

	EUR
	rs4307079
	T
	A
	5
	108004881
	0.291
	0.0131
	0.00198
	4.05E-11
	　
	-0.039596
	0.136516
	0.771781
	　
	TRUE
	3.15582E-05
	7.081E-05
	43.799902
	103.58561

	EUR
	rs4402868
	A
	T
	3
	65443651
	0.345
	-0.0115
	0.00189
	1.39E-09
	　
	-0.138363
	0.136522
	0.310828
	　
	TRUE
	0.001083683
	5.977E-05
	36.969417
	103.58561

	EUR
	rs45568238
	G
	C
	20
	63360002
	0.182
	0.0271
	0.00234
	4.61E-31
	　
	-0.146354
	0.158503
	0.355827
	　
	TRUE
	2.61713E-12
	0.0002187
	133.90621
	103.58561

	EUR
	rs4577498
	T
	C
	3
	196416336
	0.359
	0.0125
	0.00187
	3E-11
	　
	-0.160775
	0.139501
	0.249113
	　
	TRUE
	0.000369899
	7.191E-05
	44.479952
	103.58561

	EUR
	rs460984
	T
	C
	16
	89646766
	0.447
	0.0143
	0.00181
	2.75E-15
	　
	-0.0069401
	0.132608
	0.958261
	　
	TRUE
	2.04859E-07
	0.0001011
	62.336846
	103.58561

	EUR
	rs4630328
	A
	G
	11
	113463487
	0.365
	-0.0163
	0.00187
	2.73E-18
	　
	0.0964844
	0.15929
	0.544703
	　
	TRUE
	1.06336E-07
	0.0001232
	76.182612
	103.58561

	EUR
	rs4775086
	A
	G
	15
	58677093
	0.24
	-0.0124
	0.00211
	3.42E-09
	　
	-0.0293719
	0.132521
	0.824595
	　
	TRUE
	0.000196248
	5.609E-05
	34.693901
	103.58561

	EUR
	rs4856592
	A
	G
	3
	85563580
	0.619
	0.0139
	0.00192
	5.06E-13
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000684317
	9.113E-05
	52.169777
	103.58561

	EUR
	rs4917017
	A
	G
	7
	50295636
	0.293
	-0.0153
	0.00202
	3.39E-14
	　
	-0.0042365
	0.144454
	0.976603
	　
	TRUE
	4.34559E-07
	9.698E-05
	57.419391
	103.58561

	EUR
	rs4933712
	A
	G
	10
	92056728
	0.357
	0.0129
	0.00188
	6.46E-12
	　
	-0.0539434
	0.141263
	0.702561
	　
	TRUE
	2.08471E-05
	7.64E-05
	47.2555
	103.58561

	EUR
	rs55828312
	G
	A
	8
	42734459
	0.227
	-0.0324
	0.0023
	4.59E-45
	　
	0.0426619
	0.149632
	0.775557
	　
	TRUE
	2.68682E-21
	0.0003684
	198.53321
	103.58561

	EUR
	rs56113850
	C
	T
	19
	40847202
	0.565
	0.0557
	0.00181
	1E-200
	　
	0.113401
	0.131557
	0.38869
	　
	TRUE
	1.50115E-86
	0.001525
	944.65121
	103.58561

	EUR
	rs58379124
	C
	T
	8
	42724060
	0.762
	0.0333
	0.00211
	6.54E-56
	　
	-0.0274526
	0.149891
	0.85468
	　
	TRUE
	6.45258E-25
	0.0004022
	248.86033
	103.58561

	EUR
	rs6058750
	C
	T
	20
	32590184
	0.332
	0.0184
	0.00191
	4.78E-22
	　
	0.070558
	0.129501
	0.58586
	　
	TRUE
	2.40075E-09
	0.0001502
	92.891502
	103.58561

	EUR
	rs6078373
	A
	G
	20
	11882852
	0.406
	0.0149
	0.00183
	4.94E-16
	　
	0.038752
	0.129309
	0.764416
	　
	TRUE
	2.4084E-07
	0.0001071
	66.235694
	103.58561

	EUR
	rs6141314
	A
	G
	20
	32505711
	0.26
	0.0204
	0.00205
	2.9E-23
	　
	0.192511
	0.134613
	0.152685
	　
	TRUE
	3.49199E-08
	0.0001601
	99.059362
	103.58561

	EUR
	rs62106258
	C
	T
	2
	417167
	0.044
	-0.0278
	0.00439
	2.15E-10
	　
	-1.03128
	0.463445
	0.0260651
	　
	TRUE
	0.011614499
	6.502E-05
	40.215083
	103.58561

	EUR
	rs62373795
	C
	T
	5
	146165084
	0.287
	-0.0125
	0.00199
	3.2E-10
	　
	0.11612
	0.137207
	0.397381
	　
	TRUE
	0.00042607
	6.395E-05
	39.553033
	103.58561

	EUR
	rs62373813
	T
	C
	5
	146175759
	0.287
	-0.0138
	0.00206
	2.39E-11
	　
	0.113725
	0.137228
	0.407256
	　
	TRUE
	9.01329E-05
	7.794E-05
	44.739561
	103.58561

	EUR
	rs6446253
	T
	C
	3
	48874010
	0.656
	-0.0124
	0.00197
	2.52E-10
	　
	-0.0689304
	0.135935
	0.612097
	　
	TRUE
	0.000103242
	6.94E-05
	39.725554
	103.58561

	EUR
	rs6499135
	G
	T
	16
	67591969
	0.459
	-0.0113
	0.00181
	4.16E-10
	　
	-0.199217
	0.128415
	0.120817
	　
	TRUE
	0.002891199
	6.342E-05
	38.961149
	103.58561

	EUR
	rs66480557
	C
	CA
	1
	77500435
	0.411
	-0.016
	0.00271
	3.41E-09
	　
	0.205173
	0.131168
	0.11777
	　
	TRUE
	0.000179405
	0.0001239
	34.760067
	103.58561

	EUR
	rs66726054
	A
	G
	19
	47271190
	0.427
	0.0114
	0.00182
	3.02E-10
	　
	0.289234
	0.128888
	0.0248279
	　
	TRUE
	0.013740704
	6.359E-05
	39.335112
	103.58561

	EUR
	rs6699355
	T
	C
	1
	34919004
	0.875
	-0.0231
	0.00273
	2.51E-17
	　
	-0.362836
	0.177682
	0.0411462
	　
	TRUE
	4.44672E-05
	0.0001167
	71.718318
	103.58561

	EUR
	rs6711254
	A
	G
	2
	624210
	0.83
	0.0174
	0.00239
	3.58E-13
	　
	0.0195454
	0.171962
	0.909507
	　
	TRUE
	2.20411E-06
	8.544E-05
	52.847347
	103.58561

	EUR
	rs6775877
	G
	A
	3
	186354846
	0.115
	-0.0166
	0.00282
	3.68E-09
	　
	-0.0276303
	0.213333
	0.896948
	　
	TRUE
	0.000145104
	5.609E-05
	34.693029
	103.58561

	EUR
	rs6811929
	T
	A
	4
	42182058
	0.223
	0.0134
	0.00216
	4.96E-10
	　
	-0.0504846
	0.166744
	0.762068
	　
	TRUE
	0.000104723
	6.223E-05
	38.487799
	103.58561

	EUR
	rs699165
	G
	A
	3
	136505855
	0.748
	0.014
	0.00207
	1.14E-11
	　
	0.0909986
	0.17657
	0.606296
	　
	TRUE
	4.30617E-05
	7.389E-05
	45.703649
	103.58561

	EUR
	rs7101437
	G
	A
	11
	115192921
	0.488
	-0.0128
	0.0018
	1.06E-12
	　
	0.0794567
	0.128329
	0.535808
	　
	TRUE
	2.20719E-05
	8.187E-05
	50.641417
	103.58561

	EUR
	rs710284
	C
	T
	14
	98066203
	0.422
	0.012
	0.00182
	5.2E-11
	　
	-0.007918
	0.12989
	0.951392
	　
	TRUE
	1.57039E-05
	7.025E-05
	43.450408
	103.58561

	EUR
	rs7139640
	C
	T
	13
	53421752
	0.604
	-0.0112
	0.00184
	1.09E-09
	　
	-0.0960146
	0.131654
	0.46582
	　
	TRUE
	0.000496956
	6.001E-05
	37.115456
	103.58561

	EUR
	rs7240682
	G
	C
	18
	60156805
	0.229
	0.0147
	0.00215
	7.15E-12
	　
	-0.0077955
	0.165724
	0.962482
	　
	TRUE
	6.65506E-06
	7.631E-05
	46.681402
	103.58561

	EUR
	rs72615727
	C
	G
	3
	85560248
	0.621
	0.014
	0.00193
	4.34E-13
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000660532
	9.226E-05
	52.815467
	103.58561

	EUR
	rs72736802
	T
	A
	15
	78427159
	0.359
	0.0823
	0.00192
	1E-200
	　
	-0.0006087
	0.136834
	0.996451
	　
	TRUE
	3.5399E-181
	0.0031173
	1851.2057
	103.58561

	EUR
	rs72895674
	G
	C
	6
	79344046
	0.121
	-0.0165
	0.00275
	2.26E-09
	　
	-0.0954228
	0.223486
	0.669397
	　
	TRUE
	0.000260768
	5.791E-05
	35.820188
	103.58561

	EUR
	rs7351050
	A
	G
	19
	4044581
	0.162
	-0.0204
	0.00245
	8.45E-17
	　
	-0.2064
	0.171046
	0.22755
	　
	TRUE
	3.69123E-06
	0.000113
	69.050699
	103.58561

	EUR
	rs75505227
	G
	T
	9
	133601556
	0.0456
	-0.0437
	0.00431
	3.88E-24
	　
	0.684511
	0.226134
	0.0024698
	　
	TRUE
	8.88377E-06
	0.0001662
	102.8027
	103.58561

	EUR
	rs75596189
	T
	C
	9
	133603579
	0.107
	0.0482
	0.0029
	5.48E-62
	　
	-0.123238
	0.361726
	0.733334
	　
	TRUE
	6.22866E-27
	0.000444
	274.71523
	103.58561

	EUR
	rs7599488
	T
	C
	2
	60491212
	0.434
	0.0147
	0.00181
	5.75E-16
	　
	-0.237816
	0.128621
	0.0644629
	　
	TRUE
	6.61279E-05
	0.0001062
	65.66705
	103.58561

	EUR
	rs7615675
	A
	G
	3
	48909750
	0.655
	-0.0127
	0.0019
	2.42E-11
	　
	-0.0711746
	0.135867
	0.60038
	　
	TRUE
	5.20324E-05
	7.29E-05
	44.594954
	103.58561

	EUR
	rs77235879
	T
	G
	8
	81112165
	0.347
	-0.0139
	0.00208
	1.82E-11
	　
	-0.189724
	0.142332
	0.182543
	　
	TRUE
	0.000218078
	8.756E-05
	44.852411
	103.58561

	EUR
	rs7732121
	C
	A
	5
	167156593
	0.137
	0.0169
	0.00264
	1.7E-10
	　
	-0.262593
	0.176039
	0.135784
	　
	TRUE
	0.001634628
	6.754E-05
	40.89346
	103.58561

	EUR
	rs77852438
	T
	C
	3
	85560262
	0.621
	0.014
	0.00193
	3.99E-13
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000660532
	9.226E-05
	52.815467
	103.58561

	EUR
	rs78015688
	G
	T
	3
	85561757
	0.621
	0.0142
	0.00199
	9.93E-13
	　
	-0.288833
	0.141878
	0.0417715
	　
	TRUE
	0.000613612
	9.492E-05
	51.13597
	103.58561

	EUR
	rs78094364
	A
	T
	9
	133601557
	0.0456
	-0.044
	0.00431
	1.78E-24
	　
	0.68451
	0.226133
	0.0024698
	　
	TRUE
	7.16377E-06
	0.0001685
	104.21927
	103.58561

	EUR
	rs78116261
	A
	G
	8
	42808478
	0.125
	-0.0286
	0.00272
	8.42E-26
	　
	0.0837011
	0.246381
	0.734066
	　
	TRUE
	2.01321E-11
	0.0001789
	110.68491
	103.58561

	EUR
	rs78408772
	T
	C
	2
	62483473
	0.101
	-0.0227
	0.00299
	3.23E-14
	　
	0.0190036
	0.254706
	0.940525
	　
	TRUE
	6.71982E-07
	9.358E-05
	57.880729
	103.58561

	EUR
	rs7872903
	C
	T
	9
	133619170
	0.225
	0.0321
	0.00215
	3.66E-50
	　
	-0.160818
	0.166758
	0.334855
	　
	TRUE
	5.22907E-20
	0.0003594
	222.3366
	103.58561

	EUR
	rs7928017
	A
	C
	11
	113578040
	0.43
	-0.0158
	0.00182
	3.17E-18
	　
	-0.0481605
	0.142974
	0.736231
	　
	TRUE
	3.93492E-08
	0.0001224
	75.695699
	103.58561

	EUR
	rs7951365
	C
	T
	11
	16355498
	0.312
	0.0155
	0.00194
	1.12E-15
	　
	0.0886089
	0.150019
	0.554753
	　
	TRUE
	1.26149E-06
	0.0001031
	63.798695
	103.58561

	EUR
	rs79739740
	T
	C
	20
	63361115
	0.0801
	0.0419
	0.00345
	6.68E-34
	　
	-0.532489
	0.21714
	0.0141948
	　
	TRUE
	1.37001E-10
	0.0002587
	147.38267
	103.58561

	EUR
	rs8098032
	C
	T
	18
	55572071
	0.174
	-0.0165
	0.00237
	3.24E-12
	　
	0.289431
	0.177497
	0.102971
	　
	TRUE
	0.000709222
	7.826E-05
	48.405169
	103.58561

	EUR
	rs8614
	A
	C
	17
	29261788
	0.187
	0.0169
	0.00231
	2.68E-13
	　
	0.0413936
	0.17823
	0.816345
	　
	TRUE
	3.03441E-06
	8.684E-05
	53.716023
	103.58561

	EUR
	rs889398
	T
	C
	16
	69522812
	0.419
	-0.0133
	0.00183
	3.4E-13
	　
	-0.0067637
	0.130806
	0.958762
	　
	TRUE
	1.78697E-06
	8.612E-05
	53.103975
	103.58561

	EUR
	rs9320505
	C
	G
	6
	97301456
	0.213
	-0.014
	0.0022
	1.75E-10
	　
	-0.174554
	0.147958
	0.238097
	　
	TRUE
	0.000875109
	6.571E-05
	40.644288
	103.58561

	EUR
	rs9320508
	T
	C
	6
	97302156
	0.218
	-0.0134
	0.00226
	2.97E-09
	　
	-0.174215
	0.147965
	0.239032
	　
	TRUE
	0.001677617
	6.122E-05
	35.045609
	103.58561

	EUR
	rs9564358
	C
	T
	13
	66896030
	0.312
	0.0127
	0.00194
	5.34E-11
	　
	0.146607
	0.155025
	0.344304
	　
	TRUE
	0.000289765
	6.924E-05
	42.829314
	103.58561

	EUR
	rs9867678
	G
	A
	3
	138310535
	0.652
	-0.0121
	0.00189
	1.41E-10
	　
	-0.0017734
	0.134293
	0.989464
	　
	TRUE
	2.36033E-05
	6.644E-05
	41.094813
	103.58561

	EUR
	rs9881798
	C
	A
	3
	16805459
	0.414
	0.0151
	0.00183
	1.63E-16
	　
	-0.0468963
	0.132572
	0.723532
	　
	TRUE
	2.03069E-07
	0.0001106
	68.432195
	103.58561

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Cigarettes per day-Conditionally independent
	　
	Psoriatic arthropathies
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10128753
	A
	C
	11
	31313877
	0.387
	-0.0137
	0.00185
	1.13E-13
	　
	-0.0127424
	0.0223567
	0.568706
	　
	TRUE
	0.000114007
	8.905E-05
	55.082269
	104.64626

	EUR
	rs10204824
	G
	A
	2
	147615152
	0.644
	-0.0158
	0.00188
	4.73E-17
	　
	0.0025572
	0.022093
	0.907855
	　
	TRUE
	1.50639E-06
	0.0001145
	70.804413
	104.64626

	EUR
	rs10240199
	C
	G
	7
	99599555
	0.109
	-0.0173
	0.00288
	1.93E-09
	　
	0.0382224
	0.0294979
	0.195056
	　
	TRUE
	0.014159255
	5.813E-05
	35.956899
	104.64626

	EUR
	rs10248004
	T
	C
	7
	144520001
	0.757
	-0.0133
	0.00218
	1.13E-09
	　
	-0.0023205
	0.0231471
	0.920146
	　
	TRUE
	0.000360375
	6.508E-05
	37.356138
	104.64626

	EUR
	rs10519198
	A
	C
	15
	78450412
	0.439
	-0.0285
	0.00181
	1.42E-55
	　
	0.027615
	0.0220903
	0.211265
	　
	TRUE
	3.00709E-16
	0.0004001
	247.54346
	104.64626

	EUR
	rs10742683
	A
	G
	11
	43646075
	0.416
	-0.0137
	0.00182
	5.53E-14
	　
	-0.0283944
	0.0221084
	0.199027
	　
	TRUE
	0.00080873
	9.12E-05
	56.408882
	104.64626

	EUR
	rs10922300
	T
	C
	1
	197845555
	0.164
	-0.0154
	0.00243
	2.58E-10
	　
	0.0064613
	0.0297826
	0.828247
	　
	TRUE
	0.000421802
	6.503E-05
	40.09738
	104.64626

	EUR
	rs10992828
	A
	G
	9
	93653086
	0.26
	-0.0127
	0.00205
	5.78E-10
	　
	-0.037193
	0.0265082
	0.160595
	　
	TRUE
	0.013291262
	6.206E-05
	38.388402
	104.64626

	EUR
	rs11084583
	A
	G
	19
	31375893
	0.391
	0.0131
	0.00184
	1.4E-12
	　
	-0.033332
	0.0220089
	0.129904
	　
	TRUE
	0.003446106
	8.173E-05
	50.551344
	104.64626

	EUR
	rs11135997
	G
	A
	8
	27554357
	0.845
	0.0206
	0.00267
	1.13E-14
	　
	0.0026407
	0.0291125
	0.927725
	　
	TRUE
	3.3767E-06
	0.0001112
	59.436667
	104.64626

	EUR
	rs112042980
	C
	T
	12
	74537108
	0.124
	-0.0178
	0.00273
	7.57E-11
	　
	-0.0191051
	0.0334578
	0.567986
	　
	TRUE
	0.000834127
	6.883E-05
	42.575157
	104.64626

	EUR
	rs113067637
	A
	G
	9
	133587289
	0.103
	0.0297
	0.00434
	7.72E-12
	　
	0.0919314
	0.0623849
	0.140585
	　
	TRUE
	7.72626E-05
	0.000163
	46.783745
	104.64626

	EUR
	rs113071160
	C
	T
	7
	75515227
	0.119
	0.017
	0.00278
	1E-09
	　
	-0.004671
	0.0490654
	0.924157
	　
	TRUE
	0.000478398
	6.06E-05
	37.439181
	104.64626

