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Traits Data source Data type Source
Vitiligo FinnGen R12 GWAS https://r12.finngen.fi/
eqtl eQTLGen GWAS https://molgenis26.gcc.rug.nl/downloads/eqtlgen/cis-eqtl/SMR_formatted/cis-eQTL-SMR_20191212.tar.gz
Vitiligo GEO-GSE203262 scRNA-seq https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE203262

Supplementary Table S1  Details of the data sources used in this study.



GENE_Ensembl_ID GENE CHR START STOP NSNPS NPARAM N ZSTAT P
ENSG00000002919 SNX11 17 46180719 46200436 23 5 466064 1.6971 0.04484
ENSG00000005001 PRSS22 16 2902728 2908171 37 6 466064 1.8876 0.02954
ENSG00000005448 WDR54 2 74648805 74652882 2 1 466064 1.865 0.03109
ENSG00000005812 FBXL3 13 77566740 77601330 98 14 466064 1.6707 0.04739
ENSG00000006047 YBX2 17 7191571 7197934 8 4 466064 1.8274 0.03382
ENSG00000007038 PRSS21 16 2867164 2876305 27 7 466064 1.8252 0.03398
ENSG00000007933 FMO3 1 1.71E+08 1.71E+08 87 12 466064 1.652 0.04927
ENSG00000008226 DLEC1 3 38080696 38165516 138 22 466064 2.6736 0.00375
ENSG00000008282 SYPL1 7 1.06E+08 1.06E+08 70 12 466064 2.9667 0.00151
ENSG00000009307 CSDE1 1 1.15E+08 1.15E+08 145 27 466064 1.8429 0.03267
ENSG00000009413 REV3L 6 1.12E+08 1.12E+08 559 36 466064 1.8715 0.03064
ENSG00000010292 NCAPD2 12 6602522 6641121 60 11 466064 1.7299 0.04183
ENSG00000011523 CEP68 2 65283500 65314138 73 16 466064 2.1516 0.01572
ENSG00000012223 LTF 3 46477136 46526724 113 13 466064 2.5241 0.0058
ENSG00000013288 MAN2B2 4 6576902 6625089 149 24 466064 2.1791 0.01466
ENSG00000013364 MVP 16 29831715 29859355 25 3 466064 2.0594 0.01973
ENSG00000013561 RNF14 5 1.41E+08 1.41E+08 68 13 466064 2.3495 0.0094
ENSG00000019169 MARCO 2 1.2E+08 1.2E+08 114 16 466064 1.8381 0.03302
ENSG00000020129 NCDN 1 36023074 36032875 18 6 466064 1.7437 0.04061
ENSG00000023330 ALAS1 3 52232102 52248343 32 8 466064 1.8156 0.03472
ENSG00000028277 POU2F2 19 42590263 42700737 169 9 466064 1.6472 0.04976
ENSG00000029534 ANK1 8 41510739 41754280 816 50 466064 1.8896 0.0294
ENSG00000031003 FAM13B 5 1.37E+08 1.37E+08 313 27 466064 2.8146 0.00244
ENSG00000033327 GAB2 11 77926343 78129394 724 32 466064 1.9856 0.02354
ENSG00000034053 APBA2 15 29129629 29410518 912 75 466064 1.8051 0.03553
ENSG00000037757 MRI1 19 13875346 13885096 16 2 466064 1.801 0.03585
ENSG00000044574 HSPA5 9 1.28E+08 1.28E+08 14 5 466064 2.2717 0.01155
ENSG00000047457 CP 3 1.49E+08 1.49E+08 250 21 466064 2.3075 0.01051
ENSG00000048405 ZNF800 7 1.27E+08 1.27E+08 249 25 466064 1.8178 0.03455
ENSG00000049089 COL9A2 1 40766159 40783488 49 10 466064 2.4159 0.00785
ENSG00000049618 ARID1B 6 1.57E+08 1.58E+08 1124 82 466064 1.8423 0.03272
ENSG00000052723 SIKE1 1 1.15E+08 1.15E+08 35 8 466064 2.1933 0.01414
ENSG00000053918 KCNQ1 11 2465914 2870339 1180 158 466064 2.6021 0.00463
ENSG00000056972 TRAF3IP2 6 1.12E+08 1.12E+08 141 19 466064 1.7611 0.03911
ENSG00000060642 PIGV 1 27113963 27124889 11 5 466064 1.7384 0.04108
ENSG00000060709 RIMBP2 12 1.31E+08 1.31E+08 1234 99 466064 2.5405 0.00554
ENSG00000060971 ACAA1 3 38144620 38178733 40 11 466064 2.4493 0.00716
ENSG00000061455 PRDM6 5 1.22E+08 1.23E+08 239 26 466064 2.4947 0.0063
ENSG00000062282 DGAT2 11 75470557 75512579 108 14 466064 2.0035 0.02256
ENSG00000064225 ST3GAL6 3 98451080 98540045 205 30 466064 2.4011 0.00817
ENSG00000064300 NGFR 17 47572655 47592379 31 6 466064 2.6302 0.00427
ENSG00000064787 BCAS1 20 52553316 52687304 447 22 466064 2.2367 0.01265
ENSG00000065268 WDR18 19 983174 994569 68 8 466064 1.8222 0.03421
ENSG00000065534 MYLK 3 1.23E+08 1.24E+08 672 47 466064 2.4787 0.00659
ENSG00000065621 GSTO2 10 1.06E+08 1.06E+08 90 9 466064 2.8029 0.00253
ENSG00000065911 MTHFD2 2 74425689 74444692 18 5 466064 1.8928 0.02919
ENSG00000066044 ELAVL1 19 8023463 8070543 199 32 466064 2.6638 0.00386
ENSG00000067113 PPAP2A 5 54720682 54830878 389 30 466064 2.3985 0.00823
ENSG00000067798 NAV3 12 78224685 78606790 999 83 466064 1.8471 0.03237
ENSG00000067955 CBFB 16 67063019 67134961 72 9 466064 1.9178 0.02757
ENSG00000068001 HYAL2 3 50355221 50360337 5 3 466064 1.8765 0.03029
ENSG00000068912 ERLEC1 2 54014181 54045956 81 12 466064 1.9639 0.02477
ENSG00000069424 KCNAB2 1 6051526 6161253 349 41 466064 2.1743 0.01484
ENSG00000069696 DRD4 11 637293 640706 7 3 466064 2.3066 0.01054
ENSG00000069812 HES2 1 6472478 6484730 19 5 466064 2.1799 0.01463
ENSG00000070729 CNGB1 16 57917503 58005020 245 42 466064 1.9602 0.02499
ENSG00000070770 CSNK2A2 16 58191811 58231824 162 15 466064 2.8492 0.00219
ENSG00000071242 RPS6KA2 6 1.67E+08 1.67E+08 2101 85 466064 1.8813 0.02997
ENSG00000071243 ING3 7 1.21E+08 1.21E+08 64 8 466064 1.8816 0.02994
ENSG00000071539 TRIP13 5 892758 919472 63 5 466064 1.6517 0.04929
ENSG00000071564 TCF3 19 1609291 1652604 95 22 466064 2.197 0.01401
ENSG00000072121 ZFYVE26 14 68194091 68283307 141 13 466064 1.825 0.034
ENSG00000072657 TRHDE 12 72481046 73059422 1826 58 466064 1.8993 0.02877
ENSG00000072736 NFATC3 16 68118654 68263162 222 13 466064 1.9033 0.0285
ENSG00000072786 STK10 5 1.71E+08 1.72E+08 473 65 466064 2.3037 0.01062
ENSG00000073067 CYP2W1 7 1022835 1029276 41 12 466064 1.6589 0.04857
ENSG00000073578 SDHA 5 218356 256815 275 5 466064 2.3399 0.00964
ENSG00000075043 KCNQ2 20 62037542 62103993 189 26 466064 1.8289 0.0337
ENSG00000075303 SLC25A40 7 87462883 87505672 124 11 466064 1.856 0.03173
ENSG00000076928 ARHGEF1 19 42387228 42434302 32 8 466064 2.6224 0.00437
ENSG00000076984 MAP2K7 19 7968728 7979363 26 7 466064 2.9427 0.00163
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ENSG00000077157 PPP1R12B 1 2.02E+08 2.03E+08 347 19 466064 1.8348 0.03327
ENSG00000077380 DYNC1I2 2 1.73E+08 1.73E+08 190 17 466064 1.6556 0.0489
ENSG00000078328 RBFOX1 16 6069095 7763340 10284 455 466064 2.1759 0.01478
ENSG00000078369 GNB1 1 1716729 1822495 229 23 466064 2.2557 0.01204
ENSG00000078401 EDN1 6 12290596 12297427 25 8 466064 1.8861 0.02964
ENSG00000078795 PKD2L2 5 1.37E+08 1.37E+08 152 18 466064 1.9352 0.02648
ENSG00000078967 UBE2D4 7 43966037 43995735 70 13 466064 2.3082 0.01049
ENSG00000079101 CLUL1 18 596988 650334 185 37 466064 2.1897 0.01427
ENSG00000079689 SCGN 6 25652464 25702011 155 24 466064 2.425 0.00765
ENSG00000080200 CRYBG3 3 97595819 97663810 108 20 466064 1.7927 0.03651
ENSG00000080293 SCTR 2 1.2E+08 1.2E+08 225 16 466064 2.1526 0.01567
ENSG00000080644 CHRNA3 15 78885394 78913637 75 5 466064 1.6979 0.04476
ENSG00000081026 MAGI3 1 1.14E+08 1.14E+08 918 100 466064 2.0496 0.0202
ENSG00000081853 PCDHGA2 5 1.41E+08 1.41E+08 340 15 466064 1.7946 0.03636
ENSG00000082212 ME2 18 48405419 48474691 160 21 466064 1.9844 0.0236
ENSG00000082213 C5orf22 5 31532373 31555165 71 15 466064 1.7146 0.04321
ENSG00000083168 KAT6A 8 41786997 41909508 264 40 466064 1.8231 0.03414
ENSG00000084073 ZMPSTE24 1 40723779 40759856 88 11 466064 2.2361 0.01267
ENSG00000085365 SCAMP1 5 77656339 77776562 418 22 466064 2.0504 0.02016
ENSG00000086504 MRPL28 16 417384 420527 10 3 466064 2.0985 0.01793
ENSG00000086666 ZFAND6 15 80351910 80430735 360 30 466064 2.076 0.01895
ENSG00000087116 ADAMTS2 5 1.79E+08 1.79E+08 841 60 466064 2.0306 0.02115
ENSG00000087237 CETP 16 56995762 57017757 76 20 466064 1.6913 0.04539
ENSG00000088812 ATRN 20 3451687 3631769 458 19 466064 1.9998 0.02276
ENSG00000089101 C20orf26 20 20033158 20341346 979 59 466064 2.1739 0.01486
ENSG00000089169 RPH3A 12 1.13E+08 1.13E+08 919 46 466064 1.7353 0.04135
ENSG00000089486 CDIP1 16 4560676 4588829 53 10 466064 3.2521 0.00057
ENSG00000089847 ANKRD24 19 4183351 4224811 185 28 466064 1.7404 0.0409
ENSG00000090273 NUDC 1 27226729 27273353 68 11 466064 1.9194 0.02747
ENSG00000091164 TXNL1 18 54264439 54318831 175 12 466064 2.5831 0.0049
ENSG00000091317 CMTM6 3 32522804 32544900 39 10 466064 1.8442 0.03258
ENSG00000091704 CPA1 7 1.3E+08 1.3E+08 24 3 466064 2.6767 0.00372
ENSG00000092208 GEMIN2 14 39583427 39606177 60 10 466064 1.7657 0.03872
ENSG00000092531 SNAP23 15 42783431 42837547 57 14 466064 1.9566 0.0252
ENSG00000095713 CRTAC1 10 99624757 99790585 328 18 466064 1.733 0.04155
ENSG00000095794 CREM 10 35415719 35501886 111 15 466064 1.9862 0.02351
ENSG00000096384 HSP90AB1 6 44214824 44221620 18 5 466064 2.9422 0.00163
ENSG00000097021 ACOT7 1 6324329 6454451 430 23 466064 1.7144 0.04323
ENSG00000100129 EIF3L 22 38244875 38285414 122 19 466064 1.7667 0.03864
ENSG00000100284 TOM1 22 35695268 35743985 221 18 466064 1.8397 0.03291
ENSG00000100320 RBFOX2 22 36134783 36424473 1268 89 466064 2.3397 0.00965
ENSG00000100359 SGSM3 22 40766595 40806293 46 5 466064 1.7449 0.0405
ENSG00000100362 PVALB 22 37196728 37215523 60 11 466064 1.6942 0.04512
ENSG00000100372 SLC25A17 22 41165634 41215403 110 9 466064 1.7034 0.04425
ENSG00000100380 ST13 22 41220539 41253026 57 9 466064 2.1262 0.01674
ENSG00000100412 ACO2 22 41865129 41924993 120 12 466064 1.822 0.03423
