
Figure S1. Regional association of TWAS hits. The top panel highlights all genes in1
the region. The marginally associated TWAS genes are shown in blue, and the jointly2
significant genes are shown in green. The bottom panel shows a regional Manhattan3
plot of GWAS data before (grey) and after (blue) conditioning on the predicted4
expression of the green genes. (A) Adipose subcutaneous tissue: IREB2 shows5
marginal significance, with signal reduction when conditioned on PSMA4. (B) Tibial6
nerve tissue: IREB2 shows marginal significance, with signal reduction when7
conditioned on PSMA4. (C) Frontal cortex tissue: DNAJA4 shows marginal8
significance, with signal reduction when conditioned on PSMA4. (D) Sigmoid colon9
tissue: XRCC3 shows marginal significance, with signal reduction when conditioned10
on BAG5. (E) Esophagus gastroesophageal junction tissue: XRCC3 shows marginal11
significance, with signal reduction when conditioned on BAG5. (F) Skeletal muscle12
tissue: XRCC3 shows marginal significance, with signal reduction when conditioned13
on BAG5. (G) Ovary tissue: BAG5 shows marginal significance, with signal14
reduction when conditioned on XRCC3. (H) Pancreas tissue: XRCC3 shows marginal15
significance, with signal reduction when conditioned on BAG5. (I) Whole blood:16
XRCC3 shows marginal significance, with signal reduction when conditioned on17
BAG5. (J) Chromosome 17 region in whole blood: ORMDL3 shows marginal18
significance, with signal reduction when conditioned on GSDMB.19

20



HMG20A
LINGO1

LOC253044
LOC101929478

LOC645752
LOC91450
TBC1D2B

MIR5003
SH2D7

CIB2
IREB2
IDH3A

ACSBG1
PSMA4

DNAJA4
WDR61

CRABP1
HYKK

CHRNA5
CHRNA3

CHRNB4
LOC646938

ADAMTS7

MORF4L1
CTSH

RASGRF1

LOC729911
MIR184
ANKRD34C

TMED3

KIAA1024

11 GTExv8.ALL.Adipose_Subcutaneous

78.0 78.5 79.0 79.5

0

20

40

60

chr 15 physical position (MB)

−l
og

10
(P

−v
al

ue
)

A

PEAK1
HMG20A

LINGO1

LOC253044

LOC101929478

LOC645752
DNAJA4

LOC91450
TBC1D2B

MIR5003

SH2D7
CIB2

IDH3A

ACSBG1

PSMA4
WDR61

CRABP1

IREB2

HYKK
CHRNA5

CHRNA3
CHRNB4

LOC646938

ADAMTS7
MORF4L1

CTSH
RASGRF1

LOC729911
MIR184
ANKRD34C

TMED3
KIAA1024

1

1 GTExv8.ALL.Brain_Frontal_Cortex_BA9

77.5 78.0 78.5 79.0 79.5

0

20

40

60

chr 15 physical position (MB)

−l
og

10
(P

−v
al

ue
)

C

RCOR1
TRAF3

AMN
CDC42BPB

BAG5

EXOC3L4
TNFAIP2

LINC00605
XRCC3

EIF5

SNORA28

MARK3
CKB

TRMT61A
APOPT1

KLC1

ZFYVE21
PPP1R13B

LINC00637
C14orf2

TDRD9
RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF2

1

1 GTExv8.ALL.Colon_Sigmoid

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

D

RCOR1
TRAF3

AMN
CDC42BPB

BAG5

EXOC3L4
TNFAIP2

LINC00605
XRCC3

EIF5

SNORA28

MARK3
CKB

TRMT61A
APOPT1

KLC1

ZFYVE21
PPP1R13B

LINC00637
C14orf2

TDRD9
RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF2

1

1 GTExv8.ALL.Esophagus_Gastroesophageal_Junction

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

E

RCOR1
TRAF3

AMN
CDC42BPB

BAG5

EXOC3L4
TNFAIP2

LINC00605
XRCC3

EIF5

SNORA28

MARK3
CKB

TRMT61A
APOPT1

KLC1

ZFYVE21
PPP1R13B

LINC00637
C14orf2

TDRD9
RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF2

1

1 GTExv8.ALL.Muscle_Skeletal

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

F

HMG20A
LINGO1

LOC253044
LOC101929478

LOC645752
LOC91450
TBC1D2B

MIR5003
SH2D7

CIB2
IREB2
IDH3A

ACSBG1
PSMA4

DNAJA4
WDR61

CRABP1
HYKK

CHRNA5
CHRNA3

CHRNB4
LOC646938

ADAMTS7

MORF4L1
CTSH

RASGRF1

LOC729911
MIR184
ANKRD34C

TMED3

KIAA1024

1

1 GTExv8.ALL.Nerve_Tibial

78.0 78.5 79.0 79.5

0

20

40

60

chr 15 physical position (MB)

−l
og

10
(P

−v
al

ue
)

B

RCOR1
TRAF3

AMN
CDC42BPB

BAG5

EXOC3L4
TNFAIP2

LINC00605
XRCC3

EIF5

SNORA28

MARK3
CKB

TRMT61A
APOPT1

KLC1

ZFYVE21
PPP1R13B

LINC00637
C14orf2

TDRD9
RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF2

1

1 GTExv8.ALL.Ovary

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

I

RCOR1
TRAF3

AMN
CDC42BPB

BAG5

EXOC3L4
TNFAIP2

LINC00605
XRCC3

EIF5

SNORA28

MARK3
CKB

TRMT61A
APOPT1

KLC1

ZFYVE21
PPP1R13B

LINC00637
C14orf2

TDRD9
RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF2

1

1 GTExv8.ALL.Pancreas

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

G

RCOR1
TRAF3

AMN
CDC42BPB

EXOC3L4
TNFAIP2
LINC00605

EIF5
SNORA28

MARK3
CKB

TRMT61A
BAG5

APOPT1
KLC1

XRCC3
ZFYVE21

PPP1R13B
LINC00637

C14orf2

TDRD9

RD3L

ASPG

MIR203A
MIR203B

KIF26A

C14orf180
TMEM179

MIR4710
INF21

1 YFS.BLOOD.RNAARR

103.0 103.5 104.0 104.5 105.0

0

2

4

6

chr 14 physical position (MB)

−l
og

10
(P

−v
al

ue
)

H

LASP1
MIR6779

LINC00672
FBXO47
LRRC37A11P
LOC100131347

PLXDC1

ARL5C
CACNB1

RPL19

STAC2

FBXL20

MED1
CDK12

NEUROD2

PPP1R1B

STARD3

TCAP
PNMT

PGAP3
ERBB2

MIR4728

MIEN1
GRB7
IKZF3

ZPBP2

GSDMB

ORMDL3
LRRC3C

GSDMA

PSMD3
CSF3

MED24
MIR6884

SNORD124

THRA

NR1D1
MSL1

CASC3

MIR6866

RAPGEFL1
MIR6867

WIPF2
CDC6
RARA

RARA−AS1
GJD3

TOP2A
IGFBP4

TNS4
CCR7

SMARCE1

KRT222

KRT24
KRT25

KRT26
KRT27
KRT28

KRT10
TMEM99

KRT12

KRT20

KRT23
1

1 YFS.BLOOD.RNAARR

37.0 37.5 38.0 38.5 39.0

0

1

2

3

4

5

chr 17 physical position (MB)

−l
og

10
(P

−v
al

ue
)

J
