	EUR
	rs113479202
	T
	C
	1
	117381431
	0.117
	-0.018
	0.00291
	6.1E-10
	　
	0.0174951
	0.0344792
	0.611867
	　
	TRUE
	0.000983371
	6.695E-05
	38.322587
	104.64626

	EUR
	rs113620077
	T
	C
	2
	63101639
	0.189
	0.0149
	0.00229
	8.35E-11
	　
	-0.0135307
	0.0257026
	0.598588
	　
	TRUE
	0.000753078
	6.806E-05
	42.096436
	104.64626

	EUR
	rs11697662
	T
	C
	20
	63360653
	0.801
	-0.0347
	0.00226
	6.11E-53
	　
	-0.039389
	0.0254502
	0.121697
	　
	TRUE
	1.03431E-14
	0.0003839
	235.10061
	104.64626

	EUR
	rs11725618
	C
	T
	4
	66188051
	0.283
	0.0196
	0.002
	1.17E-22
	　
	0.0172652
	0.0246788
	0.48418
	　
	TRUE
	2.59484E-07
	0.0001559
	96.437516
	104.64626

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.0262
	-0.125
	0.00563
	4.75E-109
	　
	0.0224055
	0.0749394
	0.764953
	　
	TRUE
	4.75954E-37
	0.0007973
	492.9658
	104.64626

	EUR
	rs117911387
	A
	G
	9
	127684557
	0.0408
	-0.03
	0.00455
	3.97E-11
	　
	-0.0235259
	0.0823167
	0.775033
	　
	TRUE
	0.000299671
	7.044E-05
	43.57155
	104.64626

	EUR
	rs11881918
	A
	G
	19
	40828294
	0.0772
	-0.0546
	0.00337
	4.72E-59
	　
	-0.0346245
	0.0351186
	0.324167
	　
	TRUE
	4.99134E-18
	0.0004248
	262.81809
	104.64626

	EUR
	rs12127865
	G
	A
	1
	33337335
	0.441
	0.0135
	0.00181
	9.27E-14
	　
	-0.0214553
	0.0219277
	0.327848
	　
	TRUE
	0.000366785
	8.986E-05
	55.405534
	104.64626

	EUR
	rs1217106
	G
	A
	8
	63655112
	0.788
	-0.0181
	0.0022
	1.81E-16
	　
	-0.0337284
	0.0279691
	0.227848
	　
	TRUE
	0.000132468
	0.0001095
	67.706028
	104.64626

	EUR
	rs12447501
	T
	C
	16
	49694070
	0.231
	-0.013
	0.00214
	1.27E-09
	　
	-0.0258749
	0.0268823
	0.335786
	　
	TRUE
	0.005649195
	6.004E-05
	37.020927
	104.64626

	EUR
	rs12514566
	A
	G
	5
	7391349
	0.338
	-0.0119
	0.0019
	4.36E-10
	　
	-0.0299182
	0.0257224
	0.244781
	　
	TRUE
	0.006719607
	6.337E-05
	39.19735
	104.64626

	EUR
	rs12590968
	C
	G
	14
	103670296
	0.328
	0.0171
	0.00191
	3.59E-19
	　
	-0.0088681
	0.0222265
	0.689903
	　
	TRUE
	9.55847E-07
	0.0001289
	79.735532
	104.64626

	EUR
	rs12638345
	T
	C
	3
	24856742
	0.587
	0.012
	0.00183
	5.39E-11
	　
	0.0112729
	0.0238527
	0.636496
	　
	TRUE
	0.000575596
	6.982E-05
	43.185857
	104.64626

	EUR
	rs12902602
	G
	A
	15
	78675059
	0.401
	0.0649
	0.00183
	1E-200
	　
	-0.0113491
	0.0232471
	0.625412
	　
	TRUE
	1.4961E-91
	0.0020234
	1254.0095
	104.64626

	EUR
	rs1291809
	C
	G
	10
	11088455
	0.387
	-0.0122
	0.00185
	3.32E-11
	　
	0.0103891
	0.022777
	0.648303
	　
	TRUE
	0.000505239
	7.062E-05
	43.679971
	104.64626

	EUR
	rs12922230
	T
	C
	16
	64915319
	0.331
	0.0113
	0.00191
	4.12E-09
	　
	0.0038928
	0.0238125
	0.870143
	　
	TRUE
	0.000889284
	5.655E-05
	34.868378
	104.64626

	EUR
	rs12967143
	C
	G
	18
	55431781
	0.699
	-0.0137
	0.00196
	2.92E-12
	　
	-0.009802
	0.0251571
	0.696808
	　
	TRUE
	0.000168172
	7.898E-05
	48.8517
	104.64626

	EUR
	rs13072911
	G
	T
	3
	48924695
	0.656
	-0.0137
	0.00193
	1.27E-12
	　
	0.0006729
	0.0232111
	0.976873
	　
	TRUE
	2.93058E-05
	8.471E-05
	50.151829
	104.64626

	EUR
	rs13269731
	C
	T
	8
	68285578
	0.6
	0.0158
	0.00195
	6.47E-16
	　
	-0.0131835
	0.0232648
	0.570938
	　
	TRUE
	7.73047E-06
	0.0001198
	65.422946
	104.64626

	EUR
	rs141486917
	A
	G
	14
	82664316
	0.0873
	0.019
	0.00319
	2.23E-09
	　
	-0.0422391
	0.0354453
	0.233391
	　
	TRUE
	0.01213935
	5.753E-05
	35.582385
	104.64626

	EUR
	rs145483821
	G
	T
	3
	89295390
	0.46
	-0.0119
	0.00195
	9E-10
	　
	-0.0106637
	0.0218665
	0.625782
	　
	TRUE
	0.00079214
	7.035E-05
	37.330824
	104.64626

	EUR
	rs150299
	T
	C
	15
	89400106
	0.516
	0.0143
	0.00184
	8.36E-15
	　
	0.0109765
	0.0218659
	0.615674
	　
	TRUE
	2.71493E-05
	0.0001021
	60.47252
	104.64626

	EUR
	rs1528844
	T
	C
	2
	147749726
	0.717
	0.0145
	0.002
	3.6E-13
	　
	0.0064614
	0.0280946
	0.818101
	　
	TRUE
	5.25338E-05
	8.532E-05
	52.776335
	104.64626

	EUR
	rs1565735
	A
	T
	8
	27568560
	0.2
	0.0189
	0.00225
	3.55E-17
	　
	0.0425608
	0.0310873
	0.170976
	　
	TRUE
	0.000150572
	0.0001143
	70.705599
	104.64626

	EUR
	rs1582325
	G
	A
	16
	52088108
	0.609
	-0.0163
	0.00185
	9.57E-19
	　
	0.0268813
	0.023598
	0.254647
	　
	TRUE
	2.41723E-05
	0.0001265
	78.022596
	104.64626

	EUR
	rs1601071
	A
	G
	2
	185108555
	0.618
	-0.0117
	0.00185
	2.87E-10
	　
	0.0069489
	0.0238425
	0.770708
	　
	TRUE
	0.000552394
	6.463E-05
	39.977184
	104.64626

	EUR
	rs1657936
	T
	C
	15
	56820815
	0.792
	-0.0196
	0.00221
	7.47E-19
	　
	-0.038048
	0.0303896
	0.210567
	　
	TRUE
	3.20011E-05
	0.0001266
	78.291786
	104.64626

	EUR
	rs1870293
	C
	T
	16
	30959620
	0.637
	-0.0119
	0.00187
	1.78E-10
	　
	-0.0246858
	0.0228478
	0.279945
	　
	TRUE
	0.004504062
	6.549E-05
	40.379841
	104.64626

	EUR
	rs1892559
	G
	C
	14
	71854705
	0.331
	0.0115
	0.00191
	1.7E-09
	　
	0.0281179
	0.0224347
	0.210089
	　
	TRUE
	0.012566141
	5.857E-05
	36.227286
	104.64626

	EUR
	rs1950381
	C
	T
	14
	47483918
	0.374
	0.012
	0.00186
	1.16E-10
	　
	0.0209119
	0.0220901
	0.34381
	　
	TRUE
	0.002733877
	6.743E-05
	41.705975
	104.64626

	EUR
	rs2072659
	G
	C
	1
	154576045
	0.0984
	-0.0261
	0.00302
	6.08E-18
	　
	-0.0436482
	0.0366292
	0.23341
	　
	TRUE
	4.4764E-05
	0.0001209
	74.5313
	104.64626

	EUR
	rs2074393
	C
	G
	4
	104593175
	0.303
	-0.0129
	0.00196
	5.03E-11
	　
	0.0034021
	0.0223441
	0.878982
	　
	TRUE
	0.000201479
	7.029E-05
	43.475634
	104.64626

	EUR
	rs2133203
	T
	C
	1
	77508845
	0.416
	-0.0138
	0.0019
	2.88E-13
	　
	0.0213599
	0.0223414
	0.339038
	　
	TRUE
	0.000342721
	9.253E-05
	52.971066
	104.64626

	EUR
	rs215600
	A
	G
	7
	32294030
	0.644
	-0.0214
	0.00188
	4.76E-30
	　
	-0.0019717
	0.0244716
	0.935783
	　
	TRUE
	4.79697E-11
	0.00021
	129.90181
	104.64626

	EUR
	rs2226279
	A
	G
	1
	67836341
	0.635
	-0.0114
	0.00187
	1.06E-09
	　
	-0.0254434
	0.021889
	0.245078
	　
	TRUE
	0.008849298
	6.024E-05
	37.144853
	104.64626

	EUR
	rs2231156
	A
	C
	4
	88099275
	0.0942
	-0.0216
	0.00308
	2.16E-12
	　
	0.0208232
	0.0468835
	0.656936
	　
	TRUE
	0.000190086
	7.962E-05
	49.247691
	104.64626

	EUR
	rs2273500
	C
	T
	20
	63355597
	0.151
	0.0404
	0.00252
	8.19E-58
	　
	0.0183562
	0.0266269
	0.49058
	　
	TRUE
	1.07024E-18
	0.0004185
	256.31358
	104.64626

	EUR
	rs2447091
	C
	T
	17
	2392720
	0.389
	0.013
	0.00184
	1.64E-12
	　
	-0.0111309
	0.0221702
	0.61562
	　
	TRUE
	0.000202974
	8.034E-05
	49.690456
	104.64626

	EUR
	rs258776
	T
	C
	5
	143185296
	0.458
	-0.0112
	0.0018
	4.65E-10
	　
	-0.0118162
	0.0219587
	0.590501
	　
	TRUE
	0.001402743
	6.228E-05
	38.520191
	104.64626

	EUR
	rs2602929
	C
	T
	1
	77336011
	0.211
	0.0137
	0.00221
	5.72E-10
	　
	-0.0047194
	0.0244657
	0.847038
	　
	TRUE
	0.000530717
	6.249E-05
	38.53221
	104.64626

	EUR
	rs28399442
	A
	C
	19
	40848553
	0.0244
	-0.11
	0.00583
	1.71E-79
	　
	-0.062741
	0.0741804
	0.397671
	　
	TRUE
	5.31885E-25
	0.0005761
	356.10375
	104.64626

	EUR
	rs28399448
	T
	C
	19
	40847031
	0.0235
	-0.108
	0.00617
	5.47E-69
	　
	-0.0612558
	0.0742018
	0.40907
	　
	TRUE
	1.04317E-22
	0.0005353
	307.06466
	104.64626

	EUR
	rs28399462
	A
	G
	19
	40844710
	0.026
	-0.106
	0.00565
	6.24E-79
	　
	-0.0614112
	0.0743402
	0.408757
	　
	TRUE
	8.61441E-25
	0.0005691
	351.77953
	104.64626

	EUR
	rs2851509
	G
	A
	7
	69615452
	0.719
	0.0117
	0.002
	4.33E-09
	　
	-0.011833
	0.0235846
	0.615861
	　
	TRUE
	0.002643425
	5.531E-05
	34.213029
	104.64626

	EUR
	rs28694505
	T
	C
	18
	40693211
	0.209
	0.0137
	0.00221
	6.42E-10
	　
	-0.0042985
	0.026191
	0.869637
	　
	TRUE
	0.000493438
	6.206E-05
	38.384106
	104.64626

	EUR
	rs3021131
	A
	C
	4
	2917248
	0.275
	-0.0164
	0.00201
	4.58E-16
	　
	-0.042266
	0.0230415
	0.0666024
	　
	TRUE
	0.001068705
	0.0001072
	66.338485
	104.64626

	EUR
	rs3025388
	G
	A
	9
	133638134
	0.17
	-0.0327
	0.0024
	1.59E-42
	　
	0.0271274
	0.0305095
	0.373925
	　
	TRUE
	4.87628E-13
	0.0003018
	186.68704
	104.64626

	EUR
	rs34357723
	T
	C
	16
	89820111
	0.251
	-0.0126
	0.00208
	1.12E-09
	　
	-0.0444267
	0.0274436
	0.105482
	　
	TRUE
	0.026092947
	5.969E-05
	36.80601
	104.64626

	EUR
	rs34839
	C
	T
	16
	28478025
	0.451
	0.0119
	0.00188
	2.35E-10
	　
	0.0346321
	0.021981
	0.115131
	　
	TRUE
	0.011513136
	7.012E-05
	40.117252
	104.64626

	EUR
	rs35116962
	G
	GT
	8
	42690519
	0.767
	0.0354
	0.00337
	8.28E-26
	　
	-0.0332209
	0.0257329
	0.196708
	　
	TRUE
	1.95829E-12
	0.0004479
	110.55219
	104.64626

	EUR
	rs35247189
	A
	C
	12
	6748732
	0.223
	-0.0141
	0.00216
	7.47E-11
	　
	0.0442021
	0.0257452
	0.0859963
	　
	TRUE
	0.015729133
	6.89E-05
	42.614226
	104.64626

	EUR
	rs3809047
	C
	T
	11
	46346152
	0.08
	0.028
	0.00331
	2.72E-17
	　
	0.0672136
	0.0529392
	0.204214
	　
	TRUE
	9.40595E-05
	0.0001154
	71.384607
	104.64626

	EUR
	rs3831093
	G
	GA
	14
	103677292
	0.332
	0.0211
	0.00302
	3.15E-12
	　
	-0.0081146
	0.0222231
	0.715007
	　
	TRUE
	5.53507E-07
	0.0001975
	48.728183
	104.64626

	EUR
	rs4307079
	T
	A
	5
	108004881
	0.291
	0.0131
	0.00198
	4.05E-11
	　
	-0.0036334
	0.0232591
	0.875863
	　
	TRUE
	0.000188394
	7.081E-05
	43.799902
	104.64626

	EUR
	rs4402868
	A
	T
	3
	65443651
	0.345
	-0.0115
	0.00189
	1.39E-09
	　
	0.0049988
	0.0232629
	0.829859
	　
	TRUE
	0.000734706
	5.977E-05
	36.969417
	104.64626

	EUR
	rs4577498
	T
	C
	3
	196416336
	0.359
	0.0125
	0.00187
	3E-11
	　
	0.0214017
	0.0238179
	0.368889
	　
	TRUE
	0.001518416
	7.191E-05
	44.479952
	104.64626

	EUR
	rs460984
	T
	C
	16
	89646766
	0.447
	0.0143
	0.00181
	2.75E-15
	　
	0.0238595
	0.0226498
	0.292153
	　
	TRUE
	0.000169744
	0.0001011
	62.336846
	104.64626

	EUR
	rs4630328
	A
	G
	11
	113463487
	0.365
	-0.0163
	0.00187
	2.73E-18
	　
	-0.0323028
	0.0269763
	0.231131
	　
	TRUE
	3.8848E-05
	0.0001232
	76.182612
	104.64626

	EUR
	rs4775086
	A
	G
	15
	58677093
	0.24
	-0.0124
	0.00211
	3.42E-09
	　
	0.0045161
	0.022672
	0.842111
	　
	TRUE
	0.001084172
	5.609E-05
	34.693901
	104.64626

	EUR
	rs4917017
	A
	G
	7
	50295636
	0.293
	-0.0153
	0.00202
	3.39E-14
	　
	-0.0191406
	0.0246694
	0.437817
	　
	TRUE
	0.000114083
	9.698E-05
	57.419391
	104.64626

	EUR
	rs4933712
	A
	G
	10
	92056728
	0.357
	0.0129
	0.00188
	6.46E-12
	　
	0.0271669
	0.0241525
	0.260672
	　
	TRUE
	0.001996037
	7.64E-05
	47.2555
	104.64626

	EUR
	rs55828312
	G
	A
	8
	42734459
	0.227
	-0.0324
	0.0023
	4.59E-45
	　
	0.0307534
	0.0254865
	0.227564
	　
	TRUE
	2.20927E-14
	0.0003684
	198.53321
	104.64626

	EUR
	rs58379124
	C
	T
	8
	42724060
	0.762
	0.0333
	0.00211
	6.54E-56
	　
	-0.0380966
	0.0255288
	0.13562
	　
	TRUE
	1.27031E-15
	0.0004022
	248.86033
	104.64626

	EUR
	rs6078373
	A
	G
	20
	11882852
	0.406
	0.0149
	0.00183
	4.94E-16
	　
	-0.0215692
	0.0220539
	0.328063
	　
	TRUE
	7.58418E-05
	0.0001071
	66.235694
	104.64626

	EUR
	rs62106258
	C
	T
	2
	417167
	0.044
	-0.0278
	0.00439
	2.15E-10
	　
	0.0050573
	0.0787763
	0.948812
	　
	TRUE
	0.000269136
	6.502E-05
	40.215083
	104.64626

	EUR
	rs62373795
	C
	T
	5
	146165084
	0.287
	-0.0125
	0.00199
	3.2E-10
	　
	-0.0063454
	0.0233959
	0.786222
	　
	TRUE
	0.000570309
	6.395E-05
	39.553033
	104.64626

	EUR
	rs62373813
	T
	C
	5
	146175759
	0.287
	-0.0138
	0.00206
	2.39E-11
	　
	-0.0066863
	0.0233992
	0.77507
	　
	TRUE
	0.000159079
	7.794E-05
	44.739561
	104.64626

	EUR
	rs6446253
	T
	C
	3
	48874010
	0.656
	-0.0124
	0.00197
	2.52E-10
	　
	-0.001784
	0.0232192
	0.938755
	　
	TRUE
	0.000211109
	6.94E-05
	39.725554
	104.64626

	EUR
	rs6499135
	G
	T
	16
	67591969
	0.459
	-0.0113
	0.00181
	4.16E-10
	　
	0.0198771
	0.0219326
	0.364789
	　
	TRUE
	0.003543021
	6.342E-05
	38.961149
	104.64626

	EUR
	rs66480557
	C
	CA
	1
	77500435
	0.411
	-0.016
	0.00271
	3.41E-09
	　
	0.0215204
	0.0223503
	0.335612
	　
	TRUE
	0.00026234
	0.0001239
	34.760067
	104.64626

	EUR
	rs66726054
	A
	G
	19
	47271190
	0.427
	0.0114
	0.00182
	3.02E-10
	　
	-0.0250333
	0.0219721
	0.254567
	　
	TRUE
	0.006331677
	6.359E-05
	39.335112
	104.64626

	EUR
	rs6699355
	T
	C
	1
	34919004
	0.875
	-0.0231
	0.00273
	2.51E-17
	　
	-0.0254579
	0.0305527
	0.404705
	　
	TRUE
	1.92953E-05
	0.0001167
	71.718318
	104.64626