ENSG00000100554 ATP6V1D 14 67761088 67826982 167 12 466064 1.7588 0.0393
ENSG00000100596 SPTLC2 14 77972340 78083116 355 28 466064 1.8303 0.0336
ENSG00000100813 ACIN1 14 23527773 23564823 54 16 466064 1.6828 0.04621
ENSG00000101004 NINL 20 25433341 25566153 302 18 466064 1.6745 0.04702
ENSG00000101084 C20orf24 20 35234137 35240960 4 2 466064 1.6875 0.04576
ENSG00000101132 PFDN4 20 52824386 52844591 38 9 466064 2.3912 0.0084
ENSG00000101150 TPD52L2 20 62496596 62522898 52 9 466064 1.8876 0.02954
ENSG00000101152 DNAJC5 20 62526518 62567384 123 16 466064 2.2339 0.01274
ENSG00000101162 TUBB1 20 57594309 57601709 26 6 466064 2.1133 0.01729
ENSG00000102452 NALCN 13 1.02E+08 1.02E+08 979 69 466064 2.1782 0.01469
ENSG00000102755 FLT1 13 28874489 29069265 587 45 466064 1.8688 0.03083
ENSG00000102871 TRADD 16 67188083 67194201 6 2 466064 1.8552 0.03178
ENSG00000102878 HSF4 16 67197288 67203848 12 3 466064 2.1166 0.01715
ENSG00000102981 PARD6A 16 67694849 67696681 2 1 466064 2.3032 0.01063
ENSG00000102996 MMP15 16 58059470 58080805 74 6 466064 1.957 0.02517
ENSG00000103089 FA2H 16 74746853 74808729 218 27 466064 1.6901 0.04551
ENSG00000103248 MTHFSD 16 86563782 86588841 95 15 466064 1.6904 0.04548
ENSG00000103260 METRN 16 765115 769655 21 5 466064 1.8618 0.03132
ENSG00000103335 PIEZO1 16 88781751 88851619 372 28 466064 1.6499 0.04948
ENSG00000103381 CPPED1 16 12756919 12897874 615 42 466064 1.7629 0.03896
ENSG00000103415 HMOX2 16 4524691 4560348 92 11 466064 3.7782 7.90E-05
ENSG00000103423 DNAJA3 16 4475806 4506776 93 8 466064 3.9444 4.00E-05
ENSG00000103426 CORO7-PAM16 16 4390252 4470495 195 18 466064 2.5484 0.00541
ENSG00000103449 SALL1 16 51169886 51185278 22 7 466064 2.9896 0.0014
ENSG00000103495 MAZ 16 29817427 29823649 10 2 466064 1.9404 0.02617
ENSG00000104064 GABPB1 15 50569389 50647605 207 17 466064 1.6553 0.04893
ENSG00000104140 RHOV 15 41164412 41166487 8 2 466064 1.689 0.04561



ENSG00000104313 EYA1 8 72109668 72274467 601 34 466064 2.0744 0.01902
ENSG00000104450 SPAG1 8 1.01E+08 1.01E+08 240 28 466064 2.038 0.02078
ENSG00000104613 INTS10 8 19674651 19709594 182 26 466064 1.9361 0.02643
ENSG00000104626 ERI1 8 8859657 8974256 555 43 466064 2.5779 0.00497
ENSG00000104731 KLHDC4 16 87730091 87799598 260 24 466064 1.773 0.03811
ENSG00000104755 ADAM2 8 39601254 39695808 161 20 466064 2.3887 0.00845
ENSG00000104921 FCER2 19 7753644 7767032 48 9 466064 2.0119 0.02211
ENSG00000104938 CLEC4M 19 7828035 7834491 16 6 466064 2.5734 0.00504
ENSG00000104976 SNAPC2 19 7985201 7988135 4 2 466064 1.7353 0.04134
ENSG00000104979 C19orf53 19 13884982 13889276 22 3 466064 1.7129 0.04336
ENSG00000105131 EPHX3 19 15337730 15344246 8 4 466064 1.7161 0.04307
ENSG00000105278 ZFR2 19 3804022 3869030 221 28 466064 1.7169 0.043
ENSG00000105369 CD79A 19 42381190 42385439 11 1 466064 2.7413 0.00306
ENSG00000105372 RPS19 19 42363988 42376994 12 3 466064 2.7402 0.00307
ENSG00000105404 RABAC1 19 42460833 42463542 1 1 466064 1.8453 0.0325
ENSG00000105409 ATP1A3 19 42470734 42501649 23 6 466064 1.9809 0.0238
ENSG00000105426 PTPRS 19 5158506 5340814 638 82 466064 1.9969 0.02292
ENSG00000105507 CABP5 19 48533210 48547310 50 9 466064 1.7639 0.03887
ENSG00000105609 LILRB5 19 54754263 54761164 15 6 466064 3.0513 0.00114
ENSG00000105737 GRIK5 19 42502473 42573650 60 8 466064 1.7112 0.04353
ENSG00000105784 RUNDC3B 7 87256864 87461611 484 36 466064 1.919 0.0275
ENSG00000105793 GTPBP10 7 89964537 90020769 314 20 466064 1.8378 0.03305
ENSG00000106066 CPVL 7 29034847 29235067 673 78 466064 2.8523 0.00217
ENSG00000106069 CHN2 7 29161890 29553944 1353 106 466064 1.9679 0.02454
ENSG00000106100 NOD1 7 30464143 30518400 164 24 466064 1.914 0.02781
ENSG00000106436 MYL10 7 1.01E+08 1.01E+08 96 3 466064 2.3042 0.01061
ENSG00000106477 CEP41 7 1.3E+08 1.3E+08 92 19 466064 2.2814 0.01126
ENSG00000106538 RARRES2 7 1.5E+08 1.5E+08 2 1 466064 1.6911 0.04541
ENSG00000106608 URGCP 7 43915493 43966010 143 18 466064 2.3472 0.00946
ENSG00000106633 GCK 7 44183872 44237769 153 20 466064 2.0873 0.01843
ENSG00000106948 AKNA 9 1.17E+08 1.17E+08 201 33 466064 1.9553 0.02527
ENSG00000107185 RGP1 9 35749203 35758572 15 5 466064 1.7474 0.04029
ENSG00000107521 HPS1 10 1E+08 1E+08 65 10 466064 1.8056 0.03549
ENSG00000107731 UNC5B 10 72972327 73062621 143 10 466064 1.677 0.04677
ENSG00000107779 BMPR1A 10 88516407 88692595 305 31 466064 2.4819 0.00653
ENSG00000107890 ANKRD26 10 27280843 27389421 455 37 466064 2.2696 0.01162
ENSG00000107984 DKK1 10 54074056 54077802 13 4 466064 2.1874 0.01436
ENSG00000108094 CUL2 10 35297479 35379570 86 12 466064 1.9129 0.02788
ENSG00000108306 FBXL20 17 37415384 37558776 318 22 466064 2.1929 0.01416
ENSG00000108352 RAPGEFL1 17 38333263 38351908 38 9 466064 1.658 0.04866
ENSG00000108379 WNT3 17 44839872 44910520 200 20 466064 1.8551 0.03179
ENSG00000108384 RAD51C 17 56769934 56811703 122 12 466064 2.953 0.00157
ENSG00000108511 HOXB6 17 46671639 46682354 2 1 466064 1.875 0.0304
ENSG00000108798 ABI3 17 47287589 47300587 42 10 466064 2.2082 0.01361
ENSG00000109132 PHOX2B 4 41746099 41750987 7 2 466064 1.7208 0.04264
ENSG00000109184 DCUN1D4 4 52709166 52783003 155 15 466064 2.3481 0.00944
ENSG00000109189 USP46 4 53457138 53525502 198 20 466064 2.3663 0.00898
ENSG00000109220 CHIC2 4 54875956 54930857 119 16 466064 1.6832 0.04617
ENSG00000109445 ZNF330 4 1.42E+08 1.42E+08 33 6 466064 1.6478 0.04969
ENSG00000109586 GALNT7 4 1.74E+08 1.74E+08 482 69 466064 2.9455 0.00161
ENSG00000109680 TBC1D19 4 26578059 26756973 216 13 466064 2.1671 0.01511
ENSG00000109787 KLF3 4 38665817 38702663 98 22 466064 1.6546 0.04901
ENSG00000110169 HPX 11 6452279 6463847 25 8 466064 1.9502 0.02557
ENSG00000110400 PVRL1 11 1.19E+08 1.2E+08 313 17 466064 2.6512 0.00401
ENSG00000110422 HIPK3 11 33278218 33378569 213 29 466064 1.9653 0.02469
ENSG00000111262 KCNA1 12 5019071 5040527 85 16 466064 1.799 0.03601
ENSG00000111321 LTBR 12 6484211 6500733 73 5 466064 1.7146 0.04321
ENSG00000111339 ART4 12 14978503 14996429 79 10 466064 1.9907 0.02326
ENSG00000111450 STX2 12 1.31E+08 1.31E+08 177 23 466064 1.9769 0.02402
ENSG00000111731 C2CD5 12 22601517 22697480 167 16 466064 1.9962 0.02296
ENSG00000111860 CEP85L 6 1.19E+08 1.19E+08 779 27 466064 2.1388 0.01623
ENSG00000112029 FBXO5 6 1.53E+08 1.53E+08 74 8 466064 2.1415 0.01612
ENSG00000112033 PPARD 6 35310335 35395968 173 18 466064 1.7005 0.04452
ENSG00000112096 SOD2 6 1.6E+08 1.6E+08 236 42 466064 2.2064 0.01368
ENSG00000112200 ZNF451 6 56951642 57035105 155 10 466064 2.1554 0.01557
ENSG00000112208 BAG2 6 57037124 57054631 24 6 466064 2.4651 0.00685
ENSG00000112210 RAB23 6 57053607 57087078 38 8 466064 2.1441 0.01601
ENSG00000112234 FBXL4 6 99316420 99395849 251 23 466064 2.3382 0.00969
ENSG00000112294 ALDH5A1 6 24495080 24537435 168 23 466064 1.6941 0.04513
ENSG00000112378 PERP 6 1.38E+08 1.38E+08 45 11 466064 1.9864 0.0235
ENSG00000112511 PHF1 6 33378176 33384230 14 6 466064 2.3802 0.00865
ENSG00000112706 IMPG1 6 76630832 76782395 525 41 466064 1.9041 0.02845
ENSG00000112759 SLC29A1 6 44187242 44201888 38 11 466064 1.6454 0.04994



ENSG00000112964 GHR 5 42423879 42721979 580 32 466064 1.6672 0.04774
ENSG00000112984 KIF20A 5 1.38E+08 1.38E+08 11 4 466064 1.8229 0.03416
ENSG00000113161 HMGCR 5 74632154 74657929 88 15 466064 1.9267 0.02701
ENSG00000113391 FAM172A 5 92953775 93447404 939 56 466064 2.4479 0.00718
ENSG00000113552 GNPDA1 5 1.41E+08 1.41E+08 51 9 466064 2.5203 0.00586
ENSG00000113658 SMAD5 5 1.35E+08 1.36E+08 154 24 466064 2.0814 0.0187
ENSG00000113966 ARL6 3 97483365 97519953 30 11 466064 2.3049 0.01059
ENSG00000114125 RNF7 3 1.41E+08 1.41E+08 25 4 466064 2.5755 0.005
ENSG00000114383 TUSC2 3 50357458 50365682 11 5 466064 1.6803 0.04645
ENSG00000114439 BBX 3 1.07E+08 1.08E+08 804 51 466064 2.2666 0.01171
ENSG00000114450 GNB4 3 1.79E+08 1.79E+08 120 18 466064 2.0852 0.01853
ENSG00000114767 RRP9 3 51967446 51975957 4 2 466064 2.3389 0.00967
ENSG00000114933 INO80D 2 2.07E+08 2.07E+08 313 23 466064 2.9725 0.00148
ENSG00000114982 KANSL3 2 97258907 97308524 2 1 466064 2.4116 0.00794
ENSG00000115073 ACTR1B 2 98272431 98280570 44 5 466064 1.9106 0.02803
ENSG00000115085 ZAP70 2 98330023 98356325 84 15 466064 2.0224 0.02157
ENSG00000115163 CENPA 2 26987157 27023935 43 5 466064 2.7816 0.0027
ENSG00000115165 CYTIP 2 1.58E+08 1.58E+08 328 26 466064 1.9431 0.026
ENSG00000115239 GPR75-ASB3 2 53759810 54087170 891 29 466064 1.7855 0.03709
ENSG00000115274 INO80B 2 74682150 74688011 9 2 466064 2.4702 0.00675
ENSG00000115275 MOGS 2 74688184 74692537 10 2 466064 2.4481 0.00718
ENSG00000115282 TTC31 2 74710200 74722013 14 3 466064 2.719 0.00327
ENSG00000115289 PCGF1 2 74732170 74735707 5 2 466064 2.9306 0.00169
ENSG00000115318 LOXL3 2 74759541 74782817 78 8 466064 1.8278 0.03379
ENSG00000115325 DOK1 2 74776153 74784681 25 5 466064 1.9587 0.02507
ENSG00000115414 FN1 2 2.16E+08 2.16E+08 200 21 466064 1.8207 0.03433
ENSG00000115507 OTX1 2 63277192 63284971 16 2 466064 1.7528 0.03982
ENSG00000115514 TXNDC9 2 99935445 99957165 48 7 466064 1.9974 0.02289
ENSG00000115592 PRKAG3 2 2.2E+08 2.2E+08 27 5 466064 2.0358 0.02088
ENSG00000115593 SMYD1 2 88367299 88412906 128 17 466064 2.0353 0.02091
ENSG00000115594 IL1R1 2 1.03E+08 1.03E+08 295 25 466064 2.4851 0.00648
ENSG00000115598 IL1RL2 2 1.03E+08 1.03E+08 54 15 466064 1.6862 0.04588
ENSG00000115685 PPP1R7 2 2.42E+08 2.42E+08 79 7 466064 1.6991 0.04465
ENSG00000115738 ID2 2 8818975 8824583 6 3 466064 1.689 0.04561
ENSG00000116030 SUMO1 2 2.03E+08 2.03E+08 41 10 466064 2.1995 0.01392
ENSG00000116191 RALGPS2 1 1.79E+08 1.79E+08 440 29 466064 1.6689 0.04757
ENSG00000116194 ANGPTL1 1 1.79E+08 1.79E+08 50 9 466064 1.7972 0.03615
ENSG00000116237 ICMT 1 6281253 6296032 40 7 466064 1.9669 0.0246
ENSG00000116299 KIAA1324 1 1.1E+08 1.1E+08 191 34 466064 1.8462 0.03244
ENSG00000116688 MFN2 1 12040238 12073571 73 14 466064 1.7217 0.04256
ENSG00000116819 TFAP2E 1 36038971 36060929 12 4 466064 2.2084 0.01361
ENSG00000117000 RLF 1 40627045 40706593 195 23 466064 2.0362 0.02087
ENSG00000117122 MFAP2 1 17300997 17307330 54 5 466064 1.752 0.03989
ENSG00000117298 ECE1 1 21543740 21671997 509 52 466064 1.9573 0.02515
ENSG00000117505 DR1 1 93811445 93835055 84 9 466064 2.0917 0.01823
ENSG00000117616 C1orf63 1 25568728 25664704 94 19 466064 1.6847 0.04602
ENSG00000117640 MTFR1L 1 26145131 26159432 36 7 466064 1.7758 0.03788
ENSG00000117697 NSL1 1 2.13E+08 2.13E+08 231 33 466064 1.8826 0.02988
ENSG00000117859 OSBPL9 1 52042851 52254889 292 20 466064 1.8436 0.03262
ENSG00000118402 ELOVL4 6 80624529 80657297 141 19 466064 2.0356 0.0209
ENSG00000118473 SGIP1 1 66999066 67213982 694 42 466064 1.7939 0.03641
ENSG00000118491 ZC2HC1B 6 1.44E+08 1.44E+08 160 19 466064 2.6676 0.00382
ENSG00000118518 RNF146 6 1.28E+08 1.28E+08 57 7 466064 1.8386 0.03299
ENSG00000118816 CCNI 4 77968311 77997158 100 7 466064 2.8249 0.00236
ENSG00000118894 FAM86A 16 5134305 5147809 110 15 466064 2.2109 0.01352
ENSG00000118972 FGF23 12 4477393 4488894 23 5 466064 1.7548 0.03965
ENSG00000119139 TJP2 9 71736209 71870124 297 18 466064 1.8256 0.03395
ENSG00000119314 PTBP3 9 1.15E+08 1.15E+08 374 35 466064 2.2876 0.01108
ENSG00000119321 FKBP15 9 1.16E+08 1.16E+08 226 34 466064 1.8642 0.03115
ENSG00000119457 SLC46A2 9 1.16E+08 1.16E+08 39 11 466064 2.1241 0.01683
ENSG00000119487 MAPKAP1 9 1.28E+08 1.28E+08 571 42 466064 1.7534 0.03977
ENSG00000119535 CSF3R 1 36931644 36948879 51 14 466064 1.8396 0.03291
ENSG00000119640 ACYP1 14 75519924 75536186 41 8 466064 1.8271 0.03384
ENSG00000119729 RHOQ 2 46768945 46810260 194 27 466064 1.9733 0.02423
ENSG00000119771 KLHL29 2 23608088 23931481 1032 42 466064 1.7862 0.03704
ENSG00000119778 ATAD2B 2 23971534 24149984 540 25 466064 2.5596 0.00524
ENSG00000119943 PYROXD2 10 1E+08 1E+08 70 10 466064 2.0114 0.02214
ENSG00000120093 HOXB3 17 46626232 46682274 2 1 466064 1.875 0.0304
ENSG00000120235 IFNA6 9 21349834 21351377 5 2 466064 2.1227 0.01689
ENSG00000120329 SLC25A2 5 1.41E+08 1.41E+08 2 1 466064 1.7607 0.03914
ENSG00000120686 UFM1 13 38923986 38937140 49 12 466064 3.3129 0.00046
ENSG00000120708 TGFBI 5 1.35E+08 1.35E+08 47 9 466064 1.8 0.03593
ENSG00000120729 MYOT 5 1.37E+08 1.37E+08 62 8 466064 1.9192 0.02748



ENSG00000120798 NR2C1 12 95414005 95467479 262 15 466064 1.9671 0.02458
ENSG00000120889 TNFRSF10B 8 22877646 22926692 184 37 466064 3.3152 0.00046
ENSG00000120925 RNF170 8 42704780 42752433 211 8 466064 1.9054 0.02837
ENSG00000121067 SPOP 17 47676246 47755596 176 29 466064 3.0644 0.00109
ENSG00000121152 NCAPH 2 97001525 97039583 59 8 466064 2.3191 0.01019
ENSG00000121388 RP11-408E5.4 13 19756173 19761496 14 5 466064 2.0041 0.02253
ENSG00000121797 CCRL2 3 46448654 46454488 19 5 466064 1.876 0.03033
ENSG00000121807 CCR2 3 46395225 46402419 18 3 466064 2.325 0.01004
ENSG00000121900 TMEM54 1 33360195 33367039 17 5 466064 1.6967 0.04487
ENSG00000122223 CD244 1 1.61E+08 1.61E+08 77 7 466064 1.8228 0.03416
ENSG00000122304 PRM2 16 11369496 11370337 5 2 466064 2.0346 0.02095
ENSG00000122390 NAA60 16 3493611 3536963 96 15 466064 1.7456 0.04044
ENSG00000122420 PTGFR 1 78769568 79005434 924 37 466064 2.1568 0.01551
ENSG00000122435 TRMT13 1 1.01E+08 1.01E+08 54 6 466064 2.1781 0.0147
ENSG00000122565 CBX3 7 26240782 26252976 27 9 466064 1.8961 0.02898
ENSG00000122691 TWIST1 7 19060614 19157295 237 37 466064 1.6811 0.04637
ENSG00000122729 ACO1 9 32384618 32454767 180 29 466064 2.0435 0.0205
ENSG00000123094 RASSF8 12 26111962 26232825 367 30 466064 2.2259 0.01301
ENSG00000123104 ITPR2 12 26490342 26986131 1548 82 466064 1.6607 0.04839
ENSG00000123405 NFE2 12 54685895 54694905 35 8 466064 1.7958 0.03627
ENSG00000123407 HOXC12 12 54348618 54352740 2 1 466064 1.814 0.03484
ENSG00000123444 KBTBD4 11 47593749 47600567 9 6 466064 1.7053 0.04407
ENSG00000124067 SLC12A4 16 67977377 68003504 33 7 466064 2.2326 0.01279
ENSG00000124089 MC3R 20 54823788 54824871 4 2 466064 2.0399 0.02068
ENSG00000124092 CTCFL 20 56071035 56100708 49 6 466064 1.9313 0.02672
ENSG00000124157 SEMG2 20 43849941 43853099 3 1 466064 1.6882 0.04569
ENSG00000124253 PCK1 20 56136136 56141513 15 5 466064 1.7491 0.04014
ENSG00000124299 PEPD 19 33877856 34012700 367 43 466064 2.0798 0.01877
ENSG00000124743 KLHL31 6 53512699 53530506 71 11 466064 2.1208 0.01697
ENSG00000124787 RPP40 6 4994966 5004297 48 9 466064 1.9201 0.02742
ENSG00000124788 ATXN1 6 16299343 16761722 1460 157 466064 2.1167 0.01714
ENSG00000124802 EEF1E1 6 8073593 8102811 85 13 466064 1.6557 0.04889
ENSG00000125149 C16orf70 16 67143861 67182442 32 10 466064 1.8853 0.0297
ENSG00000125820 NKX2-2 20 21491648 21494664 9 4 466064 2.9915 0.00139
ENSG00000125912 NCLN 19 3185561 3209573 97 9 466064 1.6731 0.04715
ENSG00000126249 PDCD2L 19 34895289 34917073 45 6 466064 1.7544 0.03968
ENSG00000126261 UBA2 19 34919257 34960853 137 8 466064 2.0142 0.02199
ENSG00000126603 GLIS2 16 4364762 4389598 63 11 466064 2.4223 0.00771
ENSG00000126934 MAP2K2 19 4090319 4124126 89 17 466064 1.7814 0.03742
ENSG00000127334 DYRK2 12 68042118 68059186 51 13 466064 2.0469 0.02034
ENSG00000127418 FGFRL1 4 1003724 1020685 62 14 466064 1.9054 0.02837
ENSG00000127423 AUNIP 1 26158414 26185903 81 12 466064 2.0505 0.02016
ENSG00000127527 EPS15L1 19 16466050 16582896 264 23 466064 2.6992 0.00348
ENSG00000127528 KLF2 19 16435628 16438685 5 3 466064 1.8999 0.02872
ENSG00000127774 EMC6 17 3572109 3572962 8 4 466064 1.842 0.03274
ENSG00000128284 APOL3 22 36536372 36562225 84 17 466064 2.4409 0.00732
ENSG00000128536 CDHR3 7 1.06E+08 1.06E+08 425 49 466064 2.0102 0.02221
ENSG00000128610 FEZF1 7 1.22E+08 1.22E+08 23 6 466064 1.6918 0.04534
ENSG00000128881 TTBK2 15 43030932 43213007 177 25 466064 1.8949 0.02905
ENSG00000129292 PHF20L1 8 1.34E+08 1.34E+08 336 42 466064 1.7578 0.03939
ENSG00000129450 SIGLEC9 19 51628165 51639908 5 2 466064 1.8985 0.02881
ENSG00000129465 RIPK3 14 24805227 24809251 14 5 466064 1.9186 0.02752
ENSG00000129480 DTD2 14 31915242 31926716 50 10 466064 1.7677 0.03855
ENSG00000130508 PXDN 2 1635659 1748624 402 47 466064 1.8151 0.03475
ENSG00000130684 ZNF337 20 25654851 25677477 43 9 466064 2.1125 0.01732
ENSG00000130695 CEP85 1 26560691 26605299 93 17 466064 1.7922 0.03655
ENSG00000131236 CAP1 1 40505905 40538321 106 12 466064 2.1498 0.01579
ENSG00000131238 PPT1 1 40538379 40563375 113 10 466064 1.7048 0.04411
ENSG00000131370 SH3BP5 3 15296360 15382875 252 30 466064 2.5393 0.00555
ENSG00000131504 DIAPH1 5 1.41E+08 1.41E+08 243 17 466064 2.3647 0.00902
ENSG00000131591 C1orf159 1 1017198 1051741 96 11 466064 1.8628 0.03124
ENSG00000132130 LHX1 17 35294084 35301917 24 4 466064 3.0202 0.00126
ENSG00000132321 IQCA1 2 2.37E+08 2.37E+08 509 47 466064 2.4916 0.00636
ENSG00000132846 ZBED3 5 76367897 76383148 43 7 466064 1.7055 0.04405
ENSG00000133226 SRRM1 1 24958207 24999758 147 17 466064 1.7252 0.04224
ENSG00000133488 SEC14L4 22 30884900 30901698 36 8 466064 1.8235 0.03411
ENSG00000133706 LARS 5 1.45E+08 1.46E+08 150 14 466064 1.8485 0.03226
ENSG00000133789 SWAP70 11 9685624 9774538 313 15 466064 2.2995 0.01074
ENSG00000133835 HSD17B4 5 1.19E+08 1.19E+08 398 31 466064 2.5609 0.00522
ENSG00000134278 SPIRE1 18 12446511 12658133 602 32 466064 2.5455 0.00546
ENSG00000134460 IL2RA 10 6052652 6104288 193 35 466064 1.6834 0.04615
ENSG00000135048 TMEM2 9 74298282 74431606 417 42 466064 1.807 0.03538
ENSG00000135063 FAM189A2 9 71939488 72007371 133 27 466064 2.35 0.00939



ENSG00000135144 DTX1 12 1.13E+08 1.14E+08 120 29 466064 1.886 0.02965
ENSG00000135299 ANKRD6 6 90142889 90343553 415 35 466064 1.8519 0.03202
ENSG00000135636 DYSF 2 71680852 71913898 597 57 466064 1.8607 0.0314
ENSG00000135637 CCDC142 2 74699113 74710535 42 2 466064 2.372 0.00885
ENSG00000135722 FBXL8 16 67193834 67198473 8 3 466064 1.9646 0.02473