	EUR
	rs6775877
	G
	A
	3
	186354846
	0.115
	-0.0166
	0.00282
	3.68E-09
	　
	-0.0629582
	0.0364876
	0.0844423
	　
	TRUE
	0.041953251
	5.609E-05
	34.693029
	104.64626

	EUR
	rs6811929
	T
	A
	4
	42182058
	0.223
	0.0134
	0.00216
	4.96E-10
	　
	0.0093486
	0.0285999
	0.743762
	　
	TRUE
	0.000794181
	6.223E-05
	38.487799
	104.64626

	EUR
	rs699165
	G
	A
	3
	136505855
	0.748
	0.014
	0.00207
	1.14E-11
	　
	-0.0115479
	0.0302846
	0.702972
	　
	TRUE
	0.000275669
	7.389E-05
	45.703649
	104.64626

	EUR
	rs7101437
	G
	A
	11
	115192921
	0.488
	-0.0128
	0.0018
	1.06E-12
	　
	-0.0042248
	0.0218978
	0.847013
	　
	TRUE
	6.52142E-05
	8.187E-05
	50.641417
	104.64626

	EUR
	rs710284
	C
	T
	14
	98066203
	0.422
	0.012
	0.00182
	5.2E-11
	　
	0.0044506
	0.0222301
	0.84132
	　
	TRUE
	0.000228621
	7.025E-05
	43.450408
	104.64626

	EUR
	rs7139640
	C
	T
	13
	53421752
	0.604
	-0.0112
	0.00184
	1.09E-09
	　
	0.0144151
	0.0225278
	0.522252
	　
	TRUE
	0.002425308
	6.001E-05
	37.115456
	104.64626

	EUR
	rs7240682
	G
	C
	18
	60156805
	0.229
	0.0147
	0.00215
	7.15E-12
	　
	0.052076
	0.0282321
	0.0650999
	　
	TRUE
	0.012096591
	7.631E-05
	46.681402
	104.64626

	EUR
	rs72736802
	T
	A
	15
	78427159
	0.359
	0.0823
	0.00192
	1E-200
	　
	-0.0303906
	0.0233082
	0.19228
	　
	TRUE
	1.4809E-130
	0.0031173
	1851.2057
	104.64626

	EUR
	rs72895674
	G
	C
	6
	79344046
	0.121
	-0.0165
	0.00275
	2.26E-09
	　
	0.0011901
	0.03775
	0.974849
	　
	TRUE
	0.000509362
	5.791E-05
	35.820188
	104.64626

	EUR
	rs7351050
	A
	G
	19
	4044581
	0.162
	-0.0204
	0.00245
	8.45E-17
	　
	-0.0254794
	0.0292512
	0.383724
	　
	TRUE
	3.0122E-05
	0.000113
	69.050699
	104.64626

	EUR
	rs75505227
	G
	T
	9
	133601556
	0.0456
	-0.0437
	0.00431
	3.88E-24
	　
	-0.0061127
	0.0514049
	0.905344
	　
	TRUE
	5.8636E-09
	0.0001662
	102.8027
	104.64626

	EUR
	rs75596189
	T
	C
	9
	133603579
	0.107
	0.0482
	0.0029
	5.48E-62
	　
	0.078166
	0.0609337
	0.199561
	　
	TRUE
	4.84768E-18
	0.000444
	274.71523
	104.64626

	EUR
	rs7599488
	T
	C
	2
	60491212
	0.434
	0.0147
	0.00181
	5.75E-16
	　
	-0.019838
	0.0219052
	0.365132
	　
	TRUE
	6.22855E-05
	0.0001062
	65.66705
	104.64626

	EUR
	rs7615675
	A
	G
	3
	48909750
	0.655
	-0.0127
	0.0019
	2.42E-11
	　
	0.0002096
	0.0232119
	0.992795
	　
	TRUE
	9.32654E-05
	7.29E-05
	44.594954
	104.64626

	EUR
	rs77235879
	T
	G
	8
	81112165
	0.347
	-0.0139
	0.00208
	1.82E-11
	　
	0.0107805
	0.0243761
	0.658303
	　
	TRUE
	0.000148012
	8.756E-05
	44.852411
	104.64626

	EUR
	rs7732121
	C
	A
	5
	167156593
	0.137
	0.0169
	0.00264
	1.7E-10
	　
	0.0007022
	0.0299359
	0.981285
	　
	TRUE
	0.000181897
	6.754E-05
	40.89346
	104.64626

	EUR
	rs78094364
	A
	T
	9
	133601557
	0.0456
	-0.044
	0.00431
	1.78E-24
	　
	-0.0061123
	0.0514049
	0.90535
	　
	TRUE
	4.59458E-09
	0.0001685
	104.21927
	104.64626

	EUR
	rs78116261
	A
	G
	8
	42808478
	0.125
	-0.0286
	0.00272
	8.42E-26
	　
	0.0198531
	0.0422073
	0.63809
	　
	TRUE
	8.72004E-09
	0.0001789
	110.68491
	104.64626

	EUR
	rs78408772
	T
	C
	2
	62483473
	0.101
	-0.0227
	0.00299
	3.23E-14
	　
	-0.0607268
	0.0435832
	0.163513
	　
	TRUE
	0.000970672
	9.358E-05
	57.880729
	104.64626

	EUR
	rs7872903
	C
	T
	9
	133619170
	0.225
	0.0321
	0.00215
	3.66E-50
	　
	0.0526281
	0.0286441
	0.0661637
	　
	TRUE
	5.18703E-13
	0.0003594
	222.3366
	104.64626

	EUR
	rs7928017
	A
	C
	11
	113578040
	0.43
	-0.0158
	0.00182
	3.17E-18
	　
	-0.0268889
	0.0243983
	0.270425
	　
	TRUE
	3.03136E-05
	0.0001224
	75.695699
	104.64626

	EUR
	rs7951365
	C
	T
	11
	16355498
	0.312
	0.0155
	0.00194
	1.12E-15
	　
	0.0205997
	0.0256245
	0.42145
	　
	TRUE
	6.08107E-05
	0.0001031
	63.798695
	104.64626

	EUR
	rs79739740
	T
	C
	20
	63361115
	0.0801
	0.0419
	0.00345
	6.68E-34
	　
	0.0052202
	0.0371964
	0.88839
	　
	TRUE
	7.64396E-13
	0.0002587
	147.38267
	104.64626

	EUR
	rs8098032
	C
	T
	18
	55572071
	0.174
	-0.0165
	0.00237
	3.24E-12
	　
	0.030206
	0.0301847
	0.316968
	　
	TRUE
	0.001153472
	7.826E-05
	48.405169
	104.64626

	EUR
	rs8614
	A
	C
	17
	29261788
	0.187
	0.0169
	0.00231
	2.68E-13
	　
	0.0447311
	0.030451
	0.141845
	　
	TRUE
	0.002094687
	8.684E-05
	53.716023
	104.64626

	EUR
	rs889398
	T
	C
	16
	69522812
	0.419
	-0.0133
	0.00183
	3.4E-13
	　
	0.004381
	0.0222579
	0.843963
	　
	TRUE
	4.39197E-05
	8.612E-05
	53.103975
	104.64626

	EUR
	rs9320505
	C
	G
	6
	97301456
	0.213
	-0.014
	0.0022
	1.75E-10
	　
	-0.0024925
	0.0253364
	0.921632
	　
	TRUE
	0.000279388
	6.571E-05
	40.644288
	104.64626

	EUR
	rs9320508
	T
	C
	6
	97302156
	0.218
	-0.0134
	0.00226
	2.97E-09
	　
	-0.0027874
	0.0253408
	0.912412
	　
	TRUE
	0.000539748
	6.122E-05
	35.045609
	104.64626

	EUR
	rs9564358
	C
	T
	13
	66896030
	0.312
	0.0127
	0.00194
	5.34E-11
	　
	0.0087409
	0.0263623
	0.740217
	　
	TRUE
	0.000383798
	6.924E-05
	42.829314
	104.64626

	EUR
	rs9867678
	G
	A
	3
	138310535
	0.652
	-0.0121
	0.00189
	1.41E-10
	　
	0.0216153
	0.0228726
	0.344643
	　
	TRUE
	0.002991404
	6.644E-05
	41.094813
	104.64626

	EUR
	rs9881798
	C
	A
	3
	16805459
	0.414
	0.0151
	0.00183
	1.63E-16
	　
	0.0118733
	0.0225552
	0.598602
	　
	TRUE
	1.14564E-05
	0.0001106
	68.432195
	104.64626

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Nicotine metabolite ratio-Conditionally independent
	　
	Psoriasis and its subtypes
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	NMR→Psoriasis
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	EUR
	rs112292570
	T
	A
	19
	41345586
	0.021651
	-1.071738
	0.069676
	2.42E-53
	　
	-0.002
	0.0302
	0.9459
	　
	TRUE
	4.24196E-50
	0.0486608
	265.10922
	509.64262

	EUR
	rs11667314
	C
	T
	19
	41340983
	0.681826
	0.604944
	0.020813
	1.15E-185
	　
	0.0178
	0.01
	0.07632
	　
	TRUE
	1.7234E-163
	0.158781
	978.29703
	509.64262

	EUR
	rs117824460
	G
	A
	19
	41371480
	0.037001
	0.2245702
	0.067626
	4.03E-52
	　
	0.0095
	0.0313
	0.7604
	　
	TRUE
	0.001508656
	0.003594
	18.694688
	509.64262

	EUR
	rs3181842
	T
	C
	19
	41523016
	0.601612
	-0.25454
	0.020665
	7.97E-35
	　
	-0.0206
	0.0093
	0.02728
	　
	TRUE
	1.70067E-30
	0.0310574
	166.12996
	509.64262

	EUR
	rs34638591
	C
	T
	4
	69359223
	0.570088
	-0.17454
	0.02457
	1.26E-12
	　
	-0.0107
	0.0107
	0.319
	　
	TRUE
	3.09587E-11
	0.0149328
	78.570001
	509.64262

	EUR
	rs56113850
	C
	T
	19
	41353107
	0.552548
	0.682499
	0.019773
	1E-200
	　
	0.0212
	0.0096
	0.02822
	　
	TRUE
	2.0802E-224
	0.23033
	1551.0548
	509.64262

	NMR→Guttate psoriasis
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	EUR
	rs112292570
	T
	A
	19
	40839681
	0.021651
	-1.071738
	0.069676
	2.42E-53
	　
	-0.181221
	0.217575
	0.404896
	　
	TRUE
	1.65796E-51
	0.0486608
	265.10922
	509.64262

	EUR
	rs11667314
	C
	T
	19
	40835078
	0.681826
	0.604944
	0.020813
	1.15E-185
	　
	0.0934742
	0.0708396
	0.186995
	　
	TRUE
	5.3851E-173
	0.158781
	978.29703
	509.64262

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.037001
	0.2245702
	0.067626
	4.03E-52
	　
	0.271384
	0.220396
	0.218192
	　
	TRUE
	0.001499977
	0.003594
	18.694688
	509.64262

	EUR
	rs3181842
	T
	C
	19
	41017111
	0.601612
	-0.25454
	0.020665
	7.97E-35
	　
	-0.0344684
	0.0648849
	0.595263
	　
	TRUE
	6.73067E-34
	0.0310574
	166.12996
	509.64262

	EUR
	rs34638591
	C
	T
	4
	68493505
	0.570088
	-0.17454
	0.02457
	1.26E-12
	　
	-0.0029648
	0.0638153
	0.962944
	　
	TRUE
	1.80116E-12
	0.0149328
	78.570001
	509.64262

	EUR
	rs56113850
	C
	T
	19
	40847202
	0.552548
	0.682499
	0.019773
	1E-200
	　
	0.0748517
	0.0657163
	0.254698
	　
	TRUE
	4.6442E-239
	0.23033
	1551.0548
	509.64262

	NMR→Generalized pustular psoriasis
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	EUR
	rs112292570
	T
	A
	19
	40839681
	0.021651
	-1.071738
	0.069676
	2.42E-53
	　
	-0.0569529
	0.439696
	0.89694
	　
	TRUE
	5.51405E-52
	0.0486608
	265.10922
	509.64262

	EUR
	rs11667314
	C
	T
	19
	40835078
	0.681826
	0.604944
	0.020813
	1.15E-185
	　
	0.0380228
	0.141907
	0.788744
	　
	TRUE
	2.563E-174
	0.158781
	978.29703
	509.64262

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.037001
	0.2245702
	0.067626
	4.03E-52
	　
	-0.202336
	0.437595
	0.643809
	　
	TRUE
	0.001138292
	0.003594
	18.694688
	509.64262

	EUR
	rs3181842
	T
	C
	19
	41017111
	0.601612
	-0.25454
	0.020665
	7.97E-35
	　
	-0.105147
	0.130442
	0.420193
	　
	TRUE
	9.51997E-34
	0.0310574
	166.12996
	509.64262

	EUR
	rs34638591
	C
	T
	4
	68493505
	0.570088
	-0.17454
	0.02457
	1.26E-12
	　
	-0.0970746
	0.128094
	0.448549
	　
	TRUE
	3.04362E-12
	0.0149328
	78.570001
	509.64262

	EUR
	rs56113850
	C
	T
	19
	40847202
	0.552548
	0.682499
	0.019773
	1E-200
	　
	0.113401
	0.131557
	0.38869
	　
	TRUE
	1.8173E-239
	0.23033
	1551.0548
	509.64262

	NMR→Psoriatic arthropathies
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	EUR
	rs112292570
	T
	A
	19
	40839681
	0.021651
	-1.071738
	0.069676
	2.42E-53
	　
	-0.0599956
	0.0743183
	0.419506
	　
	TRUE
	3.9416E-51
	0.0486608
	265.10922
	509.64262

	EUR
	rs11667314
	C
	T
	19
	40835078
	0.681826
	0.604944
	0.020813
	1.15E-185
	　
	0.0301261
	0.0243574
	0.216148
	　
	TRUE
	8.0421E-172
	0.158781
	978.29703
	509.64262

	EUR
	rs117824460
	G
	A
	19
	40865575
	0.037001
	0.2245702
	0.067626
	4.03E-52
	　
	0.0224055
	0.0749394
	0.764953
	　
	TRUE
	0.001134363
	0.003594
	18.694688
	509.64262

	EUR
	rs3181842
	T
	C
	19
	41017111
	0.601612
	-0.25454
	0.020665
	7.97E-35
	　
	0.0006435
	0.022292
	0.97697
	　
	TRUE
	5.39195E-34
	0.0310574
	166.12996
	509.64262

	EUR
	rs34638591
	C
	T
	4
	68493505
	0.570088
	-0.17454
	0.02457
	1.26E-12
	　
	-0.0193321
	0.0219242
	0.377901
	　
	TRUE
	4.41015E-12
	0.0149328
	78.570001
	509.64262

	EUR
	rs56113850
	C
	T
	19
	40847202
	0.552548
	0.682499
	0.019773
	1E-200
	　
	0.058036
	0.0225223
	0.009971
	　
	TRUE
	8.3481E-235
	0.23033
	1551.0548
	509.64262

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Psoriasis
	　
	Cigarettes per day
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10414086
	T
	C
	19
	937136
	0.07873
	0.0866
	0.0159
	4.869E-08
	　
	-0.00122
	0.004
	0.781
	　
	TRUE
	4.03527E-06
	0.0010879
	109.90927
	462.91323

	EUR
	rs10774465
	A
	G
	12
	814145
	0.5031
	0.0526
	0.0092
	1.054E-08
	　
	0.00272
	0.002
	0.272
	　
	TRUE
	1.60636E-05
	0.0013833
	143.5278
	462.91323

	EUR
	rs10794648
	T
	C
	1
	24191716
	0.2526
	-0.1098
	0.0107
	1.491E-24
	　
	0.00457
	0.003
	0.108
	　
	TRUE
	2.76176E-16
	0.0045522
	473.81923
	462.91323

	EUR
	rs10847516
	A
	G
	12
	122180626
	0.5409
	-0.0723
	0.01
	4.727E-13
	　
	-0.00364
	0.003
	0.159121
	　
	TRUE
	6.62263E-09
	0.0025962
	223.92141
	462.91323

	EUR
	rs10891054
	A
	C
	11
	110095787
	0.3057
	0.0825
	0.0099
	5.724E-17
	　
	-0.00213
	0.003
	0.426
	　
	TRUE
	4.805E-12
	0.0028892
	300.2252
	462.91323

	EUR
	rs10936821
	T
	G
	3
	101909675
	0.7914
	-0.1066
	0.0116
	4.03E-20
	　
	0.000571
	0.003
	0.854
	　
	TRUE
	1.86811E-15
	0.0037519
	375.5745
	462.91323

	EUR
	rs11033552
	A
	C
	11
	36326570
	0.3313
	-0.0813
	0.0097
	3.643E-17
	　
	-0.00132
	0.003
	0.613
	　
	TRUE
	1.38401E-12
	0.0029286
	304.33202
	462.91323

	EUR
	rs111580405
	A
	G
	12
	56345773
	0.93456
	0.2713
	0.0208
	9.808E-39
	　
	0.00453
	0.005
	0.369
	　
	TRUE
	1.81603E-28
	0.0090029
	781.52603
	462.91323

	EUR
	rs114122513
	T
	C
	6
	491377
	0.96319
	0.2192
	0.0269
	3.534E-16
	　
	-0.005
	0.007
	0.4573
	　
	TRUE
	1.51737E-11
	0.0034071
	354.22659
	462.91323

	EUR
	rs11795343
	T
	C
	9
	32523739
	0.5798
	0.0977
	0.0093
	1.021E-25
	　
	-0.00102
	0.003
	0.686
	　
	TRUE
	2.60092E-19
	0.0046511
	484.15909
	462.91323

	EUR
	rs12122257
	C
	G
	1
	152335402
	0.8793
	0.1023
	0.0169
	1.458E-09
	　
	-0.000316
	0.004
	0.938
	　
	TRUE
	1.19246E-07
	0.0022214
	191.52577
	462.91323

	EUR
	rs12225345
	A
	G
	11
	65879634
	0.8344
	-0.1035
	0.013
	1.356E-15
	　
	0.00129
	0.003
	0.707
	　
	TRUE
	9.4469E-12
	0.0029604
	255.42811
	462.91323

	EUR
	rs12432476
	T
	C
	14
	35369163
	0.4755
	0.0508
	0.0091
	2.219E-08
	　
	-0.000452
	0.002
	0.855
	　
	TRUE
	2.00842E-06
	0.0012872
	133.54354
	462.91323

	EUR
	rs1250546
	A
	G
	10
	79272775
	0.6268
	0.0916
	0.0092
	3.747E-23
	　
	-0.00297
	0.002
	0.234
	　
	TRUE
	1.94989E-15
	0.0039255
	408.32859
	462.91323

	EUR
	rs1276674
	A
	T
	5
	158664361
	0.3119
	0.073
	0.0104
	2.036E-12
	　
	-0.00293
	0.003
	0.276
	　
	TRUE
	1.02707E-08
	0.0022874
	197.23
	462.91323

	EUR
	rs12912487
	A
	G
	15
	69740455
	0.07055
	-0.0895
	0.0157
	1.088E-08
	　
	-0.00358
	0.004
	0.39488
	　
	TRUE
	5.97685E-06
	0.0010505
	108.95964
	462.91323