ENSG00000135740 SLC9A5 16 67271586 67306093 45 10 466064 1.7381 0.0411
ENSG00000135747 ZNF670 1 2.47E+08 2.47E+08 519 33 466064 1.7181 0.04289
ENSG00000135899 SP110 2 2.31E+08 2.31E+08 138 20 466064 1.7323 0.04161
ENSG00000135940 COX5B 2 98262503 98264846 7 3 466064 2.1041 0.01769
ENSG00000135951 TSGA10 2 99613724 99771427 421 25 466064 1.6485 0.04962
ENSG00000135976 ANKRD36 2 97779233 97930258 299 17 466064 1.9187 0.02751
ENSG00000136059 VILL 3 38029550 38048679 54 11 466064 2.4164 0.00784
ENSG00000136141 LRCH1 13 47127303 47327175 563 44 466064 1.7941 0.0364
ENSG00000136279 DBNL 7 44084239 44109055 65 13 466064 1.6583 0.04863
ENSG00000136425 CIB2 15 78396948 78423886 56 14 466064 2.0357 0.02089
ENSG00000136541 ERMN 2 1.58E+08 1.58E+08 18 9 466064 3.5562 0.00019
ENSG00000136542 GALNT5 2 1.58E+08 1.58E+08 174 19 466064 3.8604 5.66E-05
ENSG00000136574 GATA4 8 11534468 11617511 342 25 466064 1.8748 0.03041
ENSG00000136758 YME1L1 10 27399383 27444195 201 20 466064 1.9924 0.02317
ENSG00000136867 SLC31A2 9 1.16E+08 1.16E+08 47 12 466064 1.9528 0.02542
ENSG00000137103 TMEM8B 9 35814448 35854844 70 11 466064 1.8072 0.03536
ENSG00000137124 ALDH1B1 9 38392661 38398658 29 10 466064 2.3024 0.01066
ENSG00000137142 IGFBPL1 9 38408991 38424444 63 13 466064 1.9922 0.02318
ENSG00000137185 ZSCAN9 6 28192664 28201260 25 5 466064 1.8947 0.02907
ENSG00000137310 TCF19 6 31126319 31134936 73 12 466064 1.7291 0.0419
ENSG00000137338 PGBD1 6 28249314 28270326 50 13 466064 1.8691 0.0308
ENSG00000137343 ATAT1 6 30594619 30614600 74 7 466064 2.225 0.01304
ENSG00000137440 FGFBP1 4 15937192 15940363 7 2 466064 1.8532 0.03193
ENSG00000137727 ARHGAP20 11 1.1E+08 1.11E+08 385 24 466064 2.0662 0.0194
ENSG00000137878 GCOM1 15 57884106 58006943 425 26 466064 1.7482 0.04021
ENSG00000138018 EPT1 2 26531415 26618759 248 36 466064 2.3082 0.0105
ENSG00000138166 DUSP5 10 1.12E+08 1.12E+08 43 6 466064 2.0666 0.01939
ENSG00000138172 CALHM2 10 1.05E+08 1.05E+08 19 2 466064 2.8481 0.0022
ENSG00000138185 ENTPD1 10 97471536 97637023 367 37 466064 2.5698 0.00509
ENSG00000138443 ABI2 2 2.04E+08 2.04E+08 366 41 466064 2.5113 0.00601
ENSG00000138696 BMPR1B 4 95679119 96079599 1461 70 466064 3.1214 0.0009
ENSG00000138758 11-Sep 4 77870856 77961537 219 18 466064 2.4541 0.00706
ENSG00000138759 FRAS1 4 78978724 79465423 1119 70 466064 1.8321 0.03347
ENSG00000139190 VAMP1 12 6571403 6580153 14 4 466064 1.7 0.04457
ENSG00000139209 SLC38A4 12 47158546 47226191 219 29 466064 2.1112 0.01738
ENSG00000139233 LLPH 12 66516842 66524548 43 7 466064 2.3144 0.01032
ENSG00000139737 SLAIN1 13 78272023 78338377 146 13 466064 1.6653 0.04792
ENSG00000139826 ABHD13 13 1.09E+08 1.09E+08 43 9 466064 1.9127 0.02789
ENSG00000139874 SSTR1 14 38677204 38682272 33 3 466064 2.6533 0.00399
ENSG00000139988 RDH12 14 68168603 68201169 40 4 466064 1.6589 0.04857
ENSG00000140105 WARS 14 1.01E+08 1.01E+08 193 32 466064 2.208 0.01362
ENSG00000140107 SLC25A47 14 1.01E+08 1.01E+08 10 5 466064 2.4816 0.00654
ENSG00000140443 IGF1R 15 99192200 99507759 1082 67 466064 2.1756 0.01479
ENSG00000140937 CDH11 16 64977656 65160015 578 43 466064 1.9365 0.02641
ENSG00000140939 NOL3 16 67204057 67209643 13 3 466064 1.8162 0.03467
ENSG00000140945 CDH13 16 82660408 83830204 6558 320 466064 2.2868 0.0111
ENSG00000141096 DPEP3 16 68009566 68014732 9 2 466064 1.65 0.04947
ENSG00000141867 BRD4 19 15347647 15443356 142 15 466064 2.5558 0.0053
ENSG00000141977 CIB3 19 16272179 16284336 27 10 466064 2.161 0.01535
ENSG00000141985 SH3GL1 19 4360367 4400544 99 20 466064 1.805 0.03554
ENSG00000142025 DMRTC2 19 42348806 42356401 10 2 466064 2.6107 0.00452
ENSG00000142459 EVI5L 19 7895119 7929862 97 24 466064 2.6562 0.00395
ENSG00000142515 KLK3 19 51358171 51364020 30 4 466064 1.8058 0.03547
ENSG00000142609 C1orf222 1 1853396 1935276 163 17 466064 2.1708 0.01497
ENSG00000142751 GPN2 1 27202624 27216788 24 8 466064 1.8984 0.02882
ENSG00000142789 CELA3A 1 22328149 22339032 25 8 466064 2.6053 0.00459
ENSG00000142798 HSPG2 1 22148738 22263790 523 40 466064 2.4826 0.00652
ENSG00000143079 CTTNBP2NL 1 1.13E+08 1.13E+08 77 13 466064 2.2272 0.01297
ENSG00000143162 CREG1 1 1.67E+08 1.68E+08 80 22 466064 2.0203 0.02168
ENSG00000143199 ADCY10 1 1.68E+08 1.68E+08 391 52 466064 1.7635 0.03891
ENSG00000143340 FAM163A 1 1.8E+08 1.8E+08 289 21 466064 2.2885 0.01105
ENSG00000143365 RORC 1 1.52E+08 1.52E+08 56 6 466064 2.0503 0.02017
ENSG00000143753 DEGS1 1 2.24E+08 2.24E+08 25 4 466064 1.7682 0.03852
ENSG00000143889 HNRNPLL 2 38789120 38830728 75 6 466064 1.8032 0.03568
ENSG00000143891 GALM 2 38893052 38968379 141 23 466064 1.818 0.03453
ENSG00000143942 CHAC2 2 53994929 54002333 16 4 466064 1.9458 0.02584
ENSG00000144015 TRIM43 2 96257766 96265526 7 4 466064 1.8795 0.03009
ENSG00000144119 C1QL2 2 1.2E+08 1.2E+08 4 2 466064 1.8106 0.0351



ENSG00000144290 SLC4A10 2 1.62E+08 1.63E+08 1041 62 466064 2.3467 0.00947
ENSG00000144524 COPS7B 2 2.33E+08 2.33E+08 71 17 466064 1.9138 0.02782
ENSG00000144635 DYNC1LI1 3 32567463 32612366 175 22 466064 1.9654 0.02469
ENSG00000144677 CTDSPL 3 37903451 38025960 300 29 466064 1.7665 0.03866
ENSG00000144736 SHQ1 3 72798428 72911065 186 12 466064 2.9453 0.00161
ENSG00000144962 SPATA16 3 1.73E+08 1.73E+08 678 52 466064 1.6936 0.04517
ENSG00000145198 VWA5B2 3 1.84E+08 1.84E+08 22 6 466064 1.8466 0.0324
ENSG00000145244 CORIN 4 47596015 47840123 597 31 466064 2.2027 0.01381
ENSG00000145703 IQGAP2 5 75699074 76003957 957 45 466064 2.3094 0.01046
ENSG00000145833 DDX46 5 1.34E+08 1.34E+08 191 19 466064 1.8155 0.03473
ENSG00000145979 TBC1D7 6 13266774 13328815 291 15 466064 1.8534 0.03191
ENSG00000146083 RNF44 5 1.76E+08 1.76E+08 2 1 466064 2.5246 0.00579
ENSG00000146112 PPP1R18 6 30644166 30655672 18 7 466064 2.5962 0.00471
ENSG00000146122 DAAM2 6 39760142 39872648 377 46 466064 1.7613 0.0391
ENSG00000146221 TCTE1 6 44246480 44265458 53 16 466064 2.3814 0.00862
ENSG00000146376 ARHGAP18 6 1.3E+08 1.3E+08 350 45 466064 2.2949 0.01087
ENSG00000146535 GNA12 7 2767746 2883958 485 25 466064 1.8008 0.03587
ENSG00000146670 CDCA5 11 64833772 64851636 30 6 466064 1.7769 0.0378
ENSG00000147324 MFHAS1 8 8640864 8751155 630 34 466064 2.1815 0.01457
ENSG00000147548 WHSC1L1 8 38127215 38239790 143 17 466064 1.6855 0.04594
ENSG00000147669 POLR2K 8 1.01E+08 1.01E+08 15 5 466064 1.8044 0.03558
ENSG00000147677 EIF3H 8 1.18E+08 1.18E+08 302 33 466064 1.7848 0.03715
ENSG00000147679 UTP23 8 1.18E+08 1.18E+08 251 28 466064 2.2763 0.01141
ENSG00000148057 IDNK 9 86237964 86259045 36 5 466064 1.7701 0.03836
ENSG00000148110 HIATL1 9 97136833 97223324 221 20 466064 2.2064 0.01368
ENSG00000148154 UGCG 9 1.15E+08 1.15E+08 178 23 466064 1.8257 0.03395
ENSG00000148356 LRSAM1 9 1.3E+08 1.3E+08 155 34 466064 2.1143 0.01725
ENSG00000148671 ADIRF 10 88727949 88743691 89 7 466064 2.3416 0.0096
ENSG00000148798 INA 10 1.05E+08 1.05E+08 24 5 466064 1.8383 0.03301
ENSG00000148834 GSTO1 10 1.06E+08 1.06E+08 97 19 466064 2.3573 0.00921
ENSG00000148835 TAF5 10 1.05E+08 1.05E+08 97 7 466064 1.8505 0.03212
ENSG00000148841 ITPRIP 10 1.06E+08 1.06E+08 47 10 466064 2.8392 0.00226
ENSG00000148843 PDCD11 10 1.05E+08 1.05E+08 142 14 466064 2.3908 0.00841
ENSG00000149043 SYT8 11 1848709 1858751 55 7 466064 2.096 0.01804
ENSG00000149124 GLYAT 11 58407899 58499447 276 13 466064 2.4391 0.00736
ENSG00000149488 TMC2 20 2517253 2622430 363 29 466064 1.7666 0.03865
ENSG00000149735 GPHA2 11 64701943 64703360 3 2 466064 1.727 0.04208
ENSG00000149809 TM7SF2 11 64879317 64883856 5 2 466064 2.0645 0.01948
ENSG00000150076 C10ORF68 10 32832297 33171802 1147 57 466064 1.7241 0.04234
ENSG00000151065 DCP1B 12 2055220 2113701 170 31 466064 1.7477 0.04026
ENSG00000151092 NGLY1 3 25760435 25831530 119 13 466064 1.6611 0.04834
ENSG00000151093 OXSM 3 25824408 25836025 25 4 466064 1.7464 0.04037
ENSG00000151276 MAGI1 3 65339200 66024509 2272 152 466064 1.6582 0.04864
ENSG00000151338 MIPOL1 14 37667118 38021566 796 50 466064 1.6681 0.04765
ENSG00000151353 TMEM18 2 667335 677439 24 4 466064 2.3756 0.00876
ENSG00000151474 FRMD4A 10 13685706 14504141 3375 236 466064 3.2302 0.00062
ENSG00000151806 GUF1 4 44680444 44702943 41 5 466064 1.9068 0.02828
ENSG00000152192 POU4F1 13 79172497 79177673 14 3 466064 1.7101 0.04362
ENSG00000152193 RNF219 13 79188426 79233314 168 22 466064 2.2667 0.0117
ENSG00000152213 ARL11 13 50202435 50208008 9 3 466064 2.3256 0.01002
ENSG00000152422 XRCC4 5 82373317 82649606 770 35 466064 1.8066 0.03541
ENSG00000152583 SPARCL1 4 88394487 88452213 57 17 466064 1.8839 0.02979
ENSG00000152749 GPR180 13 95254157 95286899 170 26 466064 1.6651 0.04795
ENSG00000152894 PTPRK 6 1.28E+08 1.29E+08 1394 57 466064 1.9062 0.02831
ENSG00000153147 SMARCA5 4 1.44E+08 1.44E+08 78 12 466064 1.8797 0.03008
ENSG00000153253 SCN3A 2 1.66E+08 1.66E+08 266 17 466064 1.8461 0.03244