	EUR
	rs13029175
	T
	G
	2
	110871548
	0.3231
	-0.06
	0.0098
	7.667E-10
	　
	-0.00247
	0.003
	0.353
	　
	TRUE
	8.23022E-07
	0.0015747
	163.41369
	462.91323

	EUR
	rs13137072
	A
	G
	4
	122618699
	0.1544
	-0.087
	0.0125
	2.926E-12
	　
	0.000028
	0.003
	0.993
	　
	TRUE
	1.37036E-09
	0.0019764
	205.18709
	462.91323

	EUR
	rs131656
	A
	G
	22
	21563161
	0.1902
	0.1109
	0.0114
	2.38E-22
	　
	-0.00452
	0.003
	0.142
	　
	TRUE
	1.03477E-14
	0.0037886
	394.03966
	462.91323

	EUR
	rs1407308
	T
	G
	9
	114807943
	0.5051
	-0.0542
	0.0091
	2.427E-09
	　
	-0.00263
	0.002
	0.289
	　
	TRUE
	5.53132E-06
	0.0014687
	152.39536
	462.91323

	EUR
	rs146373541
	A
	C
	1
	168549769
	0.93456
	0.1283
	0.0226
	1.481E-08
	　
	0.00509
	0.006
	0.38828
	　
	TRUE
	5.89092E-06
	0.0020134
	207.50581
	462.91323

	EUR
	rs1547296
	A
	G
	6
	137640996
	0.2904
	-0.0585
	0.0106
	2.973E-08
	　
	0.000566
	0.003
	0.843
	　
	TRUE
	2.41072E-06
	0.0014104
	146.34402
	462.91323

	EUR
	rs17513937
	T
	C
	12
	10421402
	0.3466
	-0.0789
	0.0108
	2.198E-13
	　
	0.00129
	0.003
	0.702788
	　
	TRUE
	4.18886E-09
	0.0028196
	243.25051
	462.91323

	EUR
	rs1992660
	T
	C
	5
	40414965
	0.5859
	0.0519
	0.0093
	2.474E-08
	　
	0.00247
	0.003
	0.329
	　
	TRUE
	8.27846E-06
	0.0013071
	135.60369
	462.91323

	EUR
	rs2021511
	T
	C
	16
	11251046
	0.2965
	-0.1063
	0.0101
	1.05E-25
	　
	0.00226
	0.003
	0.414
	　
	TRUE
	1.48238E-18
	0.004714
	490.73549
	462.91323

	EUR
	rs2093338
	A
	T
	1
	67074633
	0.8763
	-0.0781
	0.0136
	9.851E-09
	　
	-0.00635
	0.004
	0.0921
	　
	TRUE
	2.45873E-05
	0.0013224
	137.19532
	462.91323

	EUR
	rs2111485
	A
	G
	2
	162254026
	0.3978
	-0.143
	0.0094
	7.287E-52
	　
	0.00468
	0.003
	0.0649
	　
	TRUE
	9.16339E-36
	0.0097973
	1025.1645
	462.91323

	EUR
	rs2212434
	T
	C
	11
	76570549
	0.4407
	0.0513
	0.0092
	2.562E-08
	　
	-0.00225
	0.002
	0.367
	　
	TRUE
	1.66368E-05
	0.0012973
	134.59423
	462.91323

	EUR
	rs2297520
	T
	C
	17
	27781014
	0.4131
	-0.082
	0.0093
	9.881E-19
	　
	0.0015
	0.003
	0.551
	　
	TRUE
	1.04E-13
	0.0032604
	338.92638
	462.91323

	EUR
	rs2297545
	A
	G
	1
	206477764
	0.2311
	0.1105
	0.011
	8.168E-24
	　
	-0.0014
	0.003
	0.644
	　
	TRUE
	1.66684E-17
	0.0043393
	451.56791
	462.91323

	EUR
	rs2451258
	T
	C
	6
	159085568
	0.6503
	-0.0876
	0.0096
	5.688E-20
	　
	0.00349
	0.003
	0.178
	　
	TRUE
	1.60426E-13
	0.0034902
	362.89089
	462.91323

	EUR
	rs2836747
	A
	G
	21
	38910632
	0.5337
	0.055
	0.0094
	5.254E-09
	　
	0.00119
	0.002
	0.633
	　
	TRUE
	1.54373E-06
	0.0015056
	156.23647
	462.91323

	EUR
	rs28510484
	C
	G
	15
	31345366
	0.1697
	-0.0719
	0.0124
	6.832E-09
	　
	0.00355
	0.003
	0.281
	　
	TRUE
	7.79124E-06
	0.0014568
	151.16382
	462.91323

	EUR
	rs28512356
	A
	C
	3
	189897686
	0.2035
	-0.0955
	0.0119
	8.774E-16
	　
	-0.000762
	0.003
	0.808
	　
	TRUE
	6.57215E-12
	0.0029566
	307.24365
	462.91323

	EUR
	rs28998802
	A
	G
	17
	27797882
	0.1595
	0.1606
	0.013
	4.204E-35
	　
	0.000092
	0.004
	0.98
	　
	TRUE
	6.13788E-27
	0.0069154
	721.51158
	462.91323

	EUR
	rs2944542
	C
	G
	10
	62610240
	0.3548
	-0.0566
	0.0094
	1.869E-09
	　
	0.000148
	0.003
	0.953446
	　
	TRUE
	1.77399E-07
	0.0014667
	152.19078
	462.91323

	EUR
	rs3024493
	A
	C
	1
	206770623
	0.1656
	0.0765
	0.0125
	8.992E-10
	　
	0.0014
	0.004
	0.69
	　
	TRUE
	2.52566E-07
	0.0016173
	167.84194
	462.91323

	EUR
	rs30376
	T
	C
	5
	96784555
	0.7117
	-0.0968
	0.01
	5.205E-22
	　
	-0.00405
	0.003
	0.142527
	　
	TRUE
	7.85232E-15
	0.0038452
	399.94987
	462.91323

	EUR
	rs33980500
	T
	C
	6
	111592059
	0.08589
	0.3263
	0.0161
	1.24E-91
	　
	-0.0076
	0.005
	0.106222
	　
	TRUE
	4.48101E-64
	0.0167188
	1761.7226
	462.91323

	EUR
	rs34190690
	T
	C
	1
	33090678
	0.2791
	0.0658
	0.0113
	5.589E-09
	　
	-0.00418
	0.003
	0.16
	　
	TRUE
	7.82776E-06
	0.0017423
	150.14461
	462.91323

	EUR
	rs34515026
	T
	C
	3
	196622363
	0.5573
	0.0524
	0.0093
	1.573E-08
	　
	0.00194
	0.002
	0.438
	　
	TRUE
	9.37622E-06
	0.0013548
	140.56914
	462.91323

	EUR
	rs34536443
	C
	G
	19
	10352442
	0.02965
	-0.5082
	0.027
	2.632E-79
	　
	-0.00059
	0.006
	0.924
	　
	TRUE
	2.28591E-60
	0.0148612
	1522.3819
	462.91323

	EUR
	rs35741374
	T
	C
	2
	60845432
	0.5491
	0.1222
	0.0092
	3.926E-40
	　
	-0.00111
	0.002
	0.657
	　
	TRUE
	1.35876E-29
	0.0073944
	771.85804
	462.91323

	EUR
	rs35950888
	A
	G
	17
	42347180
	0.6339
	-0.0653
	0.0096
	1.03E-11
	　
	-0.00269
	0.003
	0.341
	　
	TRUE
	1.0216E-07
	0.0019791
	205.46946
	462.91323

	EUR
	rs368406279
	A
	C
	2
	197639834
	0.7822
	0.0701
	0.0127
	3.344E-08
	　
	0.00713
	0.004
	0.072303
	　
	TRUE
	0.000270543
	0.0016743
	144.27971
	462.91323

	EUR
	rs3825765
	A
	G
	14
	105066475
	0.2924
	0.0664
	0.0102
	7.773E-11
	　
	-0.000023
	0.003
	0.993
	　
	TRUE
	1.44821E-08
	0.0018244
	189.38016
	462.91323

	EUR
	rs3869094
	T
	C
	6
	31011781
	0.5378
	-0.3249
	0.0099
	1E-200
	　
	0.00309
	0.003
	0.245
	　
	TRUE
	5.4827E-175
	0.0524783
	4904.0464
	462.91323

	EUR
	rs4242369
	T
	C
	8
	125427164
	0.4121
	-0.0573
	0.0095
	1.751E-09
	　
	0.00228
	0.003
	0.363603
	　
	TRUE
	1.05146E-06
	0.0015909
	165.09991
	462.91323

	EUR
	rs4397267
	T
	C
	6
	31344793
	0.6656
	0.2468
	0.0113
	5.18E-105
	　
	-0.00617
	0.003
	0.0237
	　
	TRUE
	1.22083E-75
	0.0271144
	2467.7528
	462.91323

	EUR
	rs4672503
	T
	C
	2
	62322149
	0.2812
	0.0825
	0.0104
	1.962E-15
	　
	-0.00066
	0.003
	0.812
	　
	TRUE
	1.02628E-11
	0.0027514
	285.86956
	462.91323

	EUR
	rs4728141
	T
	C
	7
	128926978
	0.5266
	-0.0654
	0.0092
	1.263E-12
	　
	0.00127
	0.002
	0.609
	　
	TRUE
	4.06908E-09
	0.0021325
	221.42762
	462.91323

	EUR
	rs4942359
	T
	C
	13
	44748005
	0.2679
	0.0622
	0.01
	5.243E-10
	　
	-0.00361
	0.003
	0.186
	　
	TRUE
	1.37706E-06
	0.0015176
	157.47932
	462.91323

	EUR
	rs516246
	T
	C
	19
	48702915
	0.4376
	0.0658
	0.0091
	6.401E-13
	　
	-0.00133
	0.002
	0.591
	　
	TRUE
	2.32976E-09
	0.0021311
	221.2794
	462.91323

	EUR
	rs55724405
	T
	C
	1
	8199214
	0.6984
	-0.0762
	0.0097
	3.057E-15
	　
	-0.00434
	0.003
	0.0996
	　
	TRUE
	8.95006E-10
	0.0024461
	254.06755
	462.91323

	EUR
	rs559406
	T
	G
	18
	12857003
	0.5389
	-0.0742
	0.0092
	5.184E-16
	　
	0.00109
	0.002
	0.661235
	　
	TRUE
	1.39253E-11
	0.0027362
	284.27659
	462.91323

	EUR
	rs56007024
	T
	C
	2
	24846858
	0.8793
	-0.1022
	0.015
	8.043E-12
	　
	-0.00748
	0.004
	0.0662
	　
	TRUE
	5.22307E-07
	0.0022171
	230.22374
	462.91323

	EUR
	rs57717749
	T
	C
	20
	49943835
	0.3978
	-0.1279
	0.0102
	4.326E-36
	　
	-0.000031
	0.003
	0.992
	　
	TRUE
	1.03518E-25
	0.0078375
	679.56278
	462.91323

	EUR
	rs582757
	T
	C
	6
	137876687
	0.729
	-0.1401
	0.01
	6.923E-45
	　
	-0.000781
	0.003
	0.778
	　
	TRUE
	1.43616E-33
	0.0077554
	809.83099
	462.91323

	EUR
	rs61839660
	T
	C
	10
	6052734
	0.06953
	0.1108
	0.016
	4.842E-12
	　
	0.00221
	0.004
	0.619
	　
	TRUE
	8.32002E-09
	0.0015885
	164.84835
	462.91323

	EUR
	rs655991
	A
	G
	18
	54257461
	0.2689
	0.1067
	0.0099
	5.264E-27
	　
	-0.00487
	0.003
	0.0742
	　
	TRUE
	8.56521E-18
	0.0044764
	465.89163
	462.91323

	EUR
	rs663743
	A
	G
	11
	64340263
	0.3384
	-0.083
	0.0097
	1.037E-17
	　
	0.00347
	0.003
	0.187
	　
	TRUE
	5.7167E-12
	0.0030847
	320.60023
	462.91323

	EUR
	rs6701307
	A
	G
	1
	152617968
	0.6452
	0.1446
	0.0097
	2.734E-50
	　
	0.000477
	0.003
	0.855394
	　
	TRUE
	4.74785E-38
	0.0095729
	1001.4565
	462.91323

	EUR
	rs6701313
	T
	C
	1
	67246474
	0.06748
	-0.2967
	0.0201
	4.093E-49
	　
	0.00591
	0.005
	0.249
	　
	TRUE
	1.38495E-34
	0.0110789
	1160.7715
	462.91323

	EUR
	rs6744427
	T
	G
	2
	238022163
	0.1636
	0.073
	0.0128
	1.175E-08
	　
	0.0055
	0.004
	0.122
	　
	TRUE
	1.64456E-05
	0.0014584
	125.64426
	462.91323

	EUR
	rs6760912
	A
	G
	2
	233202298
	0.4673
	0.0566
	0.0094
	1.429E-09
	　
	-0.000062
	0.002
	0.98
	　
	TRUE
	1.77909E-07
	0.0015949
	165.51777
	462.91323

	EUR
	rs6868898
	T
	C
	5
	159337412
	0.6789
	-0.1008
	0.0096
	7.169E-26
	　
	-0.00467
	0.003
	0.075
	　
	TRUE
	5.1776E-17
	0.0044299
	461.0366
	462.91323

	EUR
	rs7110845
	A
	G
	11
	120305040
	0.4417
	0.0677
	0.0092
	2.306E-13
	　
	-0.00155
	0.002
	0.535
	　
	TRUE
	1.63547E-09
	0.0022605
	234.7444
	462.91323

	EUR
	rs7120822
	A
	T
	11
	128520174
	0.7526
	-0.102
	0.0108
	3.098E-21
	　
	0.000908
	0.003
	0.765
	　
	TRUE
	6.5384E-16
	0.0038743
	402.98619
	462.91323

	EUR
	rs7171410
	A
	G
	15
	85130465
	0.6104
	0.052
	0.0094
	3.609E-08
	　
	-0.00255
	0.003
	0.31
	　
	TRUE
	1.07102E-05
	0.0012861
	133.42558
	462.91323

	EUR
	rs73123262
	T
	G
	12
	56033344
	0.01636
	0.2737
	0.0449
	1.102E-09
	　
	0.0116
	0.011
	0.307
	　
	TRUE
	6.5736E-07
	0.002411
	198.52337
	462.91323

	EUR
	rs73986523
	T
	C
	17
	42118044
	0.93763
	0.1749
	0.0224
	6.423E-15
	　
	0.00177
	0.007
	0.791
	　
	TRUE
	5.87704E-11
	0.0035778
	308.89384
	462.91323

	EUR
	rs7403919
	T
	C
	16
	10992111
	0.6534
	-0.0621
	0.0094
	4.899E-11
	　
	0.00117
	0.003
	0.652
	　
	TRUE
	2.70563E-08
	0.0017467
	181.29682
	462.91323

	EUR
	rs74688172
	A
	G
	11
	36409108
	0.02761
	0.2268
	0.0248
	5.63E-20
	　
	0.00962
	0.007
	0.194
	　
	TRUE
	3.1069E-13
	0.002762
	286.9685
	462.91323

	EUR
	rs74817271
	A
	G
	5
	151090412
	0.06953
	0.3491
	0.018
	9.668E-84
	　
	-0.00644
	0.005
	0.223
	　
	TRUE
	2.0503E-59
	0.015769
	1660.0353
	462.91323

	EUR
	rs75231016
	C
	G
	19
	10310306
	0.09509
	-0.1623
	0.0172
	3.358E-21
	　
	-0.00781
	0.005
	0.0835
	　
	TRUE
	9.09409E-14
	0.0045332
	471.83544
	462.91323

	EUR
	rs75826800
	T
	C
	19
	33383448
	0.2464
	-0.0668
	0.0106
	3.32E-10
	　
	-0.00167
	0.003
	0.558
	　
	TRUE
	1.81826E-07
	0.0016572
	171.9867
	462.91323

	EUR
	rs75993298
	T
	C
	7
	37365195
	0.8988
	-0.1012
	0.0147
	4.984E-12
	　
	-0.00297
	0.004
	0.457
	　
	TRUE
	1.76913E-08
	0.0018631
	193.39914
	462.91323

	EUR
	rs78233367
	T
	C
	7
	17125812
	0.7863
	0.0614
	0.0108
	1.261E-08
	　
	0.00157
	0.003
	0.591
	　
	TRUE
	2.65092E-06
	0.001267
	131.43777
	462.91323

	EUR
	rs7828306
	T
	G
	8
	80386408
	0.6851
	-0.0692
	0.0098
	2.079E-12
	　
	-0.00321
	0.003
	0.299
	　
	TRUE
	9.12741E-08
	0.0020662
	214.52461
	462.91323

	EUR
	rs7860780
	T
	C
	9
	108010384
	0.5736
	0.0729
	0.0093
	6.044E-15
	　
	-0.00155
	0.003
	0.536
	　
	TRUE
	4.85549E-11
	0.0025996
	270.05481
	462.91323

	EUR
	rs7933433
	T
	G
	11
	128324555
	0.3916
	0.0871
	0.0097
	3.755E-19
	　
	0.000726
	0.003
	0.782
	　
	TRUE
	1.32292E-14
	0.0036149
	375.90754
	462.91323

	EUR
	rs79376089
	A
	G
	8
	60929420
	0.03374
	0.1493
	0.0216
	4.979E-12
	　
	-0.00388
	0.006
	0.515
	　
	TRUE
	1.16799E-08
	0.0014534
	150.8101
	462.91323

	EUR
	rs79611018
	A
	G
	12
	94150744
	0.02556
	-0.1698
	0.0287
	3.414E-09
	　
	0.00341
	0.007
	0.647
	　
	TRUE
	8.94384E-07
	0.0014362
	149.02378
	462.91323

	EUR
	rs8016947
	T
	G
	14
	35363460
	0.4693
	-0.137
	0.0092
	3.411E-50
	　
	0.00247
	0.002
	0.322
	　
	TRUE
	4.12152E-35
	0.0093491
	977.82289
	462.91323

	EUR
	rs8107351
	A
	G
	19
	18501948
	0.3548
	0.0725
	0.0095
	1.888E-14
	　
	0.00218
	0.003
	0.399
	　
	TRUE
	3.1377E-10
	0.0024065
	249.94268
	462.91323

	EUR
	rs848
	A
	C
	5
	132660808
	0.2127
	-0.158
	0.0114
	1.207E-43
	　
	0.00517
	0.003
	0.0894
	　
	TRUE
	3.04575E-29
	0.0083609
	873.59133
	462.91323

	EUR
	rs909484
	A
	G
	22
	36864559
	0.1738
	-0.1
	0.0126
	2.151E-15
	　
	0.000974
	0.003
	0.765
	　
	TRUE
	1.43112E-11
	0.0028719
	298.41733
	462.91323

	EUR
	rs917864
	T
	C
	22
	17085042
	0.2086
	0.0725
	0.0123
	3.869E-09
	　
	-0.00116
	0.003
	0.714
	　
	TRUE
	5.27978E-07
	0.0017355
	162.12668
	462.91323

	EUR
	rs918518
	A
	G
	5
	159399485
	0.183
	0.2972
	0.0106
	8.54E-172
	　
	-0.00372
	0.003
	0.21
	　
	TRUE
	4.3624E-125
	0.026412
	2810.8365
	462.91323

	EUR
	rs9259257
	T
	C
	6
	29889696
	　
	-0.1922
	0.025
	1.578E-14
	　
	0.00796
	0.007
	0.238
	　
	TRUE
	1.15526E-09
	　
	　
	462.91323

	EUR
	rs9272340
	T
	G
	6
	32636506
	　
	-0.2911
	0.017
	1.838E-65
	　
	-0.000711
	0.003
	0.836
	　
	TRUE
	3.61212E-54
	　
	　
	462.91323

	EUR
	rs9504361
	A
	G
	6
	577820
	0.501
	0.0948
	0.0094
	1.035E-23
	　
	0.000674
	0.002
	0.786612
	　
	TRUE
	6.70014E-18
	0.0044935
	467.68226
	462.91323

	EUR
	rs9513593
	A
	G
	13
	99298006
	0.8364
	-0.0746
	0.0119
	3.468E-10
	　
	-0.00533
	0.003
	0.0987
	　
	TRUE
	4.44305E-06
	0.001523
	158.04362
	462.91323

	EUR
	rs9858861
	C
	G
	3
	156824848
	0.6247
	-0.0517
	0.0094
	3.32E-08
	　
	0.00308
	0.003
	0.228861
	　
	TRUE
	1.8045E-05
	0.0012533
	130.02171
	462.91323

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Psoriasis
	　
	Nicotine metabolite ratio
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10414086
	T
	C
	19
	937136
	0.07873
	0.0866
	0.0159
	4.869E-08
	　
	0.003695
	0.036049
	0.918342
	　
	TRUE
	0.369911051
	0.0010879
	109.90927
	501.09936

	EUR
	rs10774465
	A
	G
	12
	923311
	0.5031
	0.0526
	0.0092
	1.054E-08
	　
	-0.010545
	0.019716
	0.592769
	　
	TRUE
	0.467939758
	0.0013833
	143.5278
	501.09936

	EUR
	rs10794648
	T
	C
	1
	24518206
	0.2526
	-0.1098
	0.0107
	1.491E-24
	　
	-0.0207
	0.022186
	0.350796
	　
	TRUE
	0.18392208
	0.0045522
	473.81923
	501.09936

	EUR
	rs10847516
	A
	G
	12
	122665173
	0.5409
	-0.0723
	0.01
	4.727E-13
	　
	0.011523
	0.023626
	0.625761
	　
	TRUE
	0.314755412
	0.0025962
	223.92141
	501.09936

	EUR
	rs10891054
	A
	C
	11
	109966513
	0.3057
	0.0825
	0.0099
	5.724E-17
	　
	0.022419
	0.021102
	0.288025
	　
	TRUE
	0.434302534
	0.0028892
	300.2252
	501.09936

	EUR
	rs10936821
	T
	G
	3
	101628519
	0.7914
	-0.1066
	0.0116
	4.03E-20
	　
	0.004301
	0.023434
	0.854363
	　
	TRUE
	0.062434875
	0.0037519
	375.5745
	501.09936

	EUR
	rs11033552
	A
	C
	11
	36348120
	0.3313
	-0.0813
	0.0097
	3.643E-17
	　
	0.000178
	0.021427
	0.993373
	　
	TRUE
	0.068621614
	0.0029286
	304.33202
	501.09936

	EUR
	rs111580405
	A
	G
	12
	56739557
	0.93456
	0.2713
	0.0208
	9.808E-39
	　
	-0.030896
	0.048839
	0.527015
	　
	TRUE
	0.039881563
	0.0090029
	781.52603
	501.09936

	EUR
	rs114122513
	T
	C
	6
	491377
	0.96319
	0.2192
	0.0269
	3.534E-16
	　
	-0.096369
	0.061101
	0.114746
	　
	TRUE
	0.810861656
	0.0034071
	354.22659
	501.09936

	EUR
	rs11653893
	A
	G
	17
	78178830
	0.4898
	0.0797
	0.0091
	2.41E-18
	　
	0.018235
	0.020013
	0.362197
	　
	TRUE
	0.306718768
	0.0031747
	329.98704
	501.09936

	EUR
	rs11795343
	T
	C
	9
	32523737
	0.5798
	0.0977
	0.0093
	1.021E-25
	　
	0.013903
	0.019989
	0.486748
	　
	TRUE
	0.106601413
	0.0046511
	484.15909
	501.09936

	EUR
	rs12122257
	C
	G
	1
	152307878
	0.8793
	0.1023
	0.0169
	1.458E-09
	　
	-0.000719
	0.03896
	0.985268
	　
	TRUE
	0.221232209
	0.0022214
	191.52577
	501.09936

	EUR
	rs12225345
	A
	G
	11
	65647105
	0.8344
	-0.1035
	0.013
	1.356E-15
	　
	-0.011759
	0.032095
	0.714095
	　
	TRUE
	0.20265828
	0.0029604
	255.42811
	501.09936

	EUR
	rs12432476
	T
	C
	14
	35838369
	0.4755
	0.0508
	0.0091
	2.219E-08
	　
	0.010954
	0.020433
	0.591914
	　
	TRUE
	0.486952639
	0.0012872
	133.54354
	501.09936

	EUR
	rs1250546
	A
	G
	10
	81032532
	0.6268
	0.0916
	0.0092
	3.747E-23
	　
	-0.03374
	0.020273
	0.096064
	　
	TRUE
	0.58316841
	0.0039255
	408.32859
	501.09936

	EUR
	rs12654176
	A
	G
	5
	56058487
	0.90184
	-0.0988
	0.0145
	9.081E-12
	　
	0.011856
	0.032057
	0.711518
	　
	TRUE
	0.248622652
	0.0017283
	172.65056
	501.09936

	EUR
	rs1276674
	A
	T
	5
	158091369
	0.3119
	0.073
	0.0104
	2.036E-12
	　
	0.001596
	0.024131
	0.947236
	　
	TRUE
	0.169240701
	0.0022874
	197.23
	501.09936

	EUR
	rs13029175
	T
	G
	2
	111629125
	0.3231
	-0.06
	0.0098
	7.667E-10
	　
	-0.013705
	0.02065
	0.506893
	　
	TRUE
	0.491132187
	0.0015747
	163.41369
	501.09936

	EUR
	rs13137072
	A
	G
	4
	123539854
	0.1544
	-0.087
	0.0125
	2.926E-12
	　
	0.024227
	0.028914
	0.402085
	　
	TRUE
	0.483134062
	0.0019764
	205.18709
	501.09936

	EUR
	rs131656
	A
	G
	22
	21917450
	0.1902
	0.1109
	0.0114
	2.38E-22
	　
	0.003133
	0.023061
	0.891901
	　
	TRUE
	0.046566774
	0.0037886
	394.03966
	501.09936

	EUR
	rs13205975
	A
	G
	6
	32970865
	0.05215
	0.405
	0.0202
	3.93E-89
	　
	-0.037387
	0.048285
	0.438757
	　
	TRUE
	7.54947E-05
	0.0162156
	1459.4782
	501.09936

	EUR
	rs13708
	A
	G
	16
	31000809
	0.6391
	-0.0749
	0.0094
	1.242E-15
	　
	0.013388
	0.020218
	0.507876
	　
	TRUE
	0.274535819
	0.0025879
	268.83435
	501.09936

	EUR
	rs1407308
	T
	G
	9
	117570223
	0.5051
	-0.0542
	0.0091
	2.427E-09
	　
	-0.021184
	0.019389
	0.274568
	　
	TRUE
	0.815208722
	0.0014687
	152.39536
	501.09936

	EUR
	rs146373541
	A
	C
	1
	168519007
	0.93456
	0.1283
	0.0226
	1.481E-08
	　
	-0.049672
	0.051687
	0.336532
	　
	TRUE
	0.759842012
	0.0020134
	207.50581
	501.09936

	EUR
	rs148589791
	T
	C
	6
	29531288
	0.04806
	0.6035
	0.0194
	1E-200
	　
	0.012241
	0.047779
	0.797795
	　
	TRUE
	1.75893E-12
	0.0333256
	3052.539
	501.09936

	EUR
	rs1547296
	A
	G
	6
	137962133
	0.2904
	-0.0585
	0.0106
	2.973E-08
	　
	0.001039
	0.021603
	0.961613
	　
	TRUE
	0.247076239
	0.0014104
	146.34402
	501.09936

	EUR
	rs1992660
	T
	C
	5
	40415067
	0.5859
	0.0519
	0.0093
	2.474E-08
	　
	0.01589
	0.020164
	0.430668
	　
	TRUE
	0.653474744
	0.0013071
	135.60369
	501.09936

	EUR
	rs2021511
	T
	C
	16
	11344903
	0.2965
	-0.1063
	0.0101
	1.05E-25
	　
	-0.025228
	0.021787
	0.246865
	　
	TRUE
	0.243328124
	0.004714
	490.73549
	501.09936

	EUR
	rs2093338
	A
	T
	1
	67540316
	0.8763
	-0.0781
	0.0136
	9.851E-09
	　
	0.008123
	0.029814
	0.785268
	　
	TRUE
	0.323455825
	0.0013224
	137.19532
	501.09936

	EUR
	rs2111485
	A
	G
	2
	163110536
	0.3978
	-0.143
	0.0094
	7.287E-52
	　
	-0.004871
	0.020092
	0.808442
	　
	TRUE
	0.002053925
	0.0097973
	1025.1645
	501.09936

	EUR
	rs2212434
	T
	C
	11
	76281593
	0.4407
	0.0513
	0.0092
	2.562E-08
	　
	0.022877
	0.019805
	0.248027
	　
	TRUE
	0.928455872
	0.0012973
	134.59423
	501.09936

	EUR
	rs2297520
	T
	C
	17
	26108040
	0.4131
	-0.082
	0.0093
	9.881E-19
	　
	0.007409
	0.020444
	0.717045
	　
	TRUE
	0.116311487
	0.0032604
	338.92638
	501.09936

	EUR
	rs2297545
	A
	G
	1
	206651107
	0.2311
	0.1105
	0.011
	8.168E-24
	　
	-0.009359
	0.023826
	0.694488
	　
	TRUE
	0.070493643
	0.0043393
	451.56791
	501.09936

	EUR
	rs2451258
	T
	C
	6
	159506600
	0.6503
	-0.0876
	0.0096
	5.688E-20
	　
	-0.013287
	0.021333
	0.533419
	　
	TRUE
	0.166520759
	0.0034902
	362.89089
	501.09936

	EUR
	rs2488389
	A
	G
	1
	197631141
	0.1953
	0.0973
	0.011
	6.36E-19
	　
	-0.001477
	0.025151
	0.953165
	　
	TRUE
	0.061077034
	0.0029757
	309.24041
	501.09936

	EUR
	rs2836747
	A
	G
	21
	40282556
	0.5337
	0.055
	0.0094
	5.254E-09
	　
	-0.010202
	0.020252
	0.614456
	　
	TRUE
	0.432252552
	0.0015056
	156.23647
	501.09936

	EUR
	rs28510484
	C
	G
	15
	31637569
	0.1697
	-0.0719
	0.0124
	6.832E-09
	　
	0.000807
	0.026196
	0.975419
	　
	TRUE
	0.216702061
	0.0014568
	151.16382
	501.09936

	EUR
	rs28512356
	A
	C
	3
	189615475
	0.2035
	-0.0955
	0.0119
	8.774E-16
	　
	0.037464
	0.027002
	0.165284
	　
	TRUE
	0.691001642
	0.0029566
	307.24365
	501.09936

	EUR
	rs28998802
	A
	G
	17
	26124908
	0.1595
	0.1606
	0.013
	4.204E-35
	　
	-0.008823
	0.027618
	0.749368
	　
	TRUE
	0.017135761
	0.0069154
	721.51158
	501.09936

	EUR
	rs2944542
	C
	G
	10
	64369999
	0.3548
	-0.0566
	0.0094
	1.869E-09
	　
	-0.023466
	0.020267
	0.246906
	　
	TRUE
	0.8538026
	0.0014667
	152.19078
	501.09936

	EUR
	rs3024493
	A
	C
	1
	206943968
	0.1656
	0.0765
	0.0125
	8.992E-10
	　
	0.031433
	0.026972
	0.243843
	　
	TRUE
	0.842697939
	0.0016173
	167.84194
	501.09936

	EUR
	rs30376
	T
	C
	5
	96120259
	0.7117
	-0.0968
	0.01
	5.205E-22
	　
	-0.009819
	0.021711
	0.651097
	　
	TRUE
	0.094723492
	0.0038452
	399.94987
	501.09936

	EUR
	rs3184504
	T
	C
	12
	111884608
	0.4663
	0.0813
	0.0092
	8.974E-19
	　
	0.025353
	0.019928
	0.203275
	　
	TRUE
	0.492075926
	0.0032898
	341.99115
	501.09936

	EUR
	rs33980500
	T
	C
	6
	111913262
	0.08589
	0.3263
	0.0161
	1.24E-91
	　
	-0.076293
	0.037232
	0.040469
	　
	TRUE
	0.015476778
	0.0167188
	1761.7226
	501.09936

	EUR
	rs34190690
	T
	C
	1
	33556279
	0.2791
	0.0658
	0.0113
	5.589E-09
	　
	-0.00102
	0.026305
	0.969058
	　
	TRUE
	0.247614753
	0.0017423
	150.14461
	501.09936

	EUR
	rs34515026
	T
	C
	3
	196349234
	0.5573
	0.0524
	0.0093
	1.573E-08
	　
	-0.002905
	0.020017
	0.884602
	　
	TRUE
	0.276590913
	0.0013548
	140.56914
	501.09936

	EUR
	rs34536443
	C
	G
	19
	10463118
	0.02965
	-0.5082
	0.027
	2.632E-79
	　
	-0.050074
	0.053196
	0.346536
	　
	TRUE
	0.001198039
	0.0148612
	1522.3819
	501.09936

	EUR
	rs35741374
	T
	C
	2
	61072567
	0.5491
	0.1222
	0.0092
	3.926E-40
	　
	0.018775
	0.019953
	0.34673
	　
	TRUE
	0.047715915
	0.0073944
	771.85804
	501.09936

	EUR
	rs3825765
	A
	G
	14
	105532812
	0.2924
	0.0664
	0.0102
	7.773E-11
	　
	-0.010341
	0.022225
	0.641753
	　
	TRUE
	0.333735111
	0.0018244
	189.38016
	501.09936

	EUR
	rs3869094
	T
	C
	6
	30979558
	0.5378
	-0.3249
	0.0099
	1E-200
	　
	0.007532
	0.020371
	0.711579
	　
	TRUE
	2.10754E-13
	0.0524783
	4904.0464
	501.09936

	EUR
	rs4397267
	T
	C
	6
	31312570
	0.6656
	0.2468
	0.0113
	5.18E-105
	　
	-0.010054
	0.021524
	0.64044
	　
	TRUE
	2.91185E-06
	0.0271144
	2467.7528
	501.09936

	EUR
	rs440261
	A
	G
	6
	32198056
	0.7485
	0.1224
	0.0116
	6.905E-26
	　
	-0.033437
	0.024309
	0.168959
	　
	TRUE
	0.252693212
	0.0056406
	502.27641
	501.09936

	EUR
	rs4630610
	A
	C
	17
	73822583
	0.1575
	0.1028
	0.0127
	5.646E-16
	　
	-0.006195
	0.02842
	0.827425
	　
	TRUE
	0.120256432
	0.0028046
	291.40465
	501.09936

	EUR
	rs4672503
	T
	C
	2
	62549284
	0.2812
	0.0825
	0.0104
	1.962E-15
	　
	-0.012771
	0.02298
	0.578387
	　
	TRUE
	0.234513215
	0.0027514
	285.86956
	501.09936

	EUR
	rs4728141
	T
	C
	7
	128567032
	0.5266
	-0.0654
	0.0092
	1.263E-12
	　
	-0.031189
	0.019781
	0.114854
	　
	TRUE
	0.989721066
	0.0021325
	221.42762
	501.09936

	EUR
	rs4942359
	T
	C
	13
	45322141
	0.2679
	0.0622
	0.01
	5.243E-10
	　
	0.005169
	0.021687
	0.811604
	　
	TRUE
	0.260661874
	0.0015176
	157.47932
	501.09936

	EUR
	rs516246
	T
	C
	19
	49206172
	0.4376
	0.0658
	0.0091
	6.401E-13
	　
	-0.014996
	0.020336
	0.460872
	　
	TRUE
	0.390671591
	0.0021311
	221.2794
	501.09936

	EUR
	rs55724405
	T
	C
	1
	8259274
	0.6984
	-0.0762
	0.0097
	3.057E-15
	　
	-0.021203
	0.021197
	0.317165
	　
	TRUE
	0.460360374
	0.0024461
	254.06755
	501.09936

	EUR
	rs559406
	T
	G
	18
	12857002
	0.5389
	-0.0742
	0.0092
	5.184E-16
	　
	-0.02234
	0.019882
	0.261159
	　
	TRUE
	0.50693084
	0.0027362
	284.27659
	501.09936

	EUR
	rs56007024
	T
	C
	2
	25069727
	0.8793
	-0.1022
	0.015
	8.043E-12
	　
	0.007297
	0.031223
	0.815219
	　
	TRUE
	0.20809482
	0.0022171
	230.22374
	501.09936

	EUR
	rs582757
	T
	C
	6
	138197824
	0.729
	-0.1401
	0.01
	6.923E-45
	　
	0.027143
	0.021335
	0.203279
	　
	TRUE
	0.069480075
	0.0077554
	809.83099
	501.09936

	EUR
	rs655991
	A
	G
	18
	51783831
	0.2689
	0.1067
	0.0099
	5.264E-27
	　
	-0.014264
	0.022443
	0.525094
	　
	TRUE
	0.083346555
	0.0044764
	465.89163
	501.09936

	EUR
	rs663743
	A
	G
	11
	64107735
	0.3384
	-0.083
	0.0097
	1.037E-17
	　
	-0.002556
	0.020519
	0.90083
	　
	TRUE
	0.080864416
	0.0030847
	320.60023
	501.09936

	EUR
	rs6701307
	A
	G
	1
	152590444
	0.6452
	0.1446
	0.0097
	2.734E-50
	　
	0.022783
	0.020591
	0.2685
	　
	TRUE
	0.029807245
	0.0095729
	1001.4565
	501.09936

	EUR
	rs6701313
	T
	C
	1
	67712157
	0.06748
	-0.2967
	0.0201
	4.093E-49
	　
	0.00203
	0.042994
	0.962325
	　
	TRUE
	0.001501626
	0.0110789
	1160.7715
	501.09936

	EUR
	rs6744427
	T
	G
	2
	238930805
	0.1636
	0.073
	0.0128
	1.175E-08
	　
	0.015445
	0.03227
	0.632238
	　
	TRUE
	0.483209501
	0.0014584
	125.64426
	501.09936

	EUR
	rs6760912
	A
	G
	2
	234110944
	0.4673
	0.0566
	0.0094
	1.429E-09
	　
	0.022704
	0.020152
	0.259867
	　
	TRUE
	0.829989517
	0.0015949
	165.51777
	501.09936

	EUR
	rs6868898
	T
	C
	5
	158764420
	0.6789
	-0.1008
	0.0096
	7.169E-26
	　
	0.042035
	0.020622
	0.041527
	　
	TRUE
	0.762336539
	0.0044299
	461.0366
	501.09936