ENSG00000153406 NMRAL1 16 4511681 4545764 86 10 466064 3.4026 0.00033
ENSG00000153815 CMIP 16 81478775 81745367 1154 114 466064 1.7302 0.0418
ENSG00000153879 CEBPG 19 33864236 33873592 30 6 466064 1.8557 0.03175
ENSG00000153904 DDAH1 1 85784164 86043933 903 38 466064 2.4432 0.00728
ENSG00000153944 MSI2 17 55333212 55762046 1211 89 466064 3.0012 0.00134
ENSG00000154118 JPH3 16 87635441 87731762 518 48 466064 1.6828 0.04621
ENSG00000154328 NEIL2 8 11627148 11644855 87 20 466064 1.655 0.04896
ENSG00000154511 FAM69A 1 93307724 93427057 263 14 466064 1.6578 0.04868
ENSG00000155052 CNTNAP5 2 1.25E+08 1.26E+08 2368 44 466064 2.3957 0.00829
ENSG00000155363 MOV10 1 1.13E+08 1.13E+08 88 16 466064 2.2151 0.01338
ENSG00000155530 LRGUK 7 1.34E+08 1.34E+08 327 14 466064 1.7071 0.04391
ENSG00000155918 RAET1L 6 1.5E+08 1.5E+08 51 6 466064 1.7426 0.0407
ENSG00000155957 TMBIM4 12 66517709 66563852 186 22 466064 2.2392 0.01257
ENSG00000156136 DCK 4 71858255 71896631 175 15 466064 1.7774 0.03775
ENSG00000156374 PCGF6 10 1.05E+08 1.05E+08 196 20 466064 2.4686 0.00678
ENSG00000156384 SFR1 10 1.06E+08 1.06E+08 12 2 466064 2.6789 0.00369
ENSG00000156413 FUT6 19 5830621 5839742 36 8 466064 2.5818 0.00491



ENSG00000156463 SH3RF2 5 1.45E+08 1.45E+08 281 15 466064 2.5207 0.00586
ENSG00000156466 GDF6 8 97154562 97173020 33 10 466064 4.0661 2.39E-05
ENSG00000156603 MED19 11 57471186 57479693 5 3 466064 1.7658 0.03871
ENSG00000156875 HIAT1 1 1.01E+08 1.01E+08 83 13 466064 1.8643 0.03114
ENSG00000156973 PDE6D 2 2.33E+08 2.33E+08 155 19 466064 2.5888 0.00482
ENSG00000157014 TATDN2 3 10289707 10322902 93 14 466064 1.6715 0.04731
ENSG00000157450 RNF111 15 59157374 59389618 727 65 466064 1.6618 0.04828
ENSG00000157593 SLC35B2 6 44221833 44225291 5 2 466064 2.4092 0.00799
ENSG00000157823 AP3S2 15 90373831 90437574 204 17 466064 2.6304 0.00426
ENSG00000157851 DPYSL5 2 27070615 27173219 163 23 466064 2.1245 0.01682
ENSG00000157978 LDLRAP1 1 25870071 25895377 45 6 466064 1.7093 0.0437
ENSG00000158246 FAM46B 1 27331511 27339327 19 5 466064 2.024 0.02149
ENSG00000158402 CDC25C 5 1.38E+08 1.38E+08 132 14 466064 2.135 0.01638
ENSG00000158417 EIF5B 2 99953816 1E+08 115 11 466064 1.8768 0.03027
ENSG00000158816 VWA5B1 1 20617412 20681387 230 20 466064 1.7936 0.03644
ENSG00000158955 WNT9B 17 44910567 44964096 177 29 466064 2.5935 0.00475
ENSG00000159110 IFNAR2 21 34602206 34637980 99 17 466064 2.0537 0.02
ENSG00000159239 C2orf81 2 74641304 74648718 4 1 466064 2.1943 0.01411
ENSG00000159459 UBR1 15 43235095 43398311 281 13 466064 1.975 0.02414
ENSG00000159479 MED8 1 43849588 43855479 15 3 466064 1.9292 0.02685
ENSG00000159579 RSPRY1 16 57220049 57274387 118 16 466064 1.7068 0.04393
ENSG00000159899 NPR2 9 35792151 35809729 29 4 466064 1.8501 0.03215
ENSG00000160058 BSDC1 1 32830704 32860332 47 10 466064 1.8952 0.02904
ENSG00000160097 FNDC5 1 33327869 33338083 37 8 466064 1.8811 0.02998
ENSG00000160224 AIRE 21 45705721 45718531 23 6 466064 1.6785 0.04663
ENSG00000160256 FAM207A 21 46359925 46396904 143 21 466064 2.0955 0.01806
ENSG00000160401 C9orf117 9 1.3E+08 1.3E+08 19 6 466064 2.6553 0.00396
ENSG00000160404 TOR2A 9 1.3E+08 1.3E+08 6 3 466064 2.1982 0.01397
ENSG00000160460 SPTBN4 19 40972148 41082370 418 31 466064 2.3647 0.00902
ENSG00000160691 SHC1 1 1.55E+08 1.55E+08 35 6 466064 3.0175 0.00127
ENSG00000160712 IL6R 1 1.54E+08 1.54E+08 170 25 466064 1.8684 0.03086
ENSG00000161202 DVL3 3 1.84E+08 1.84E+08 61 8 466064 2.2908 0.01099
ENSG00000161203 AP2M1 3 1.84E+08 1.84E+08 34 8 466064 1.8297 0.03365
ENSG00000161204 ABCF3 3 1.84E+08 1.84E+08 34 8 466064 1.9199 0.02744
ENSG00000161277 THAP8 19 36525887 36545664 69 10 466064 1.649 0.04958
ENSG00000161328 LRRC56 11 537527 554916 110 18 466064 1.8541 0.03186
ENSG00000161509 GRIN2C 17 72838162 72857627 73 7 466064 1.9259 0.02706
ENSG00000161533 ACOX1 17 73937588 73975515 97 20 466064 2.1553 0.01557
ENSG00000161835 GRASP 12 52400724 52409673 33 7 466064 2.0871 0.01844
ENSG00000162078 ZG16B 16 2880170 2888967 34 8 466064 2.8801 0.00199
ENSG00000162144 CYB561A3 11 61116217 61129771 26 6 466064 1.6991 0.04465
ENSG00000162460 TMEM82 1 16068917 16074477 13 4 466064 2.4952 0.00629
ENSG00000162461 SLC25A34 1 16062900 16067891 24 3 466064 1.7319 0.04165
ENSG00000162496 DHRS3 1 12627939 12677737 137 13 466064 1.7519 0.0399
ENSG00000162526 TSSK3 1 32817122 32829913 17 5 466064 1.6757 0.0469
ENSG00000162607 USP1 1 62901968 62917475 20 5 466064 1.7347 0.04139
ENSG00000162618 ELTD1 1 79355449 79472403 404 16 466064 2.3659 0.00899
ENSG00000162851 TFB2M 1 2.47E+08 2.47E+08 129 13 466064 2.1892 0.01429
ENSG00000163064 EN1 2 1.2E+08 1.2E+08 7 2 466064 2.3712 0.00887
ENSG00000163126 ANKRD23 2 97490263 97523671 6 2 466064 2.451 0.00712
ENSG00000163145 C1QTNF7 4 15341442 15447790 296 18 466064 2.2843 0.01118
ENSG00000163281 GNPDA2 4 44684217 44728612 112 9 466064 1.9449 0.02589
ENSG00000163285 GABRG1 4 46037786 46126098 280 16 466064 2.519 0.00588
ENSG00000163344 PMVK 1 1.55E+08 1.55E+08 20 3 466064 3.0457 0.00116
ENSG00000163346 PBXIP1 1 1.55E+08 1.55E+08 17 5 466064 3.0217 0.00126
ENSG00000163586 FABP1 2 88422510 88427635 20 4 466064 1.8089 0.03523
ENSG00000163605 PPP4R2 3 73045936 73118350 191 20 466064 1.6951 0.04503
ENSG00000163754 GYG1 3 1.49E+08 1.49E+08 100 16 466064 2.6486 0.00404
ENSG00000163811 WDR43 2 29117509 29171088 140 18 466064 2.7635 0.00286
ENSG00000163817 SLC6A20 3 45796942 45838027 68 15 466064 2.1702 0.01499
ENSG00000163818 LZTFL1 3 45864808 45957534 235 25 466064 1.7335 0.0415
ENSG00000163820 FYCO1 3 45959396 46037316 244 18 466064 2.5609 0.00522
ENSG00000163823 CCR1 3 46243200 46249887 15 6 466064 2.5128 0.00599
ENSG00000163872 YEATS2 3 1.83E+08 1.84E+08 409 33 466064 1.8979 0.02886
ENSG00000163918 RFC4 3 1.87E+08 1.87E+08 42 13 466064 2.3302 0.0099
ENSG00000163933 RFT1 3 53122499 53164478 89 10 466064 1.7728 0.03813
ENSG00000163961 RNF168 3 1.96E+08 1.96E+08 170 24 466064 1.8133 0.03489
ENSG00000164035 EMCN 4 1.01E+08 1.02E+08 1410 66 466064 2.294 0.0109
ENSG00000164091 WDR82 3 52288437 52322036 51 7 466064 1.8273 0.03383
ENSG00000164134 NAA15 4 1.4E+08 1.4E+08 267 29 466064 1.9277 0.02694
ENSG00000164164 OTUD4 4 1.46E+08 1.46E+08 213 32 466064 1.6978 0.04477
ENSG00000164176 EDIL3 5 83236373 83680611 1035 80 466064 1.9792 0.0239
ENSG00000164241 C5orf63 5 1.26E+08 1.26E+08 64 12 466064 1.929 0.02686



ENSG00000164253 WDR41 5 76721795 76916436 475 36 466064 2.1801 0.01463
ENSG00000164366 CCDC127 5 196986 218330 95 12 466064 2.0734 0.01907
ENSG00000164708 PGAM2 7 44102326 44105186 8 3 466064 1.9834 0.02366
ENSG00000164776 PHKG1 7 56148440 56160689 41 8 466064 1.6613 0.04833
ENSG00000165006 UBAP1 9 34179003 34252521 148 14 466064 1.7055 0.04405
ENSG00000165046 LETM2 8 38243725 38267045 27 6 466064 1.827 0.03385
ENSG00000165071 TMEM71 8 1.34E+08 1.34E+08 272 17 466064 1.8953 0.02903
ENSG00000165185 KIAA1958 9 1.15E+08 1.15E+08 599 41 466064 1.9096 0.02809
ENSG00000165390 ANXA8 10 48255253 48279200 32 6 466064 1.8491 0.03222
ENSG00000165521 EML5 14 89078775 89259096 424 69 466064 1.9729 0.02425
ENSG00000165533 TTC8 14 89290497 89344335 173 20 466064 3.0118 0.0013
ENSG00000165678 GHITM 10 85899196 85913001 36 7 466064 1.8908 0.02933
ENSG00000165730 STOX1 10 70587298 70655188 228 21 466064 1.7589 0.03929
ENSG00000165929 TC2N 14 92246095 92333880 280 42 466064 2.936 0.00166
ENSG00000166165 CKB 14 1.04E+08 1.04E+08 13 5 466064 1.7883 0.03687
ENSG00000166246 C16orf71 16 4784273 4799397 45 8 466064 1.9735 0.02422
ENSG00000166257 SCN3B 11 1.23E+08 1.24E+08 88 17 466064 1.7191 0.0428
ENSG00000166278 C2 6 31865562 31913449 156 30 466064 2.7985 0.00257
ENSG00000166391 MOGAT2 11 75428864 75444003 38 10 466064 2.4997 0.00621
ENSG00000167094 TTC16 9 1.3E+08 1.3E+08 52 10 466064 2.7925 0.00261
ENSG00000167103 PIP5KL1 9 1.31E+08 1.31E+08 31 4 466064 1.7279 0.042
ENSG00000167110 GOLGA2 9 1.31E+08 1.31E+08 59 16 466064 1.8528 0.03196
ENSG00000167210 LOXHD1 18 44056935 44236996 417 27 466064 1.7015 0.04443
ENSG00000167261 DPEP2 16 68021297 68034489 11 3 466064 1.6858 0.04592
ENSG00000167264 DUS2 16 68021649 68113223 133 11 466064 1.7853 0.0371
ENSG00000167363 FN3K 17 80693451 80709073 77 10 466064 1.6686 0.0476
ENSG00000167371 PRRT2 16 29823177 29827201 3 1 466064 2.1262 0.01674
ENSG00000167613 LAIR1 19 54865362 54882165 146 12 466064 2.535 0.00562
ENSG00000167637 ZNF283 19 44331444 44353307 68 9 466064 1.9073 0.02824
ENSG00000167644 C19orf33 19 38794801 38795649 5 1 466064 2.1118 0.01735
ENSG00000167645 YIF1B 19 38795753 38807913 44 9 466064 1.8281 0.03377
ENSG00000167711 SERPINF2 17 1646130 1658562 28 4 466064 1.7233 0.04242
ENSG00000167858 TEKT1 17 6692452 6735080 152 35 466064 1.8035 0.03565
ENSG00000168028 RPSA 3 39448180 39454033 24 3 466064 1.8396 0.03292
ENSG00000168140 VASN 16 4421849 4433529 41 9 466064 2.085 0.01854