	EUR
	rs7110845
	A
	G
	11
	120175749
	0.4417
	0.0677
	0.0092
	2.306E-13
	　
	-0.004815
	0.020152
	0.811149
	　
	TRUE
	0.169841241
	0.0022605
	234.7444
	501.09936

	EUR
	rs7120822
	A
	T
	11
	128390069
	0.7526
	-0.102
	0.0108
	3.098E-21
	　
	0.020212
	0.023329
	0.386288
	　
	TRUE
	0.224170154
	0.0038743
	402.98619
	501.09936

	EUR
	rs7171410
	A
	G
	15
	85673696
	0.6104
	0.052
	0.0094
	3.609E-08
	　
	0.008126
	0.020334
	0.689429
	　
	TRUE
	0.413753935
	0.0012861
	133.42558
	501.09936

	EUR
	rs73123262
	T
	G
	12
	56427128
	0.01636
	0.2737
	0.0449
	1.102E-09
	　
	-0.029711
	0.172511
	0.863241
	　
	TRUE
	0.489111043
	0.002411
	198.52337
	501.09936

	EUR
	rs740271
	T
	C
	2
	102600083
	0.319
	-0.0547
	0.0098
	2.274E-08
	　
	0.005313
	0.02078
	0.798199
	　
	TRUE
	0.332736285
	0.0013
	134.87065
	501.09936

	EUR
	rs7403919
	T
	C
	16
	11085968
	0.6534
	-0.0621
	0.0094
	4.899E-11
	　
	0.015656
	0.020752
	0.450601
	　
	TRUE
	0.480466278
	0.0017467
	181.29682
	501.09936

	EUR
	rs74688172
	A
	G
	11
	36430658
	0.02761
	0.2268
	0.0248
	5.63E-20
	　
	0.010682
	0.048452
	0.825504
	　
	TRUE
	0.07499485
	0.002762
	286.9685
	501.09936

	EUR
	rs74817271
	A
	G
	5
	150469973
	0.06953
	0.3491
	0.018
	9.668E-84
	　
	0.027223
	0.039462
	0.490301
	　
	TRUE
	0.000375038
	0.015769
	1660.0353
	501.09936

	EUR
	rs75231016
	C
	G
	19
	10420982
	0.09509
	-0.1623
	0.0172
	3.358E-21
	　
	0.009745
	0.034626
	0.778379
	　
	TRUE
	0.07434903
	0.0045332
	471.83544
	501.09936

	EUR
	rs7523328
	A
	G
	1
	25294195
	0.544
	0.1264
	0.0091
	6.227E-44
	　
	0.000076
	0.019842
	0.996938
	　
	TRUE
	0.00247172
	0.0079266
	827.85475
	501.09936

	EUR
	rs7551874
	A
	G
	1
	12048130
	0.3425
	-0.0809
	0.0106
	1.966E-14
	　
	-0.036732
	0.024425
	0.132608
	　
	TRUE
	0.925543329
	0.0029477
	254.33213
	501.09936

	EUR
	rs75826800
	T
	C
	19
	33874354
	0.2464
	-0.0668
	0.0106
	3.32E-10
	　
	0.015755
	0.02308
	0.494865
	　
	TRUE
	0.478214336
	0.0016572
	171.9867
	501.09936

	EUR
	rs75993298
	T
	C
	7
	37404798
	0.8988
	-0.1012
	0.0147
	4.984E-12
	　
	0.04341
	0.03075
	0.158015
	　
	TRUE
	0.900592686
	0.0018631
	193.39914
	501.09936

	EUR
	rs78037977
	A
	G
	1
	172715702
	0.8814
	-0.1177
	0.0142
	9.331E-17
	　
	-0.003314
	0.031875
	0.917174
	　
	TRUE
	0.087760794
	0.0028963
	300.96111
	501.09936

	EUR
	rs78233367
	T
	C
	7
	17165436
	0.7863
	0.0614
	0.0108
	1.261E-08
	　
	-0.016772
	0.022406
	0.454125
	　
	TRUE
	0.609853237
	0.001267
	131.43777
	501.09936

	EUR
	rs7860780
	T
	C
	9
	110772665
	0.5736
	0.0729
	0.0093
	6.044E-15
	　
	0.023908
	0.019969
	0.23117
	　
	TRUE
	0.587563825
	0.0025996
	270.05481
	501.09936

	EUR
	rs79077660
	T
	C
	2
	163250620
	0.01636
	-0.2628
	0.0451
	5.641E-09
	　
	-0.06561
	0.122701
	0.592871
	　
	TRUE
	0.630259545
	0.0022228
	188.50114
	501.09936

	EUR
	rs7933433
	T
	G
	11
	128194450
	0.3916
	0.0871
	0.0097
	3.755E-19
	　
	-0.013185
	0.021616
	0.541923
	　
	TRUE
	0.172484788
	0.0036149
	375.90754
	501.09936

	EUR
	rs79376089
	A
	G
	8
	61841979
	0.03374
	0.1493
	0.0216
	4.979E-12
	　
	0.002221
	0.04537
	0.960948
	　
	TRUE
	0.144114369
	0.0014534
	150.8101
	501.09936

	EUR
	rs79470265
	A
	C
	14
	98649129
	0.7904
	0.1086
	0.0126
	7.362E-18
	　
	-0.024377
	0.030039
	0.417076
	　
	TRUE
	0.330447717
	0.0039078
	337.49247
	501.09936

	EUR
	rs8016947
	T
	G
	14
	35832666
	0.4693
	-0.137
	0.0092
	3.411E-50
	　
	0.004643
	0.019866
	0.81521
	　
	TRUE
	0.002521504
	0.0093491
	977.82289
	501.09936

	EUR
	rs8107351
	A
	G
	19
	18612758
	0.3548
	0.0725
	0.0095
	1.888E-14
	　
	0.001816
	0.020404
	0.929073
	　
	TRUE
	0.114437765
	0.0024065
	249.94268
	501.09936

	EUR
	rs848
	A
	C
	5
	131996500
	0.2127
	-0.158
	0.0114
	1.207E-43
	　
	0.001205
	0.022571
	0.957404
	　
	TRUE
	0.002960759
	0.0083609
	873.59133
	501.09936

	EUR
	rs909484
	A
	G
	22
	37260601
	0.1738
	-0.1
	0.0126
	2.151E-15
	　
	0.009429
	0.025961
	0.716475
	　
	TRUE
	0.168349219
	0.0028719
	298.41733
	501.09936

	EUR
	rs917864
	T
	C
	22
	17565932
	0.2086
	0.0725
	0.0123
	3.869E-09
	　
	0.032676
	0.025095
	0.192879
	　
	TRUE
	0.932162082
	0.0017355
	162.12668
	501.09936

	EUR
	rs918518
	A
	G
	5
	158826493
	0.183
	0.2972
	0.0106
	8.54E-172
	　
	-0.01311
	0.024512
	0.592791
	　
	TRUE
	2.27701E-08
	0.026412
	2810.8365
	501.09936

	EUR
	rs9272340
	T
	G
	6
	32604283
	　
	-0.2911
	0.017
	1.838E-65
	　
	0.066784
	0.066412
	0.314594
	　
	TRUE
	0.230298738
	　
	　
	501.09936

	EUR
	rs9368266
	A
	G
	6
	21001379
	0.5828
	0.051
	0.0092
	3.231E-08
	　
	0.015545
	0.019614
	0.428039
	　
	TRUE
	0.662523857
	0.0012648
	131.21815
	501.09936

	EUR
	rs9504361
	A
	G
	6
	577820
	0.501
	0.0948
	0.0094
	1.035E-23
	　
	0.010801
	0.019913
	0.587556
	　
	TRUE
	0.09464358
	0.0044935
	467.68226
	501.09936

	EUR
	rs9513593
	A
	G
	13
	99950260
	0.8364
	-0.0746
	0.0119
	3.468E-10
	　
	0.010862
	0.024579
	0.658572
	　
	TRUE
	0.34883442
	0.001523
	158.04362
	501.09936

	EUR
	rs9858861
	C
	G
	3
	156542637
	0.6247
	-0.0517
	0.0094
	3.32E-08
	　
	-0.024464
	0.020152
	0.224749
	　
	TRUE
	0.987429565
	0.0012533
	130.02171
	501.09936

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Cigarettes per day-Strictly LD
	　
	Psoriasis
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs11076320
	A
	C
	16
	52097552
	0.632207
	-0.0164
	0.003
	1.06E-10
	　
	-0.0163
	0.0095
	0.08508
	　
	TRUE
	0.231963268
	0.0001251
	40.599724
	97.578044

	EUR
	rs112178027
	T
	C
	17
	27564013
	0.181909
	0.0205
	0.003
	8.02E-10
	　
	0.012
	0.0128
	0.3472
	　
	TRUE
	0.011558415
	0.0001251
	40.843634
	97.578044

	EUR
	rs112270518
	A
	G
	9
	136471660
	0.0924453
	0.0344
	0.004
	6.01E-18
	　
	0.0121
	0.015
	0.4223
	　
	TRUE
	0.000434803
	0.0001986
	64.843628
	97.578044

	EUR
	rs113991567
	G
	A
	15
	79033072
	0.0536779
	0.0442
	0.006
	4.39E-12
	　
	-0.0231
	0.0244
	0.3422
	　
	TRUE
	0.006176466
	0.0001985
	64.654039
	97.578044

	EUR
	rs11632963
	A
	G
	15
	79132644
	0.499006
	-0.0368
	0.002
	8.01E-50
	　
	0.0042
	0.0091
	0.6494
	　
	TRUE
	6.28E-18
	0.0006771
	221.22522
	97.578044

	EUR
	rs11663346
	T
	A
	18
	62152458
	0.592445
	-0.0141
	0.003
	1.75E-08
	　
	0.0016
	0.0093
	0.8602
	　
	TRUE
	0.031013828
	9.60E-05
	31.348785
	97.578044

	EUR
	rs11686893
	C
	T
	2
	148495050
	0.286282
	0.0165
	0.003
	3.28E-10
	　
	0.0232
	0.0096
	0.0158
	　
	TRUE
	0.552581801
	0.0001113
	36.328162
	97.578044

	EUR
	rs117248593
	T
	C
	19
	41282372
	0.026839
	-0.0803
	0.008
	4.84E-26
	　
	-0.0257
	0.0287
	0.3707
	　
	TRUE
	3.37E-05
	0.0003368
	109.96926
	97.578044

	EUR
	rs11725618
	C
	T
	4
	67053769
	0.313121
	0.0181
	0.003
	5.71E-11
	　
	0.001
	0.0104
	0.9253
	　
	TRUE
	0.004009654
	0.0001409
	46.016896
	97.578044

	EUR
	rs117287096
	A
	G
	19
	41341413
	0.0218688
	-0.127
	0.008
	8.59E-54
	　
	-0.0191
	0.0337
	0.5713
	　
	TRUE
	2.56E-12
	0.00069
	206.6756
	97.578044

	EUR
	rs11777131
	T
	C
	8
	27453762
	0.214712
	0.0205
	0.003
	1.19E-11
	　
	-0.0092
	0.0112
	0.4079
	　
	TRUE
	0.008336633
	0.0001417
	46.276562
	97.578044

	EUR
	rs118062833
	T
	C
	19
	41209158
	0.0417495
	-0.0468
	0.006
	6.06E-13
	　
	-0.0194
	0.0246
	0.4301
	　
	TRUE
	0.001683019
	0.0001752
	57.227488
	97.578044

	EUR
	rs11940430
	A
	T
	4
	99509453
	0.654076
	-0.0146
	0.003
	2.94E-08
	　
	-0.0102
	0.0097
	0.2935
	　
	TRUE
	0.140907768
	9.65E-05
	31.496554
	97.578044

	EUR
	rs12660603
	C
	T
	6
	97970749
	0.0437376
	-0.0303
	0.006
	4.24E-08
	　
	-0.0468
	0.0219
	0.0329
	　
	TRUE
	0.617030486
	7.68E-05
	23.041107
	97.578044

	EUR
	rs13254578
	C
	G
	8
	42545846
	0.777336
	0.0353
	0.003
	4.81E-33
	　
	0.0052
	0.0109
	0.6332
	　
	TRUE
	8.36E-08
	0.0004314
	140.89712
	97.578044

	EUR
	rs1444026
	G
	T
	8
	137545826
	0.446322
	0.014
	0.002
	2.15E-08
	　
	-0.0066
	0.0094
	0.4848
	　
	TRUE
	0.00489671
	9.69E-05
	31.630804
	97.578044

	EUR
	rs145104523
	T
	C
	21
	40644110
	0.125249
	0.0212
	0.004
	1.09E-08
	　
	0.0069
	0.014
	0.6232
	　
	TRUE
	0.029866347
	9.85E-05
	32.157312
	97.578044

	EUR
	rs154665
	T
	C
	16
	89690688
	0.461233
	0.0142
	0.002
	1.09E-08
	　
	0.0172
	0.0092
	0.06175
	　
	TRUE
	0.062200929
	0.0001002
	32.528188
	97.578044

	EUR
	rs1565735
	A
	T
	8
	27426077
	0.199801
	0.0231
	0.003
	1.14E-13
	　
	-0.0187
	0.0116
	0.1061
	　
	TRUE
	0.01756751
	0.0001706
	55.718608
	97.578044

	EUR
	rs1657936
	T
	C
	15
	57113013
	0.781312
	-0.0189
	0.003
	6.52E-10
	　
	-0.0086
	0.0119
	0.4699
	　
	TRUE
	0.017661349
	0.0001221
	39.859569
	97.578044

	EUR
	rs2060220
	T
	A
	5
	166574542
	0.133201
	0.0201
	0.004
	2.16E-08
	　
	0.0024
	0.0137
	0.8623
	　
	TRUE
	0.02107359
	9.33E-05
	30.462466
	97.578044

	EUR
	rs2133203
	T
	C
	1
	77974530
	0.450298
	-0.0162
	0.003
	2.42E-09
	　
	-0.0223
	0.0092
	0.01568
	　
	TRUE
	0.463189038
	0.0001299
	36.437073
	97.578044

	EUR
	rs2273500
	C
	T
	20
	61986949
	0.146123
	0.035
	0.003
	7.09E-24
	　
	0.0088
	0.0128
	0.4897
	　
	TRUE
	2.34E-07
	0.0003057
	97.922289
	97.578044

	EUR
	rs2303728
	T
	G
	19
	41114065
	0.227634
	-0.0233
	0.003
	2.44E-14
	　
	-0.0177
	0.0113
	0.1188
	　
	TRUE
	0.014399434
	0.0001909
	62.339249
	97.578044

	EUR
	rs2460451
	A
	C
	16
	89697792
	0.475149
	0.0184
	0.002
	1.98E-13
	　
	0.0184
	0.0093
	0.04669
	　
	TRUE
	0.005063662
	0.0001689
	54.814207
	97.578044

	EUR
	rs2519764
	A
	C
	9
	136493182
	0.712724
	-0.0176
	0.003
	5.31E-11
	　
	0.0126
	0.0101
	0.213
	　
	TRUE
	0.073059006
	0.0001268
	41.41977
	97.578044

	EUR
	rs2655008
	T
	A
	3
	136123775
	0.730616
	0.0161
	0.003
	1.78E-08
	　
	-0.0091
	0.0106
	0.3908
	　
	TRUE
	0.059292755
	0.000102
	33.316822
	97.578044

	EUR
	rs28681284
	T
	C
	15
	78908565
	0.220676
	-0.0852
	0.003
	1.29E-173
	　
	-0.0159
	0.011
	0.1502
	　
	TRUE
	8.24E-37
	0.0024968
	817.23051
	97.578044

	EUR
	rs3025383
	C
	T
	9
	136502369
	0.180915
	-0.0307
	0.003
	6.01E-22
	　
	0.0132
	0.0117
	0.2615
	　
	TRUE
	5.36E-05
	0.0002793
	91.2238
	97.578044

	EUR
	rs34973462
	T
	C
	1
	175993820
	0.343936
	0.0145
	0.003
	2.84E-08
	　
	0.0021
	0.0097
	0.8303
	　
	TRUE
	0.029085288
	9.49E-05
	30.797776
	97.578044

	EUR
	rs4274224
	A
	G
	11
	113319452
	0.545726
	0.0139
	0.002
	2.35E-08
	　
	0.0082
	0.0093
	0.3752
	　
	TRUE
	0.008221133
	9.58E-05
	31.280253
	97.578044

	EUR
	rs4471405
	C
	T
	11
	43767796
	0.400596
	-0.0143
	0.003
	1.34E-08
	　
	-0.0224
	0.0092
	0.01533
	　
	TRUE
	0.827274517
	9.82E-05
	32.0662
	97.578044

	EUR
	rs4911094
	C
	G
	20
	31076232
	0.0775348
	0.0254
	0.004
	4.34E-09
	　
	0.0373
	0.0171
	0.02888
	　
	TRUE
	0.224231326
	9.23E-05
	29.93039
	97.578044

	EUR
	rs56113850
	C
	T
	19
	41353107
	0.592445
	0.0622
	0.002
	1.36E-137
	　
	0.0212
	0.0096
	0.02822
	　
	TRUE
	5.75E-39
	0.0018683
	611.13015
	97.578044

	EUR
	rs6078372
	A
	G
	20
	11860291
	0.420477
	0.0153
	0.003
	1.22E-09
	　
	0.0051
	0.0093
	0.5783
	　
	TRUE
	0.042834613
	0.0001141
	37.252195
	97.578044

	EUR
	rs632811
	G
	A
	15
	59155050
	0.349901
	-0.0169
	0.003
	1.85E-09
	　
	-0.0043
	0.0097
	0.655
	　
	TRUE
	0.011054707
	0.0001299
	36.645295
	97.578044

	EUR
	rs669696
	A
	C
	16
	69626136
	0.423459
	-0.0194
	0.003
	1.69E-11
	　
	-0.0017
	0.0093
	0.8527
	　
	TRUE
	0.000770095
	0.0001838
	45.346088
	97.578044

	EUR
	rs6699355
	T
	C
	1
	35384605
	0.877734
	-0.0207
	0.004
	3.05E-08
	　
	-0.0072
	0.0146
	0.6228
	　
	TRUE
	0.034463094
	9.20E-05
	29.648419
	97.578044

	EUR
	rs67820526
	A
	G
	19
	4083916
	0.172962
	-0.0184
	0.003
	1.62E-08
	　
	-0.0047
	0.0124
	0.7029
	　
	TRUE
	0.007307366
	9.69E-05
	31.56082
	97.578044

	EUR
	rs72738704
	C
	G
	15
	78719832
	0.370775
	0.0863
	0.003
	1.00E-200
	　
	0.0115
	0.01
	0.2501
	　
	TRUE
	4.37E-38
	0.0034751
	1138.5612
	97.578044

	EUR
	rs72976960
	G
	A
	19
	4029784
	0.184891
	-0.0207
	0.003
	1.46E-09
	　
	0.0068
	0.0123
	0.5788
	　
	TRUE
	0.003325844
	0.0001292
	41.211106
	97.578044

	EUR
	rs75148672
	G
	T
	8
	43105478
	0.027833
	-0.0467
	0.008
	1.91E-08
	　
	0.0046
	0.0426
	0.9149
	　
	TRUE
	0.024146612
	0.000118
	37.687484
	97.578044

	EUR
	rs7599488
	T
	C
	2
	60718347
	0.417495
	0.0144
	0.002
	8.42E-09
	　
	0.0146
	0.0091
	0.1108
	　
	TRUE
	0.032686736
	0.0001009
	32.932618
	97.578044

	EUR
	rs7678019
	A
	G
	4
	2997194
	0.378728
	-0.018
	0.003
	9.60E-11
	　
	-0.0214
	0.0094
	0.02369
	　
	TRUE
	0.244715713
	0.0001525
	43.001552
	97.578044

	EUR
	rs7802341
	A
	T
	7
	74324953
	0.746521
	-0.0223
	0.004
	1.82E-08
	　
	-0.0122
	0.0188
	0.5167
	　
	TRUE
	0.073993831
	0.0001882
	31.531615
	97.578044

	EUR
	rs78148277
	A
	G
	19
	41125846
	0.026839
	-0.0628
	0.007
	4.05E-17
	　
	-0.0279
	0.0289
	0.3357
	　
	TRUE
	0.000362868
	0.000206
	67.135805
	97.578044

	EUR
	rs78396318
	T
	G
	8
	43286705
	0.122266
	-0.0224
	0.004
	1.27E-08
	　
	0.0224
	0.0153
	0.1423
	　
	TRUE
	0.143732118
	0.0001077
	34.927671
	97.578044

	EUR
	rs7874404
	T
	C
	9
	136439803
	0.213718
	-0.02
	0.003
	6.64E-10
	　
	-0.0211
	0.014
	0.1319
	　
	TRUE
	0.080702993
	0.0001344
	40.335785
	97.578044

	EUR
	rs7928017
	A
	C
	11
	113448762
	0.407555
	-0.0176
	0.002
	2.22E-12
	　
	-0.0084
	0.0093
	0.3637
	　
	TRUE
	0.000412384
	0.0001496
	48.846236
	97.578044

	EUR
	rs7933830
	T
	C
	11
	16377119
	0.319085
	0.0194
	0.003
	5.23E-13
	　
	1.00E-04
	0.0101
	0.994
	　
	TRUE
	0.001597439
	0.0001635
	53.404802
	97.578044

	EUR
	rs8021229
	T
	C
	14
	104157578
	0.296223
	0.0176
	0.003
	2.14E-11
	　
	-0.0141
	0.0096
	0.1451
	　
	TRUE
	0.109661001
	0.0001292
	42.17371
	97.578044

	EUR
	rs8038189
	C
	G
	15
	79099026
	0.746521
	0.0359
	0.003
	1.04E-37
	　
	0.0017
	0.0103
	0.8657
	　
	TRUE
	1.01E-08
	0.0004878
	159.32771
	97.578044

	EUR
	rs806255
	A
	G
	8
	64619016
	0.732604
	-0.0197
	0.003
	5.53E-12
	　
	-0.0041
	0.0105
	0.6965
	　
	TRUE
	0.003942575
	0.0001521
	49.651139
	97.578044

	EUR
	rs8098032
	C
	T
	18
	53239302
	0.175944
	-0.0181
	0.003
	2.73E-08
	　
	-0.0192
	0.0118
	0.1039
	　
	TRUE
	0.122700436
	9.50E-05
	31.019595
	97.578044

	EUR
	rs9881798
	C
	A
	3
	16846967
	0.39165
	0.0147
	0.003
	4.47E-09
	　
	-0.0103
	0.0092
	0.2659
	　
	TRUE
	0.152855699
	0.000103
	33.623086
	97.578044

	EUR
	rs9935541
	C
	G
	16
	89905925
	0.590457
	-0.0169
	0.003
	2.43E-11
	　
	-0.0204
	0.0093
	0.02861
	　
	TRUE
	0.389042884
	0.0001381
	44.837303
	97.578044

	EAS
	rs12227162
	T
	C
	12
	111367244
	0.14881
	0.0453
	0.006
	5.02E-16
	　
	0.0534534
	0.1277681
	0.6756821
	　
	TRUE
	1.21E-08
	0.0005199
	54.437715
	144.46294

	EAS
	rs78277894
	A
	G
	8
	27429192
	0.224206
	0.037
	0.005
	7.16E-15
	　
	0.0189286
	0.104496
	0.856256
	　
	TRUE
	1.03E-08
	0.0004762
	49.86812
	144.46294

	EAS
	rs8100418
	T
	A
	19
	41414363
	0.303571
	0.093
	0.005
	9.41E-81
	　
	0.1135991
	0.115611
	0.3258055
	　
	TRUE
	6.53E-45
	0.0036571
	384.16094
	144.46294

	EAS
	rs938682
	A
	G
	15
	78896547
	0.532738
	0.0414
	0.004
	3.06E-21
	　
	0.024816
	0.0980907
	0.8002757
	　
	TRUE
	1.16E-15
	0.0008533
	89.384989
	144.46294

	AFR
	rs11047072
	A
	G
	12
	23739149
	0.130106
	0.123
	0.021
	4.04E-09
	　
	0.0956302
	0.1115
	120931
	　
	TRUE
	4.29E-07
	0.0034246
	45.720248
	45.720248

	HIS
	rs6495314
	C
	A
	15
	78668187
	0.260807
	0.147
	0.022
	1.20E-11
	　
	-0.0109399
	0.7843
	59193
	　
	TRUE
	2.70E-10
	0.0083319
	44.311405
	44.311405

	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　

	Cigarettes per day- (without UKB and 23AndMe)
	　
	Psoriasis
	　
	Strength and Direction

	Populations
	SNP
	A1
	A2
	CHR
	POS
	eaf
	beta
	se
	pval
	　
	beta
	se
	pval
	　
	steiger_dir
	steiger_pval
	R2
	F
	FMean

	EUR
	rs10962170
	G
	A
	9
	15812665
	0.428429
	0.0187
	0.003
	1.71E-08
	　
	0.0122
	0.0091
	0.1814
	　
	TRUE
	0.007474315
	0.0001713
	31.379635
	119.60453

	EUR
	rs11076320
	A
	C
	16
	52097552
	0.632207
	-0.0209
	0.003
	8.88E-10
	　
	-0.0163
	0.0095
	0.08508
	　
	TRUE
	0.004615307
	0.0002031
	36.82656
	119.60453

	EUR
	rs112178027
	T
	C
	17
	27564013
	0.181909
	0.0255
	0.004
	1.52E-08
	　
	0.012
	0.0128
	0.3472
	　
	TRUE
	0.002135352
	0.0001935
	35.461856
	119.60453

	EUR
	rs13254578
	C
	G
	8
	42545846
	0.777336
	0.0346
	0.004
	1.07E-18
	　
	0.0052
	0.0109
	0.6332
	　
	TRUE
	1.45413E-06
	0.0004144
	75.950781
	119.60453

	EUR
	rs145104523
	T
	C
	21
	40644110
	0.125249
	0.0285
	0.005
	4.18E-08
	　
	0.0069
	0.014
	0.6232
	　
	TRUE
	0.002429576
	0.000178
	32.611215
	119.60453

	EUR
	rs2036527
	A
	G
	15
	78851615
	0.373757
	0.0958
	0.003
	2.21E-166
	　
	0.0118
	0.0096
	0.2185
	　
	TRUE
	5.82714E-74
	0.0042963
	790.44991
	119.60453

	EUR
	rs2273500
	C
	T
	20
	61986949
	0.146123
	0.0374
	0.005
	9.06E-16
	　
	0.0088
	0.0128
	0.4897
	　
	TRUE
	6.34751E-05
	0.000349
	61.780299
	119.60453

	EUR
	rs3025383
	C
	T
	9
	136502369
	0.180915
	-0.0343
	0.004
	4.15E-16
	　
	0.0132
	0.0117
	0.2615
	　
	TRUE
	2.11895E-05
	0.0003487
	63.897591
	119.60453

	EUR
	rs34406232
	A
	C
	19
	41305530
	0.0258449
	-0.0685
	0.01
	2.26E-12
	　
	-0.0117
	0.0282
	0.6774
	　
	TRUE
	0.000149745
	0.0002363
	43.103072
	119.60453

	EUR
	rs4274224
	A
	G
	11
	113319452
	0.545726
	0.0185
	0.003
	2.68E-08
	　
	0.0082
	0.0093
	0.3752
	　
	TRUE
	0.002685142
	0.0001697
	31.092162
	119.60453

	EUR
	rs56113850
	C
	T
	19
	41353107
	0.592445
	0.046
	0.003
	1.15E-43
	　
	0.0212
	0.0096
	0.02822
	　
	TRUE
	2.88408E-13
	0.0010218
	187.38515
	119.60453

	EUR
	rs6141293
	C
	T
	20
	30949365
	0.350895
	0.0233
	0.003
	4.95E-12
	　
	0.0242
	0.0094
	0.01009
	　
	TRUE
	0.009044433
	0.0002473
	45.316111
	119.60453


→ Indicates analysis from exposure to resolution


	Table S9. Summary results of MR analyses using conditionally independent SNPs (forward and reverse)

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	lo_ci
	up_ci
	or
	or_lci95
	or_uci95
	pval
	FDR

	CigDay_EUR
	GCST90472771
	IVW (fixed effects)
	111
	0.123 
	0.0468693
	0.031 
	0.214 
	1.130 
	1.031 
	1.239 
	0.0089343
	0.0321636

	CigDay_EUR
	GCST90472771
	IVW (random effects)
	111
	0.123 
	0.0479513
	0.029 
	0.217 
	1.130 
	1.029 
	1.242 
	0.0106018
	

	CigDay_EUR
	GCST90472771
	MR Egger
	111
	0.098 
	0.0837406
	-0.066 
	0.262 
	1.103 
	0.936 
	1.300 
	0.2435742
	

	CigDay_EUR
	GCST90472771
	Weighted median
	111
	0.076 
	0.0770014
	-0.075 
	0.227 
	1.079 
	0.928 
	1.255 
	0.3241235
	

	CigDay_EUR
	GCST90472771
	RAPS
	111
	0.113 
	0.0520607
	0.011 
	0.215 
	1.119 
	1.011 
	1.240 
	0.030255
	

	CigDay_EUR
	GCST90472771
	dIVW
	111
	0.124 
	0.0481446
	0.029 
	0.218 
	1.132 
	1.030 
	1.244 
	0.0101898
	

	CigDay_EUR
	GCST90472771
	cML
	111
	0.117 
	0.0512475
	0.016 
	0.217 
	1.124 
	1.016 
	1.242 
	0.0229377
	

	CigDay_EUR
	GCST90472771
	BWMR
	111
	0.123 
	0.0484813
	0.028 
	0.218 
	1.131 
	1.029 
	1.244 
	0.0110847
	

	CigDay_AFR
	GCST90478801
	IVW (fixed effects)
	2
	-0.468 
	0.4288158
	-1.308 
	0.373 
	0.626 
	0.270 
	1.452 
	0.2754333
	

	CigDay_AFR
	GCST90478801
	IVW (random effects)
	2
	-0.468 
	0.8407584
	-2.116 
	1.180 
	0.626 
	0.121 
	3.255 
	0.578032
	0.650286

	CigDay_AFR
	GCST90478801
	RAPS
	2
	-0.481 
	0.6950874
	-1.844 
	0.881 
	0.618 
	0.158 
	2.413 
	0.4886468
	

	CigDay_AFR
	GCST90478801
	dIVW
	2
	-0.481 
	0.6115389
	-1.680 
	0.718 
	0.618 
	0.186 
	2.050 
	0.4315847
	

	CigDay_AFR
	GCST90478801
	cML
	2
	-0.574 
	0.5137342
	-1.581 
	0.432 
	0.563 
	0.206 
	1.541 
	0.2634535
	

	CigDay_AFR
	GCST90478801
	BWMR
	2
	-0.486 
	0.876147
	-2.203 
	1.231 
	0.615 
	0.110 
	3.425 
	0.5789167
	

	CigDay_EAS
	GCST90018687
	IVW (fixed effects)
	13
	0.620 
	0.5279459
	-0.415 
	1.654 
	1.858 
	0.660 
	5.230 
	0.2404928
	0.4271924

	CigDay_EAS
	GCST90018687
	IVW (random effects)
	13
	0.620 
	0.5658428
	-0.489 
	1.729 
	1.858 
	0.613 
	5.634 
	0.2734533
	

	CigDay_EAS
	GCST90018687
	MR Egger
	13
	-1.105 
	1.4038196
	-3.857 
	1.646 
	0.331 
	0.021 
	5.186 
	0.4476511
	

	CigDay_EAS
	GCST90018687
	Weighted median
	13
	1.193 
	0.8085476
	-0.392 
	2.778 
	3.297 
	0.676 
	16.082 
	0.1401092
	

	CigDay_EAS
	GCST90018687
	RAPS
	13
	0.785 
	0.5945922
	-0.380 
	1.951 
	2.193 
	0.684 
	7.034 
	0.1865848
	

	CigDay_EAS
	GCST90018687
	dIVW
	13
	0.624 
	0.5472751
	-0.449 
	1.696 
	1.866 
	0.638 
	5.454 
	0.2543884
	

	CigDay_EAS
	GCST90018687
	cML
	13
	0.597 
	0.5913185
	-0.562 
	1.756 
	1.817 
	0.570 
	5.791 
	0.3124927
	

	CigDay_EAS
	GCST90018687
	BWMR
	13
	0.627 
	0.5367523
	-0.425 
	1.679 
	1.872 
	0.654 
	5.360 
	0.2428587
	

	CigDay_HIS
	GCST90478800
	IVW (fixed effects)
	2
	-0.300 
	0.2804469
	-0.850 
	0.249 
	0.741 
	0.427 
	1.283 
	0.2843262
	0.4271924

	CigDay_HIS
	GCST90478800
	IVW (random effects)
	2
	-0.300 
	0.3693547
	-1.024 
	0.424 
	0.741 
	0.359 
	1.528 
	0.4162561
	

	CigDay_HIS
	GCST90478800
	RAPS
	2
	-0.300 
	0.298452
	-0.885 
	0.285 
	0.741 
	0.413 
	1.330 
	0.315543
	

	CigDay_HIS
	GCST90478800
	dIVW
	2
	-0.302 
	0.2829756
	-0.857 
	0.252 
	0.739 
	0.424 
	1.287 
	0.2852951
	

	CigDay_HIS
	GCST90478800
	cML
	2
	-0.318 
	0.2916072
	-0.889 
	0.254 
	0.728 
	0.411 
	1.289 
	0.2760471
	

	CigDay_HIS
	GCST90478800
	BWMR
	2
	-0.284 
	0.3700754
	-1.010 
	0.441 
	0.753 
	0.364 
	1.554 
	0.4425043
	

	GCST90472771
	CigDay_EUR
	IVW (fixed effects)
	94
	-0.006 
	0.0026616
	-0.011 
	-0.001 
	0.994 
	0.989 
	0.999 
	0.0190558
	0.0571673

	GCST90472771
	CigDay_EUR
	IVW (random effects)
	94
	-0.006 
	0.0026616
	-0.011 
	-0.001 
	0.994 
	0.989 
	0.999 
	0.0190558
	

	GCST90472771
	CigDay_EUR
	MR Egger
	94
	-0.012 
	0.0049938
	-0.022 
	-0.002 
	0.988 
	0.978 
	0.998 
	0.0157889
	

	GCST90472771
	CigDay_EUR
	Weighted median
	94
	-0.010 
	0.0042281
	-0.018 
	-0.001 
	0.990 
	0.982 
	0.999 
	0.022965
	

	GCST90472771
	CigDay_EUR
	RAPS
	94
	-0.007 
	0.0027602
	-0.012 
	-0.002 
	0.993 
	0.988 
	0.998 
	0.010958
	

	GCST90472771
	CigDay_EUR
	dIVW
	94
	-0.006 
	0.0026879
	-0.012 
	-0.001 
	0.994 
	0.988 
	0.999 
	0.0190935
	

	GCST90472771
	CigDay_EUR
	cML
	94
	-0.007 
	0.0030146
	-0.012 
	-0.001 
	0.994 
	0.988 
	0.999 
	0.030967
	

	GCST90472771
	CigDay_EUR
	BWMR
	94
	-0.006 
	0.0026896
	-0.012 
	-0.001 
	0.994 
	0.988 
	0.999 
	0.0184682
	

	GCST90472771
	GCST009971
	IVW (fixed effects)
	99
	-0.010 
	0.0202215
	-0.050 
	0.030 
	0.990 
	0.952 
	1.030 
	0.625531
	0.662327

	GCST90472771
	GCST009971
	IVW (random effects)
	99
	-0.010 
	0.0202215
	-0.050 
	0.030 
	0.990 
	0.952 
	1.030 
	0.625531
	

	GCST90472771
	GCST009971
	MR Egger
	99
	-0.062 
	0.0368109
	-0.134 
	0.010 
	0.940 
	0.874 
	1.010 
	0.0955087
	

	GCST90472771
	GCST009971
	Weighted median
	99
	-0.022 
	0.0323384
	-0.085 
	0.042 
	0.979 
	0.918 
	1.043 
	0.5026905
	

	GCST90472771
	GCST009971
	RAPS
	99
	-0.006 
	0.020955
	-0.047 
	0.035 
	0.994 
	0.954 
	1.036 
	0.7796641
	

	GCST90472771
	GCST009971
	dIVW
	99
	-0.010 
	0.0203939
	-0.050 
	0.030 
	0.990 
	0.951 
	1.030 
	0.6255347
	

	GCST90472771
	GCST009971
	cML
	99
	-0.008 
	0.0224803
	-0.052 
	0.036 
	0.992 
	0.949 
	1.036 
	0.7073953
	

	GCST90472771
	GCST009971
	BWMR
	99
	-0.010 
	0.0203667
	-0.050 
	0.030 
	0.990 
	0.951 
	1.030 
	0.6275552
	　



	Table S10. Power calculations for univariable Mendelian randomization analyses.
	　
	　
	　