ENSG00000168216 LMBRD1 6 70385694 70507003 239 11 466064 1.807 0.03538
ENSG00000168394 TAP1 6 32812986 32821755 76 14 466064 1.8554 0.03177
ENSG00000168421 RHOH 4 40192673 40248587 173 29 466064 1.741 0.04084
ENSG00000168477 TNXB 6 32008931 32083111 124 29 466064 2.9959 0.00137
ENSG00000168564 CDKN2AIP 4 1.84E+08 1.84E+08 16 3 466064 2.3742 0.00879
ENSG00000168566 SNRNP48 6 7590432 7612200 54 8 466064 2.2621 0.01185
ENSG00000168575 SLC20A2 8 42273993 42397069 210 18 466064 1.7515 0.03993
ENSG00000168615 ADAM9 8 38854388 38962663 268 42 466064 2.4913 0.00636
ENSG00000168754 FAM178B 2 97541620 97684175 233 10 466064 2.0246 0.02146
ENSG00000168785 TSPAN5 4 99391518 99579780 662 52 466064 1.7549 0.03964
ENSG00000168874 ATOH8 2 85978467 86015189 92 10 466064 2.1972 0.014
ENSG00000168903 BTNL3 5 1.8E+08 1.8E+08 98 15 466064 2.0613 0.01964
ENSG00000169230 PRELID1 5 1.77E+08 1.77E+08 11 7 466064 2.2356 0.01269
ENSG00000169429 IL8 4 74606223 74609433 18 5 466064 2.607 0.00457
ENSG00000169682 SPNS1 16 28985542 28995869 17 5 466064 1.8496 0.03219
ENSG00000170191 NANP 20 25593571 25604811 26 5 466064 1.8448 0.03253
ENSG00000170209 ANKK1 11 1.13E+08 1.13E+08 26 8 466064 2.5366 0.0056
ENSG00000170315 UBB 17 16284112 16286059 4 1 466064 1.8024 0.03574
ENSG00000170322 NFRKB 11 1.3E+08 1.3E+08 123 27 466064 2.1644 0.01522
ENSG00000170348 TMED10 14 75598173 75643334 94 20 466064 1.9262 0.02704
ENSG00000170684 ZNF296 19 45574758 45579846 14 3 466064 1.6485 0.04962
ENSG00000170803 OR2AG1 11 6806248 6807245 3 2 466064 2.4065 0.00805
ENSG00000170871 KIAA0232 4 6783102 6885897 151 24 466064 2.054 0.01999
ENSG00000170889 RPS9 19 54704610 54752862 153 31 466064 1.6641 0.04805
ENSG00000170956 CEACAM3 19 42300369 42315591 10 2 466064 2.1872 0.01437
ENSG00000171017 LRRC8E 19 7953390 7966901 22 6 466064 2.2446 0.0124
ENSG00000171103 TRMT61B 2 29072687 29093167 40 8 466064 2.6087 0.00454
ENSG00000171119 NRTN 19 5823813 5828335 10 5 466064 1.9857 0.02353
ENSG00000171132 PRKCE 2 45878484 46415129 2012 177 466064 2.4145 0.00788
ENSG00000171303 KCNK3 2 26915619 26956288 81 5 466064 2.7768 0.00274
ENSG00000171345 KRT19 17 39679869 39684560 9 2 466064 2.1426 0.01607
ENSG00000171346 KRT15 17 39669995 39678781 41 2 466064 2.1007 0.01783
ENSG00000171368 TPPP 5 660883 693510 140 20 466064 2.0359 0.02088
ENSG00000171403 KRT9 17 39722096 39728310 4 1 466064 2.7049 0.00342
ENSG00000171475 WIPF2 17 38375556 38440388 179 28 466064 1.9793 0.02389
ENSG00000171481 OR1L3 9 1.25E+08 1.25E+08 2 1 466064 1.6569 0.04877
ENSG00000171763 SPATA5L1 15 45694529 45713617 99 8 466064 1.8659 0.03103
ENSG00000171843 MLLT3 9 20341663 20622542 505 53 466064 2.1087 0.01749



ENSG00000171940 ZNF217 20 52183604 52226446 125 18 466064 3.7623 8.42E-05
ENSG00000172081 MOB3A 19 2071037 2096672 64 16 466064 2.1139 0.01726
ENSG00000172175 MALT1 18 56338618 56417371 164 22 466064 1.7225 0.04249
ENSG00000172215 CXCR6 3 45982425 45989845 19 4 466064 1.6574 0.04872
ENSG00000172339 ALG14 1 95439963 95538501 231 30 466064 1.7555 0.03959
ENSG00000172379 ARNT2 15 80696692 80890278 586 65 466064 1.9767 0.02404
ENSG00000172404 DNAJB7 22 41255553 41258130 9 4 466064 2.306 0.01055
ENSG00000172478 C2orf54 2 2.42E+08 2.42E+08 30 7 466064 2.682 0.00366
ENSG00000172482 AGXT 2 2.42E+08 2.42E+08 61 8 466064 2.0887 0.01837
ENSG00000172530 BANP 16 87982850 88110924 487 29 466064 2.0815 0.01869
ENSG00000172673 THEMIS 6 1.28E+08 1.28E+08 395 22 466064 2.5482 0.00541
ENSG00000172775 FAM192A 16 57186378 57220028 69 11 466064 2.1619 0.01531
ENSG00000172824 CES4A 16 67022492 67043661 25 6 466064 1.7608 0.03913
ENSG00000172828 CES3 16 66995140 67009051 16 5 466064 1.7328 0.04157
ENSG00000172890 NADSYN1 11 71164155 71235153 206 35 466064 1.8764 0.0303
ENSG00000172893 DHCR7 11 71139239 71163914 113 11 466064 2.0433 0.02051
ENSG00000172936 MYD88 3 38179969 38184513 5 3 466064 2.1428 0.01607
ENSG00000172939 OXSR1 3 38206580 38296979 163 14 466064 2.007 0.02238
ENSG00000172986 GXYLT2 3 72937224 73047289 379 21 466064 1.9604 0.02498
ENSG00000173064 HECTD4 12 1.13E+08 1.13E+08 418 37 466064 2.2091 0.01358
ENSG00000173166 RAPH1 2 2.04E+08 2.04E+08 381 45 466064 2.3315 0.00986
ENSG00000173261 PLAC8L1 5 1.45E+08 1.45E+08 42 6 466064 3.1211 0.0009
ENSG00000173267 SNCG 10 88718375 88723017 15 3 466064 2.3487 0.00942
ENSG00000173269 MMRN2 10 88695297 88729238 132 10 466064 2.3144 0.01032
ENSG00000173366 TLR9 3 52255097 52265206 17 4 466064 1.8368 0.03312
ENSG00000173404 INSM1 20 20348765 20351590 6 1 466064 3.1457 0.00083
ENSG00000173567 GPR113 2 26531041 26569685 113 15 466064 1.822 0.03423
ENSG00000173578 XCR1 3 46058516 46069234 54 8 466064 2.0051 0.02247
ENSG00000173673 HES3 1 6304252 6305638 7 3 466064 2.8304 0.00232
ENSG00000173801 JUP 17 39775692 39943183 402 13 466064 1.9391 0.02625
ENSG00000173848 NET1 10 5454514 5500426 162 21 466064 1.7054 0.04406
ENSG00000173862 RP11-89N17.1 7 33765593 33768068 9 3 466064 2.5051 0.00612
ENSG00000173915 USMG5 10 1.05E+08 1.05E+08 35 3 466064 2.2078 0.01363
ENSG00000173960 UBXN2A 2 24150155 24227779 238 21 466064 2.1088 0.01748
ENSG00000174405 LIG4 13 1.09E+08 1.09E+08 29 7 466064 2.0478 0.02029
ENSG00000174501 ANKRD36C 2 96514587 96657541 161 23 466064 1.976 0.02408
ENSG00000174695 TMEM167A 5 82348665 82373682 40 8 466064 1.6822 0.04626
ENSG00000174697 LEP 7 1.28E+08 1.28E+08 22 9 466064 2.2031 0.01379
ENSG00000174915 PTDSS2 11 448268 491393 128 15 466064 1.7401 0.04093
ENSG00000174945 AMZ1 7 2719156 2815134 437 23 466064 2.1482 0.01585
ENSG00000174990 CA5A 16 87921625 87970135 252 29 466064 1.9007 0.02867
ENSG00000175130 MARCKSL1 1 32799433 32801980 6 3 466064 1.8227 0.03418
ENSG00000175170 FAM182B 20 25744102 25848861 71 15 466064 1.9671 0.02458
ENSG00000175497 DPP10 2 1.15E+08 1.17E+08 3929 92 466064 1.8061 0.03545
ENSG00000175518 UBQLNL 11 5535623 5537935 16 2 466064 2.2046 0.01374
ENSG00000175806 MSRA 8 9911778 10286401 1543 61 466064 2.0067 0.02239
ENSG00000175894 TSPEAR 21 45917775 46131495 856 80 466064 1.9614 0.02492
ENSG00000175931 UBE2O 17 74385532 74449288 176 22 466064 2.2247 0.01305
ENSG00000176102 CSTF3 11 33098734 33183917 216 15 466064 1.7205 0.04267
ENSG00000176299 OR4M1 14 20248401 20249516 5 2 466064 2.1997 0.01392
ENSG00000176381 PRR18 6 1.67E+08 1.67E+08 7 3 466064 1.7506 0.04001
ENSG00000176435 CLEC14A 14 38723308 38725574 2 1 466064 2.6003 0.00466
ENSG00000176635 HORMAD2 22 30476163 30573064 344 22 466064 1.7221 0.04253
ENSG00000176769 TCERG1L 10 1.33E+08 1.33E+08 863 85 466064 2.3063 0.01055
ENSG00000176909 MAMSTR 19 49215999 49222978 17 4 466064 1.7988 0.03602
ENSG00000176912 C18orf56 18 641320 658340 54 10 466064 1.8285 0.03374
ENSG00000176920 FUT2 19 49199228 49209207 24 8 466064 1.9904 0.02327
ENSG00000176925 OR51F2 11 4842551 4843686 4 2 466064 2.011 0.02216
ENSG00000177047 IFNW1 9 21140631 21142144 2 1 466064 2.7626 0.00287
ENSG00000177192 PUS1 12 1.32E+08 1.32E+08 115 19 466064 1.8579 0.03159
ENSG00000177200 CHD9 16 53088945 53363062 709 22 466064 2.5458 0.00545
ENSG00000177294 FBXO39 17 6679542 6700420 77 20 466064 1.7752 0.03794
ENSG00000177455 CD19 16 28943260 28950667 10 4 466064 1.6908 0.04543
ENSG00000177614 PGBD5 1 2.3E+08 2.31E+08 362 43 466064 2.0151 0.02195
ENSG00000177694 NAALADL2 3 1.74E+08 1.76E+08 4641 231 466064 2.1156 0.01719
ENSG00000177706 FAM20C 7 192969 300711 587 65 466064 2.5666 0.00513
ENSG00000177707 PVRL3 3 1.11E+08 1.11E+08 460 25 466064 2.9158 0.00177
ENSG00000177710 SLC35G5 8 11188397 11189717 3 1 466064 2.0616 0.01962
ENSG00000177733 HNRNPA0 5 1.37E+08 1.37E+08 20 4 466064 2.3113 0.01041
ENSG00000177752 YIPF7 4 44624086 44680573 228 16 466064 1.7368 0.04121
ENSG00000177954 RPS27 1 1.54E+08 1.54E+08 1 1 466064 2.1257 0.01676
ENSG00000178233 TMEM151B 6 44238203 44275243 107 24 466064 2.1163 0.01716
ENSG00000178235 SLITRK1 13 84451344 84456528 29 4 466064 2.2737 0.01149



ENSG00000178381 ZFAND2A 7 1191707 1200395 16 6 466064 1.7825 0.03734
ENSG00000178773 CPNE7 16 89642176 89663654 80 14 466064 1.7027 0.04431
ENSG00000178913 TAF7 5 1.41E+08 1.41E+08 1 1 466064 1.7477 0.04026
ENSG00000178999 AURKB 17 8108056 8113918 18 5 466064 1.7045 0.04415
ENSG00000179044 EXOC3L1 16 67218269 67224107 3 1 466064 1.6557 0.04889
ENSG00000179178 TMEM125 1 43735665 43739673 4 2 466064 1.9613 0.02492
ENSG00000179344 HLA-DQB1 6 32627244 32636160 396 18 466064 3.5589 0.00019
ENSG00000179528 LBX2 2 74724644 74730443 8 2 466064 3.139 0.00085
ENSG00000179564 LSMEM2 3 50316458 50325545 9 4 466064 1.7183 0.04287
ENSG00000179580 RNF151 16 2016824 2018976 7 2 466064 2.1452 0.01597
ENSG00000179902 C1orf194 1 1.1E+08 1.1E+08 28 4 466064 1.888 0.02952
ENSG00000180044 C3orf80 3 1.6E+08 1.6E+08 14 5 466064 1.9394 0.02622
ENSG00000180354 MTURN 7 30174426 30202378 68 11 466064 1.8135 0.03488
ENSG00000180592 SKIDA1 10 21802407 21814611 17 7 466064 1.6528 0.04918
ENSG00000180611 MB21D2 3 1.93E+08 1.93E+08 401 55 466064 2.2454 0.01237
ENSG00000180979 LRRC57 15 42834720 42841000 4 2 466064 1.8183 0.03451
ENSG00000181350 FAM211A 17 16344891 16395467 78 13 466064 2.8676 0.00207
ENSG00000181690 PLAG1 8 57073463 57123883 177 18 466064 1.9268 0.027
ENSG00000181885 CLDN7 17 7163222 7167302 2 1 466064 1.8306 0.03358
ENSG00000182095 TNRC18 7 5346421 5465045 420 65 466064 1.8772 0.03025
ENSG00000182168 UNC5C 4 96083655 96470357 822 30 466064 2.0002 0.02274
ENSG00000182230 FAM153B 5 1.75E+08 1.76E+08 226 21 466064 1.7151 0.04317
ENSG00000182319 SGK223 8 8175258 8244008 66 8 466064 2.6001 0.00466
ENSG00000182552 RWDD4 4 1.85E+08 1.85E+08 64 8 466064 1.8509 0.03209
ENSG00000182568 SATB1 3 18386879 18487080 221 38 466064 2.0038 0.02254
ENSG00000182575 NXPH3 17 47653220 47661189 10 3 466064 2.4061 0.00806
ENSG00000182611 HIST1H2AJ 6 27782112 27782607 2 1 466064 2.0876 0.01842
ENSG00000182621 PLCB1 20 8112824 8949003 2653 172 466064 1.8247 0.03403
ENSG00000182768 NGRN 15 90808891 90816463 42 11 466064 2.9556 0.00156
ENSG00000182771 GRID1 10 87359312 88126250 1683 112 466064 1.6816 0.04633
ENSG00000182866 LCK 1 32716840 32751766 72 9 466064 1.8391 0.03295
ENSG00000182909 LENG9 19 54972981 54974894 8 3 466064 1.8607 0.0314
ENSG00000182938 OTOP3 17 72931814 72946087 20 4 466064 1.818 0.03453
ENSG00000183077 AFMID 17 76183398 76203782 43 10 466064 1.9961 0.02296
ENSG00000183090 FREM3 4 1.44E+08 1.45E+08 234 21 466064 1.9761 0.02407
ENSG00000183103 LYPD4 19 42341148 42348760 10 2 466064 2.5592 0.00525
ENSG00000183128 CALHM3 10 1.05E+08 1.05E+08 11 4 466064 2.6511 0.00401
ENSG00000183230 CTNNA3 10 67672276 69455927 5277 152 466064 2.2036 0.01378
ENSG00000183248 CTD-3193O13.9 19 7933605 7939326 30 5 466064 2.5363 0.0056
ENSG00000183255 PTTG1IP 21 46269500 46293752 120 9 466064 1.9799 0.02386
ENSG00000183549 ACSM5 16 20420856 20452658 165 13 466064 2.0232 0.02153
ENSG00000183617 MRPL54 19 3762662 3768573 22 6 466064 1.6831 0.04617
ENSG00000183625 CCR3 3 46205096 46308197 321 17 466064 2.6909 0.00356
ENSG00000183643 C15orf32 15 93014884 93044347 137 37 466064 1.6552 0.04894
ENSG00000183695 MRGPRX2 11 19076002 19082228 21 4 466064 1.71 0.04363
ENSG00000183751 TBL3 16 2022038 2032934 30 6 466064 1.6528 0.04919
ENSG00000183780 SLC35F3 1 2.34E+08 2.34E+08 1442 123 466064 2.5579 0.00527
ENSG00000183889 NPIPA7 16 16411301 16444447 1 1 466064 1.8151 0.03475
ENSG00000184156 KCNQ3 8 1.33E+08 1.33E+08 1336 132 466064 1.7518 0.03991
ENSG00000184345 IQCF2 3 51895645 51897440 4 1 466064 2.2319 0.01281
ENSG00000184348 HIST1H2AK 6 27805658 27806117 4 2 466064 2.1238 0.01684
ENSG00000184575 XPOT 12 64798130 64844907 64 13 466064 1.7097 0.04366
ENSG00000184613 NELL2 12 44902058 45315631 859 39 466064 2.2859 0.01113
ENSG00000184647 PRSS55 8 10383056 10411676 123 15 466064 2.2885 0.01106
ENSG00000184661 CDCA2 8 25316513 25365436 108 15 466064 1.6927 0.04525
ENSG00000184786 TCTE3 6 1.7E+08 1.7E+08 66 8 466064 1.8936 0.02914
ENSG00000184787 UBE2G2 21 46188955 46221934 102 16 466064 2.1037 0.0177
ENSG00000184814 PRR23B 3 1.39E+08 1.39E+08 3 1 466064 1.8113 0.03505
ENSG00000184863 RBM33 7 1.55E+08 1.56E+08 516 87 466064 1.6822 0.04627
ENSG00000184903 IMMP2L 7 1.1E+08 1.11E+08 2163 99 466064 1.812 0.03499
ENSG00000184939 ZFP90 16 68563993 68609975 96 11 466064 1.9268 0.027
ENSG00000185056 C5orf47 5 1.73E+08 1.73E+08 109 15 466064 1.6608 0.04838
ENSG00000185085 INTS5 11 62414320 62420774 23 7 466064 1.6846 0.04603
ENSG00000185100 ADSSL1 14 1.05E+08 1.05E+08 53 7 466064 1.678 0.04667
ENSG00000185215 TNFAIP2 14 1.04E+08 1.04E+08 41 8 466064 1.7552 0.03961
ENSG00000185420 SMYD3 1 2.46E+08 2.47E+08 3255 97 466064 2.2503 0.01222
ENSG00000185453 C19orf68 19 48673949 48700877 65 9 466064 1.9359 0.02644
ENSG00000185627 PSMD13 11 236546 252983 100 14 466064 1.7154 0.04314
ENSG00000185823 NPAP1 15 24920541 24928593 37 15 466064 1.8494 0.0322
ENSG00000185885 IFITM1 11 313506 315272 2 1 466064 1.8549 0.0318
ENSG00000185928 PAGR1 16 29827285 29841948 18 2 466064 1.9737 0.02421
ENSG00000185933 CALHM1 10 1.05E+08 1.05E+08 7 3 466064 2.259 0.01194
ENSG00000186073 C15orf41 15 36871812 37102449 470 78 466064 1.7473 0.0403



ENSG00000186150 UBL4B 1 1.11E+08 1.11E+08 3 1 466064 1.7891 0.0368
ENSG00000186212 SOWAHB 4 77816082 77819002 6 2 466064 1.6944 0.04509
ENSG00000186260 MKL2 16 14165178 14360630 466 38 466064 2.4868 0.00644
ENSG00000186407 CD300E 17 72606026 72619897 43 11 466064 2.9731 0.00147
ENSG00000186431 FCAR 19 55385704 55401838 95 18 466064 2.6246 0.00434
ENSG00000186479 RGS7BP 5 63802084 63908139 165 22 466064 2.813 0.00245
ENSG00000186517 ARHGAP30 1 1.61E+08 1.61E+08 60 14 466064 1.6637 0.04809
ENSG00000186638 KIF24 9 34252379 34329198 156 15 466064 1.8854 0.02969
ENSG00000186654 PRR5 22 45064593 45133561 223 34 466064 2.1447 0.01599
ENSG00000186803 IFNA10 9 21206180 21207142 8 2 466064 1.7561 0.03953
ENSG00000187024 PTRH1 9 1.3E+08 1.3E+08 82 16 466064 2.2707 0.01158
ENSG00000187049 TMEM216 11 61159159 61166335 10 3 466064 1.7153 0.04315
ENSG00000187091 PLCD1 3 38048987 38071253 60 6 466064 2.0501 0.02018
ENSG00000187510 PLEKHG7 12 93115281 93166231 101 20 466064 1.7468 0.04034
ENSG00000187600 TMEM247 2 46656329 46711564 226 26 466064 1.9606 0.02496
ENSG00000187730 GABRD 1 1950780 1962192 42 8 466064 2.3868 0.0085
ENSG00000187766 KRTAP10-8 21 46031996 46032871 1 1 466064 1.883 0.02985
ENSG00000187801 ZFP69B 1 40915774 40929390 71 12 466064 1.668 0.04766
ENSG00000187871 GFRAL 6 55192267 55267291 242 18 466064 1.8501 0.03215
ENSG00000188076 SCGB1C1 11 193080 194573 2 1 466064 1.7182 0.04288
ENSG00000188242 CTD-2228K2.5 5 466239 473213 26 6 466064 2.0001 0.02274
ENSG00000188676 IDO2 8 39792133 39873910 201 18 466064 2.225 0.01304
ENSG00000188687 SLC4A5 2 74443369 74570541 110 14 466064 2.1754 0.0148
ENSG00000188906 LRRK2 12 40590546 40763087 516 41 466064 2.3705 0.00888
ENSG00000188909 BSX 11 1.23E+08 1.23E+08 6 3 466064 2.1166 0.01715
ENSG00000188993 LRRC66 4 52859868 52883786 74 10 466064 2.6071 0.00457
ENSG00000189253 TRIM64B 11 89602450 89609185 17 2 466064 1.942 0.02607
ENSG00000189350 FAM179A 2 29179477 29284239 351 42 466064 1.6521 0.04925
ENSG00000189366 ALG1L 3 1.26E+08 1.26E+08 26 5 466064 1.7698 0.03838
ENSG00000189433 GJB4 1 35225342 35229325 5 2 466064 2.3706 0.00888
ENSG00000196126 HLA-DRB1 6 32546546 32557625 18 6 466064 2.3566 0.00922
ENSG00000196341 OR8D1 11 1.24E+08 1.24E+08 3 1 466064 1.9768 0.02403
ENSG00000196374 HIST1H2BM 6 27782822 27783267 1 1 466064 2.0887 0.01837
ENSG00000196549 MME 3 1.55E+08 1.55E+08 415 23 466064 1.6559 0.04888
ENSG00000196622 RIMBP3 22 20456003 20461786 9 3 466064 3.2454 0.00059
ENSG00000196693 ZNF33B 10 43084555 43133992 167 22 466064 2.5844 0.00488
ENSG00000196735 HLA-DQA1 6 32595956 32614839 813 15 466064 3.8772 5.28E-05
ENSG00000196843 ARID5A 2 97202480 97218375 31 5 466064 2.2382 0.0126
ENSG00000196866 HIST1H2AD 6 26199079 26199471 3 1 466064 2.2951 0.01086
ENSG00000197125 OR8B8 11 1.24E+08 1.24E+08 4 2 466064 2.0033 0.02257
ENSG00000197157 SND1 7 1.27E+08 1.28E+08 1099 41 466064 2.862 0.0021
ENSG00000197283 SYNGAP1 6 33387847 33421466 78 16 466064 2.2133 0.01344
ENSG00000197381 ADARB1 21 46493768 46646478 687 40 466064 2.5801 0.00494
ENSG00000197472 ZNF695 1 2.47E+08 2.47E+08 215 22 466064 2.3275 0.00997
ENSG00000197555 SIPA1L1 14 71787166 72207946 1527 85 466064 2.06 0.0197
ENSG00000197601 FAR1 11 13690217 13753893 143 28 466064 1.7144 0.04323
ENSG00000197608 ZNF841 19 52567719 52599018 217 27 466064 2.0875 0.01842
ENSG00000197714 ZNF460 19 57791419 57804937 43 9 466064 1.7615 0.03908
ENSG00000197748 WDR96 10 1.06E+08 1.06E+08 316 20 466064 2.5976 0.00469
ENSG00000197846 HIST1H2BF 6 26199748 26200942 7 3 466064 1.6719 0.04727
ENSG00000197914 HIST1H4K 6 27798952 27799305 1 1 466064 2.9936 0.00138
ENSG00000197919 IFNA1 9 21440440 21441315 2 1 466064 1.8367 0.03312
ENSG00000197935 ZNF311 6 28962562 28973093 23 6 466064 2.2762 0.01142
ENSG00000198033 TUBA3C 13 19747910 19755992 20 5 466064 2.0893 0.01834
ENSG00000198035 AGAP9 10 48189612 48237508 97 9 466064 1.6966 0.04489
ENSG00000198053 SIRPA 20 1875154 1920543 208 25 466064 2.4265 0.00762
ENSG00000198185 ZNF334 20 45129701 45142198 25 4 466064 1.8517 0.03204
ENSG00000198203 SULT1C2 2 1.09E+08 1.09E+08 53 8 466064 1.6953 0.04501
ENSG00000198211 TUBB3 16 89985573 90002500 79 15 466064 2.6943 0.00353
ENSG00000198225 FKBP1C 6 63921351 63922929 4 2 466064 2.0412 0.02062
ENSG00000198246 SLC29A3 10 73079015 73123142 83 3 466064 1.7423 0.04073
ENSG00000198276 UCKL1 20 62571186 62587769 122 9 466064 2.1767 0.01475
ENSG00000198502 HLA-DRB5 6 32485120 32498064 16 5 466064 2.9654 0.00151
ENSG00000198518 HIST1H4E 6 26204858 26206266 13 4 466064 1.9313 0.02672
ENSG00000198563 DDX39B 6 31497996 31510225 139 17 466064 3.1062 0.00095
ENSG00000198657 OR8B4 11 1.24E+08 1.24E+08 1 1 466064 2.3009 0.0107