	Populations
	Exposure
	Outcome
	Proportion of variance in the exposure explained by the instrument (R2)
	F-statistic
	Power-statistic(%)

	EUR
	CPD-Conditionally independent
	Psoriasis
	2.05E-02
	111 
	93

	EAS
	CPD-Conditionally independent
	Psoriasis
	0.01878149
	156
	39

	AFR
	CPD-Conditionally independent
	Psoriasis
	0.003604437
	36
	15

	HIS
	CPD-Conditionally independent
	Psoriasis
	0.008302164
	145
	17

	EUR
	CPD-Strict LD
	Psoriasis
	0.016999083
	97
	100

	EAS
	CPD-Strict LD
	Psoriasis
	0.005506474
	144
	15

	AFR
	CPD-Strict LD
	Psoriasis
	0.003424553
	45
	80

	HIS
	CPD-Strict LD
	Psoriasis
	0.008331856
	44
	6

	EUR
	CPD
	Guttate psoriasis
	0.024314453
	103
	11

	EUR
	CPD
	Generalized pustular psoriasis
	0.024314453
	103
	11

	EUR
	CPD
	Psoriatic arthropathies
	0.02051582
	104
	19

	EUR
	NMR
	Guttate psoriasis
	0.487355937
	509
	61

	EUR
	NMR
	Generalized pustular psoriasis
	0.487355937
	509
	23

	EUR
	NMR
	Psoriatic arthropathies
	0.487355937
	509
	87

	EUR
	NMR
	Psoriasis
	0.487355937
	509
	98

	EUR
	Psoriasis
	CPD
	0.424452761
	462
	100

	EUR
	Psoriasis
	NMR
	0.493040859
	501
	100

	EUR
	CPDa
	Psoriasis
	0.007829456
	119
	98

	a: Data samples were re-censored to exclude UKB (n=143,301) and 23andMe (n=291,992) for non-overlapping sample analyses



	Table S11. Summary of sensitivity analysis results using strict LD clumping thresholds
	　
	　
	　
	　
	　
	　
	　

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	lo_ci
	up_ci
	or
	or_lci95
	or_uci95
	pval
	FDR

	CigDay_EUR
	GCST90472771
	IVW (fixed effects)
	40
	0.234 
	0.0641048
	0.108 
	0.360 
	1.264 
	1.114 
	1.433 
	0.0002625
	0.0047241

	CigDay_EUR
	GCST90472771
	IVW (random effects)
	40
	0.234 
	0.0734114
	0.090 
	0.378 
	1.264 
	1.094 
	1.459 
	0.0014371
	

	CigDay_EUR
	GCST90472771
	MR Egger
	40
	0.133 
	0.1303544
	-0.122 
	0.389 
	1.143 
	0.885 
	1.475 
	0.3123416
	

	CigDay_EUR
	GCST90472771
	Weighted median
	40
	0.145 
	0.0976924
	-0.047 
	0.336 
	1.156 
	0.954 
	1.400 
	0.1381444
	

	CigDay_EUR
	GCST90472771
	RAPS
	40
	0.225 
	0.0858512
	0.057 
	0.393 
	1.252 
	1.058 
	1.482 
	0.0087701
	

	CigDay_EUR
	GCST90472771
	dIVW
	40
	0.237 
	0.0744076
	0.091 
	0.383 
	1.267 
	1.095 
	1.466 
	0.0014516
	

	CigDay_EUR
	GCST90472771
	cML
	40
	0.224 
	0.0824077
	0.062 
	0.386 
	1.251 
	1.064 
	1.470 
	0.0065652
	

	CigDay_EUR
	GCST90472771
	BWMR
	40
	0.235 
	0.0747441
	0.089 
	0.382 
	1.265 
	1.093 
	1.465 
	0.0016511
	

	CigDay_EAS
	GCST90018687
	IVW (fixed effects)
	4
	1.031 
	0.9639004
	-0.858 
	2.920 
	2.804 
	0.424 
	18.546 
	0.2847949
	0.4271924

	CigDay_EAS
	GCST90018687
	IVW (random effects)
	4
	1.031 
	0.9639004
	-0.858 
	2.920 
	2.804 
	0.424 
	18.546 
	0.2847949
	

	CigDay_EAS
	GCST90018687
	MR Egger
	4
	1.645 
	2.4945394
	-3.244 
	6.534 
	5.182 
	0.039 
	688.423 
	0.5773688
	

	CigDay_EAS
	GCST90018687
	Weighted median
	4
	1.198 
	1.0713093
	-0.901 
	3.298 
	3.315 
	0.406 
	27.063 
	0.263295
	

	CigDay_EAS
	GCST90018687
	RAPS
	4
	1.031 
	1.0010978
	-0.931 
	2.993 
	2.804 
	0.394 
	19.952 
	0.3029883
	

	CigDay_EAS
	GCST90018687
	dIVW
	4
	1.039 
	0.9721596
	-0.867 
	2.944 
	2.826 
	0.420 
	18.995 
	0.2852984
	

	CigDay_EAS
	GCST90018687
	cML
	4
	0.859 
	0.9698064
	-1.042 
	2.760 
	2.362 
	0.353 
	15.802 
	0.3755843
	

	CigDay_EAS
	GCST90018687
	BWMR
	4
	1.032 
	0.9710481
	-0.871 
	2.936 
	2.808 
	0.419 
	18.835 
	0.287678
	

	CigDay_AFR
	GCST90478801
	Wald ratio
	1
	0.777 
	0.4885252
	-0.180 
	1.735 
	2.176 
	0.835 
	5.669 
	0.1115
	0.250875

	CigDay_AFR
	GCST90478801
	RAPS
	1
	0.777 
	0.5428743
	-0.287 
	1.842 
	2.176 
	0.751 
	6.306 
	0.1520988
	

	CigDay_AFR
	GCST90478801
	dIVW
	1
	0.801 
	0.523082
	-0.224 
	1.826 
	2.227 
	0.799 
	6.209 
	0.1257757
	

	CigDay_AFR
	GCST90478801
	cML
	1
	0.806 
	0.5250421
	-0.223 
	1.835 
	2.240 
	0.800 
	6.267 
	0.1246278
	

	CigDay_HIS
	GCST90478800
	Wald ratio
	1
	-0.074 
	0.2718889
	-0.607 
	0.458 
	0.928 
	0.545 
	1.582 
	0.7843
	0.7843

	CigDay_HIS
	GCST90478800
	RAPS
	1
	-0.074 
	0.2889816
	-0.641 
	0.492 
	0.928 
	0.527 
	1.636 
	0.7967699
	

	CigDay_HIS
	GCST90478800
	dIVW
	1
	-0.076 
	0.2783677
	-0.622 
	0.469 
	0.927 
	0.537 
	1.599 
	0.7844886
	

	CigDay_HIS
	GCST90478800
	cML
	1
	-0.087 
	0.278144
	-0.632 
	0.459 
	0.917 
	0.532 
	1.582 
	0.755509
	　



	Table S12. Sensitivity analyses using non-overlapping cohort data sets (CPD)

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	pval
	lo_ci
	up_ci
	or
	or_lci95
	or_uci95
	FDR

	CigDay_EUR_without_UKB
	GCST90472771
	IVW (fixed effects)
	12
	0.227 
	0.0739364
	0.002096
	0.083 
	0.372 
	1.255 
	1.086 
	1.451 
	0.0125757

	CigDay_EUR_without_UKB
	GCST90472771
	IVW (random effects)
	12
	0.227 
	0.0783032
	0.0036757
	0.074 
	0.381 
	1.255 
	1.077 
	1.464 
	

	CigDay_EUR_without_UKB
	GCST90472771
	MR Egger
	12
	-0.006 
	0.1364436
	0.9631213
	-0.274 
	0.261 
	0.994 
	0.760 
	1.298 
	

	CigDay_EUR_without_UKB
	GCST90472771
	Weighted median
	12
	0.139 
	0.0921685
	0.1311526
	-0.042 
	0.320 
	1.149 
	0.959 
	1.377 
	

	CigDay_EUR_without_UKB
	GCST90472771
	RAPS
	12
	0.227 
	0.0766545
	0.0030736
	0.077 
	0.377 
	1.255 
	1.080 
	1.458 
	

	CigDay_EUR_without_UKB
	GCST90472771
	dIVW
	12
	0.229 
	0.0756496
	0.0024519
	0.081 
	0.377 
	1.258 
	1.084 
	1.459 
	

	CigDay_EUR_without_UKB
	GCST90472771
	cML
	12
	0.223 
	0.0772785
	0.0038907
	0.072 
	0.375 
	1.250 
	1.074 
	1.454 
	

	CigDay_EUR_without_UKB
	GCST90472771
	BWMR
	12
	0.226 
	0.0854388
	0.0082468
	0.058 
	0.393 
	1.253 
	1.060 
	1.482 
	　



	Table S13. MRlap estimates for the causal associations between CPD and psoriasis.

	Exposure
	Outcome
	Observed β
	Observed SE
	Observed P
	Corrected β
	Corrected SE
	Corrected P
	Test difference
	P for difference

	CigDay_EUR
	GCST90472771
	0.077 
	0.036 
	0.032 
	0.088 
	0.041 
	0.033 
	-1.614 
	0.106 

	GCST90472771
	CigDay_EUR
	-0.011 
	0.005 
	0.032 
	-0.011 
	0.005 
	0.031 
	0.011 
	0.991 

	CigDay_EAS
	GCST90399693
	0.259 
	0.054 
	1.85E-06
	0.322 
	0.068 
	2.39E-06
	-4.495 
	6.96E-06

	CigDay_EAS
	GCST90018587
	0.473 
	0.091 
	1.96E-07
	0.588 
	0.113 
	1.90E-07
	-4.061 
	4.89E-05

	CigDay_EUR
	GCST90399694
	0.142 
	0.012 
	1.16E-34
	0.162 
	0.013 
	5.99E-34
	-6.988 
	2.79E-12

	All statistical tests were two-sided. P< 0.05 was considered significant



	Table. S14. Summary of sensitivity results

	Categorisation
	Populations
	Exposure
	Outcome
	
	MR-Egger intercept
	
	MR-PRESSO
	
	Cochrane’s Q-IVW
	
	Cochrane’s Q-MR Egger

	
	
	
	
	　
	Intercept
	SE
	Pval
	　
	RSSobs
	P-value
	　
	I2
	Q
	Q_df
	Q_pval
	
	Q
	Q_df
	Q_pval

	Conditionally independent SNPs provided using the original GWAS
	EUR
	CPD
	Psoriasis
	
	0.001 
	0.002 
	0.723 
	
	116.770 
	0.378 
	
	4
	115
	110
	0.350 
	
	115.00423
	109
	0.328 

	
	EAS
	CPD
	Psoriasis
	
	0.120 
	0.090 
	0.209 
	
	17.373 
	0.279 
	
	12
	13.8
	12
	0.315 
	
	11.862872
	11
	0.374 

	
	AFR
	CPD
	Psoriasis
	
	NA
	NA
	NA
	
	NA
	NA
	
	73
	3.84
	1
	0.050 
	
	NA
	NA
	NA

	
	HIS
	CPD
	Psoriasis
	
	NA
	NA
	NA
	
	NA
	NA
	
	42
	1.73
	1
	0.188 
	
	NA
	NA
	NA

	
	EUR
	NMR
	Psoriasis
	
	0.015 
	0.010 
	0.208 
	
	3.803 
	0.764 
	
	0
	3.2
	5
	0.670 
	
	0.9474306
	4
	0.918 

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Strict LD based on summary GWAS data (R2<0.001 within 10MB)
	EUR
	CPD
	Psoriasis
	
	0.004 
	0.003 
	0.140 
	
	72.269 
	0.102 
	
	21
	70.5
	55
	0.078 
	
	67.638767
	54
	0.100 

	
	EAS
	CPD
	Psoriasis
	
	-0.038 
	0.142 
	0.815 
	
	0.242 
	0.986 
	
	0
	0.09
	3
	0.993 
	
	0.0220341
	2
	0.989 

	
	AFR
	CPD
	Psoriasis
	
	NA
	NA
	NA
	
	NA
	NA
	
	0
	NA
	NA
	NA
	
	NA
	NA
	NA

	
	HIS
	CPD
	Psoriasis
	
	NA
	NA
	NA
	
	NA
	NA
	
	0
	NA
	NA
	NA
	
	NA
	NA
	NA

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Analysis of psoriasis subtypes
	EUR
	CPD
	Guttate psoriasis
	
	-0.019 
	0.012 
	0.115 
	
	145.860 
	0.334 
	
	4
	144
	138
	0.349 
	
	141.25016
	137
	0.384 

	
	EUR
	CPD
	Generalized pustular psoriasis
	
	-0.034 
	0.025 
	0.178 
	
	166.746 
	0.083 
	
	15
	164
	138
	0.064 
	
	161.9157
	137
	0.072 

	
	EUR
	CPD
	Psoriatic arthropathies
	
	0.005 
	0.004 
	0.247 
	
	95.733 
	0.923 
	
	0
	93.1
	115
	0.933 
	
	91.767583
	114
	0.938 

	
	EUR
	NMR
	Guttate psoriasis
	
	-0.002 
	0.067 
	0.974 
	
	1.650 
	0.955 
	
	0
	1.43
	5
	0.922 
	
	1.4242962
	4
	0.840 

	
	EUR
	NMR
	Generalized pustular psoriasis
	
	0.089 
	0.134 
	0.544 
	
	1.311 
	0.968 
	
	0
	1.06
	5
	0.958 
	
	0.6211325
	4
	0.961 

	
	EUR
	NMR
	Psoriatic arthropathies
	
	-0.005 
	0.023 
	0.836 
	
	2.429 
	0.894 
	
	0
	1.26
	5
	0.939 
	
	1.2160062
	4
	0.875 

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Reverse analysis
	EUR
	Psoriasis
	CPD
	
	0.001 
	0.001 
	0.156 
	
	85.107 
	0.734 
	
	0
	83.4
	93
	0.751 
	
	81.400077
	92
	0.778 

	
	EUR
	Psoriasis
	NMR
	
	0.007 
	0.004 
	0.094 
	
	65.598 
	0.996 
	
	0
	64.4
	98
	0.997 
	
	61.484679
	97
	0.998 

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Sensitivity analysis of sample overlap
	EUR
	CPD*
	Psoriasis
	　
	0.012 
	0.006 
	0.069 
	　
	17.613 
	0.342 
	　
	10
	12.3
	11
	0.339 
	　
	8.176737
	10
	0.612 

	*: Data samples were re-censored to exclude UKB (n=143,301) and 23andMe (n=291,992) for non-overlapping sample analyses.  NA: Not available
	
	
	
	
	
	
	
	



	Table S15. Cross-trait genetic correlations by ancestry

	　
	　
	rg (se)
	P-values

	Phenotype
	Ancestry
	EAS
	AFR
	HIS
	EAS
	AFR
	HIS

	CigDay
	EUR
	0.636(0.031)
	0.447(0.066)
	0.735(0.141)a
	2.00E-92
	2.20E-11
	1.98E-07

	Phenotype
	Ancestry
	EAS
	AFR
	HIS
	EAS
	AFR
	HIS

	Psoriasis
	EUR
	0.191(0.083)
	NA
	0.832(0.100)
	0.022
	NA
	1.30E-16

	Given that GWAS sample sizes and LD reference population differences may lead to biased rg estimates, the present study used pop dual references from two populations for separate LDSC analyses and synthesised cross-population rgs with 1/SE² weighting. rg = genetic correlation; se = standard error; All statistical tests are two-sided unless otherwise stated.

	a: Negative heritability is calculated when the pop selects HIS, so this value is only LDSC for pops with EUR

	NA denotes genetic correlations that were unable to be estimated due to low heritability estimates. 
	



	Table S16. Summary of results of TEMR sensitivity analyses performed for EAS
	　
	　
	　
	　
	　
	　
	　

	
	
	
	ρ=NULL
	
	ρ=0.1
	
	ρ=0.3

	Models
	Ancestry
	
	beta
	stat
	pval
	
	beta
	stat
	pval
	
	beta
	stat
	pval

	Nelder-Mead
	EAS
	
	-4.6
	-0.507749
	0.4761151
	
	2.1
	-0.10121
	0.7503822
	
	5.1
	-0.651661
	0.4195194

	CG
	EAS
	
	-4.142767
	-0.504682
	0.4774499
	
	1.9010944
	-0.100127
	0.7516777
	
	4.7247991
	-0.647065
	0.4211639

	SANN
	EAS
	
	-4.511826
	-0.507936
	0.4760336
	
	2.1274631
	-0.101228
	0.7503611
	
	5.1790885
	-0.651807
	0.4194675

	BFGS
	EAS
	
	-4.513235
	-0.507936
	0.4760336
	
	2.1281325
	-0.101228
	0.7503611
	
	5.1773942
	-0.651807
	0.4194674

	L-BFGS-B
	EAS
	　
	-4.513235
	-0.507936
	0.4760336
	　
	2.1281325
	-0.101228
	0.7503611
	　
	5.1773941
	-0.651807
	0.4194674

	
	
	
	ρ=0.5
	
	ρ=0.7
	
	ρ=0.9

	Models
	Ancestry
	
	beta
	stat
	pval
	
	beta
	stat
	pval
	
	beta
	stat
	pval

	Nelder-Mead
	EAS
	
	8.3
	-1.996589
	0.1576536
	
	11.3
	-5.516574
	0.0188371
	
	14.35
	-23.89918
	1.02E-06

	CG
	EAS
	
	7.8024099
	-1.991746
	0.1581584
	
	11.136278
	-5.515825
	0.0188452
	
	14.325111
	-23.89925
	1.02E-06

	SANN
	EAS
	
	8.2272197
	-1.996748
	0.1576371
	
	11.275191
	-5.516599
	0.0188368
	
	14.328029
	-23.89925
	1.02E-06

	BFGS
	EAS
	
	8.2266557
	-1.996748
	0.1576371
	
	11.275917
	-5.516599
	0.0188368
	
	14.325179
	-23.89925
	1.02E-06

	L-BFGS-B
	EAS
	　
	8.2266557
	-1.996748
	0.1576371
	　
	11.275917
	-5.516599
	0.0188368
	　
	14.325179
	-23.89925
	1.02E-06



[image: ]
Fig. S1 Outlier-corrected radial Mendelian randomization estimates (RadialMR). Radial estimate plots from RadialMR analyses are shown after complete removal of outlier variants. Each panel presents SNP-specific effect estimates under the radial framework, including IVW and MR-Egger regression lines, with outliers classified according to the detection method (IVW outlier, MR-Egger outlier, or outlier detected by both IVW and MR-Egger). (A) EUR – CPD on psoriasis. (B) EUR – CPD (strict LD pruning) on psoriasis. (C) EUR – CPD (excluding UK Biobank and 23andMe) on psoriasis. (D) EUR – CPD on psoriatic arthropathies. (E) EUR – Psoriasis on CPD (reverse MR). 
[image: ]
Fig. S2 Leave-one-out analysis of the causal association of EUR-CPD on psoriasis. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).

[image: ]
Fig. S3 Leave-one-out analysis of the causal association of EUR-CPD (Strictly LD) on psoriasis. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).
















[image: ]
Fig. S4 Leave-one-out analysis of the causal association of EUR-CPD (Without UKB and 23AndMe) on psoriasis. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).





[image: ]
Fig. S5 Leave-one-out analysis of the causal association of EUR-NMR on psoriasis. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).


[image: ]
Fig. S6 Leave-one-out analysis of the causal association of EUR- psoriasis on CPD. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).

[image: ]
Fig. S7 (A)β estimates across trans-ethnic genetic correlations (ρ). Line plot showing how TEMR β estimates for the EAS cohort vary as the fixed ρ value is changed (NULL = model-estimated, 0.1–0.9). Five coloured curves correspond to the optimisation algorithms Nelder–Mead, BFGS, CG, L-BFGS-B and SANN. Points indicate the exact β at each ρ setting; solid lines aid visual comparison. A steep slope indicates high sensitivity of the causal estimate to the assumed trans-ethnic correlation. (B) Standard errors across trans-ethnic genetic correlations (ρ). Analogous to Fig. S7A but with the y-axis representing the TEMR standard error (SE). Curves show how precision improves or deteriorates as ρ increases.





[image: ]
Fig. S8 Leave-one-out analysis of the causal association of EUR- NMR on Psoriatic arthropathie. In the leave-one-out plots, the black points and horizontal black bars represent the MR causal estimate and 95% confidence interval after excluding each SNP one at a time; the red point and horizontal red bar (“All”) represent the overall MR estimate and 95% confidence interval using all SNPs; and the black dotted vertical line indicates the null effect reference line (effect = 0 on the plotted scale, equivalent to OR = 1 when expressed on the odds ratio scale).
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