ENSG00000198704 GPX6 6 28471073 28495992 46 12 466064 2.7372 0.0031
ENSG00000198739 LRRTM3 10 68685764 68859588 423 21 466064 2.94 0.00164
ENSG00000198740 ZNF652 17 47366568 47439835 216 15 466064 1.6906 0.04546
ENSG00000198799 LRIG2 1 1.14E+08 1.14E+08 109 14 466064 1.9485 0.02568
ENSG00000198805 PNP 14 20937113 20945253 10 6 466064 2.0496 0.0202
ENSG00000198821 CD247 1 1.67E+08 1.67E+08 281 39 466064 2.0172 0.02184
ENSG00000198830 HMGN2 1 26798941 26802463 1 1 466064 2.5459 0.00545



ENSG00000198865 CCDC152 5 42756903 42802462 119 12 466064 2.5231 0.00582
ENSG00000198885 ITPRIPL1 2 96991069 96994091 4 1 466064 2.1212 0.01695
ENSG00000198890 PRMT6 1 1.08E+08 1.08E+08 8 3 466064 1.6914 0.04538
ENSG00000198954 KIAA1279 10 70748487 70776738 159 24 466064 1.8466 0.0324
ENSG00000203710 CR1 1 2.08E+08 2.08E+08 422 28 466064 1.9019 0.02859
ENSG00000203722 RAET1G 6 1.5E+08 1.5E+08 36 7 466064 1.9878 0.02341
ENSG00000203734 ECT2L 6 1.39E+08 1.39E+08 329 19 466064 1.8489 0.03224
ENSG00000203832 NBPF20 1 1.48E+08 1.48E+08 180 22 466064 1.87 0.03075
ENSG00000203907 OOEP 6 74078278 74104856 139 9 466064 1.6943 0.04511
ENSG00000204179 PTPN20A 10 46549955 46641045 27 10 466064 2.6202 0.00439
ENSG00000204209 DAXX 6 33286335 33297046 17 6 466064 3.5916 0.00016
ENSG00000204217 BMPR2 2 2.03E+08 2.03E+08 310 25 466064 1.841 0.03281
ENSG00000204220 PFDN6 6 33257079 33266178 19 5 466064 2.143 0.01606
ENSG00000204227 RING1 6 33176272 33180499 7 3 466064 1.8088 0.03524
ENSG00000204228 HSD17B8 6 33172419 33174608 9 2 466064 1.9939 0.02308
ENSG00000204248 COL11A2 6 33130458 33160276 378 18 466064 2.083 0.01862
ENSG00000204252 HLA-DOA 6 32971955 32977389 23 11 466064 2.8527 0.00217
ENSG00000204283 FLJ45079 17 75875109 75878659 14 3 466064 1.9342 0.02655
ENSG00000204287 HLA-DRA 6 32407619 32412823 55 7 466064 2.51 0.00604
ENSG00000204290 BTNL2 6 32361740 32374905 127 18 466064 4.6892 1.37E-06
ENSG00000204296 C6orf10 6 32256303 32339684 635 19 466064 2.8536 0.00216
ENSG00000204314 PRRT1 6 32116136 32122150 13 6 466064 2.4746 0.00667
ENSG00000204344 STK19 6 31938868 31950598 30 8 466064 2.3118 0.0104
ENSG00000204348 DXO 6 31937587 31940069 7 2 466064 2.1819 0.01456
ENSG00000204351 SKIV2L 6 31926857 31937532 32 10 466064 2.1723 0.01492
ENSG00000204366 ZBTB12 6 31867384 31869769 12 4 466064 2.9578 0.00155
ENSG00000204371 EHMT2 6 31847536 31865464 45 15 466064 2.9221 0.00174
ENSG00000204385 SLC44A4 6 31830969 31846823 50 17 466064 2.7236 0.00323
ENSG00000204387 C6orf48 6 31802385 31807541 11 6 466064 2.03 0.02118
ENSG00000204388 HSPA1B 6 31795512 31798031 6 3 466064 1.6711 0.04735
ENSG00000204389 HSPA1A 6 31783291 31785723 4 2 466064 2.3205 0.01016
ENSG00000204390 HSPA1L 6 31777396 31783437 11 5 466064 2.8861 0.00195
ENSG00000204392 LSM2 6 31765173 31774761 20 8 466064 2.874 0.00203
ENSG00000204394 VARS 6 31745295 31763730 36 10 466064 2.312 0.01039
ENSG00000204396 VWA7 6 31733367 31745108 28 11 466064 2.6597 0.00391
ENSG00000204410 MSH5 6 31707725 31732622 51 13 466064 2.4617 0.00691
ENSG00000204428 LY6G5C 6 31644461 31651817 19 8 466064 2.8719 0.00204
ENSG00000204435 CSNK2B 6 31633013 31638120 24 7 466064 1.6608 0.04837
ENSG00000204444 APOM 6 31620193 31625987 20 6 466064 1.8952 0.02903
ENSG00000204463 BAG6 6 31606805 31620482 43 10 466064 1.863 0.03123
ENSG00000204472 AIF1 6 31582961 31584798 5 2 466064 1.7587 0.03932
ENSG00000204488 PRAMEF16 1 13495254 13498260 18 5 466064 1.7189 0.04281
ENSG00000204495 PRAMEF13 1 13447414 13452656 9 2 466064 2.1842 0.01448
ENSG00000204498 NFKBIL1 6 31514647 31526606 88 12 466064 1.7092 0.0437
ENSG00000204511 MCCD1 6 31496494 31498009 23 3 466064 2.7006 0.00346
ENSG00000204520 MICA 6 31371356 31383092 320 18 466064 3.0669 0.00108
ENSG00000204531 POU5F1 6 31132119 31148508 163 27 466064 2.6134 0.00448
ENSG00000204536 CCHCR1 6 31110216 31126015 129 18 466064 2.3449 0.00952
ENSG00000204560 DHX16 6 30620896 30640814 61 11 466064 1.9109 0.02801
ENSG00000204564 C6orf136 6 30614816 30620987 10 5 466064 2.7521 0.00296
ENSG00000204568 MRPS18B 6 30585486 30594172 19 5 466064 2.786 0.00267
ENSG00000204569 PPP1R10 6 30568177 30586389 41 7 466064 3.721 9.92E-05
ENSG00000204574 ABCF1 6 30539153 30564956 42 10 466064 4.3137 8.03E-06
ENSG00000204576 PRR3 6 30524663 30531500 21 5 466064 3.986 3.36E-05
ENSG00000204577 LILRB3 19 54720147 54746602 72 13 466064 1.7722 0.03818
ENSG00000204590 GNL1 6 30509154 30524951 40 4 466064 4.0316 2.77E-05
ENSG00000204592 HLA-E 6 30457244 30461982 65 7 466064 2.0746 0.01901
ENSG00000204599 TRIM39 6 30294256 30311506 62 12 466064 3.903 4.75E-05
ENSG00000204610 TRIM15 6 30130993 30140473 66 8 466064 5.1765 1.13E-07
ENSG00000204613 TRIM10 6 30119722 30128711 95 6 466064 2.3626 0.00907
ENSG00000204614 TRIM40 6 30103885 30116512 99 19 466064 3.997 3.21E-05
ENSG00000204616 TRIM31 6 30070674 30080883 100 14 466064 2.8429 0.00224
ENSG00000204618 RNF39 6 30038043 30043664 31 8 466064 4.1233 1.87E-05
ENSG00000204619 PPP1R11 6 30034486 30038110 27 5 466064 3.1423 0.00084
ENSG00000204642 HLA-F 6 29690552 29706305 230 19 466064 4.1297 1.82E-05
ENSG00000204644 ZFP57 6 29640169 29648887 41 14 466064 4.843 6.40E-07
ENSG00000204655 MOG 6 29624758 29640149 63 14 466064 3.5432 0.0002
ENSG00000204681 GABBR1 6 29523406 29601753 314 30 466064 3.6367 0.00014
ENSG00000204682 CASC10 10 21781587 21786191 10 3 466064 1.7261 0.04217
ENSG00000204683 C10orf113 10 21414692 21435488 36 9 466064 2.4951 0.0063
ENSG00000204695 OR14J1 6 29274403 29275519 2 1 466064 2.4606 0.00694
ENSG00000204701 OR2J3 6 29079668 29080603 2 1 466064 2.3751 0.00877
ENSG00000204702 OR2J1 6 29068386 29069658 7 3 466064 2.3831 0.00858



ENSG00000204703 OR2B3 6 29053985 29055090 5 2 466064 3.5619 0.00018
ENSG00000204704 OR2W1 6 29011990 29013017 3 2 466064 1.9658 0.02466
ENSG00000204713 TRIM27 6 28870779 28891766 101 19 466064 2.0289 0.02123
ENSG00000204790 CBWD6 9 69204538 69269662 275 43 466064 1.6587 0.04859
ENSG00000204822 MRPL53 2 74699085 74700449 3 1 466064 2.1653 0.01518
ENSG00000204843 DCTN1 2 74588281 74619214 22 7 466064 1.9006 0.02867
ENSG00000204956 PCDHGA1 5 1.41E+08 1.41E+08 353 14 466064 1.802 0.03577
ENSG00000205047 FLJ00104 16 87731749 87739290 41 5 466064 1.946 0.02583
ENSG00000205138 SDHAF1 19 36486090 36487220 2 1 466064 2.3183 0.01022
ENSG00000205336 GPR56 16 57644564 57698944 180 38 466064 1.8015 0.03582
ENSG00000205359 SLCO6A1 5 1.02E+08 1.02E+08 453 31 466064 1.733 0.04155
ENSG00000205441 KRTAP10-7 21 46020497 46022091 4 1 466064 2.2326 0.01279
ENSG00000206260 PRR23A 3 1.39E+08 1.39E+08 4 1 466064 1.7698 0.03838
ENSG00000206344 HCG27 6 31165537 31171745 64 13 466064 2.8217 0.00239
ENSG00000212643 ZRSR1 5 1.12E+08 1.12E+08 1 1 466064 1.8561 0.03172
ENSG00000212900 KRTAP3-2 17 39155447 39156138 2 1 466064 1.7295 0.04186
ENSG00000213079 SCAF8 6 1.55E+08 1.55E+08 361 36 466064 3.0787 0.00104
ENSG00000213171 LINGO4 1 1.52E+08 1.52E+08 18 2 466064 2.0467 0.02034
ENSG00000213337 ANKRD39 2 97502348 97523832 6 2 466064 2.451 0.00712
ENSG00000213347 MXD3 5 1.77E+08 1.77E+08 30 13 466064 1.8312 0.03353
ENSG00000213619 NDUFS3 11 47586888 47606114 29 12 466064 1.7093 0.0437
ENSG00000213654 GPSM3 6 32158543 32163300 14 8 466064 2.3253 0.01003
ENSG00000213676 ATF6B 6 32065953 32096030 56 17 466064 2.0587 0.01976
ENSG00000213699 SLC35F6 2 26987152 27004099 18 3 466064 2.6666 0.00383
ENSG00000213719 CLIC1 6 31698358 31707540 22 9 466064 1.7076 0.04386
ENSG00000213799 ZNF845 19 53837002 53858122 56 23 466064 1.9454 0.02586
ENSG00000213977 TAX1BP3 17 3566196 3571976 18 5 466064 1.7921 0.03656
ENSG00000214050 FBXO16 8 28205804 28347835 467 43 466064 2.022 0.02159
ENSG00000214109 AC008686.1 19 13890884 13900972 21 3 466064 1.8229 0.03416
ENSG00000214248 AC010336.1 19 7963689 7968427 6 3 466064 1.8924 0.02922
ENSG00000214681 IQCF5 3 51907737 51909600 5 2 466064 2.4254 0.00765
ENSG00000214841 AC005493.1 7 34685709 34699772 41 8 466064 2.7542 0.00294
ENSG00000215020 AL591684.1 10 48255279 48279199 32 6 466064 1.8491 0.03222
ENSG00000215183 MSMP 9 35752987 35756610 4 2 466064 2.5405 0.00554
ENSG00000215203 GRXCR1 4 42895284 43032675 424 32 466064 2.0791 0.01881
ENSG00000215271 HOMEZ 14 23741666 23768656 128 17 466064 1.8438 0.0326
ENSG00000215346 AF131215.5 8 10983980 10987745 11 3 466064 2.4114 0.00795
ENSG00000215428 AL354898.1 9 1.33E+08 1.33E+08 42 9 466064 1.9483 0.02569
ENSG00000215455 KRTAP10-1 21 45958864 45960078 8 2 466064 2.1695 0.01502
ENSG00000215717 TMEM167B 1 1.1E+08 1.1E+08 18 6 466064 2.5537 0.00533
ENSG00000215784 FAM72D 1 1.44E+08 1.44E+08 3 2 466064 3.224 0.00063
ENSG00000217825 AC099552.4 7 1.55E+08 1.55E+08 4 2 466064 1.7913 0.03662
ENSG00000217930 PAM16 16 4381550 4405608 59 13 466064 1.9274 0.02697
ENSG00000219073 CELA3B 1 22303514 22325135 54 18 466064 2.2927 0.01093
ENSG00000220201 ZGLP1 19 10415479 10420556 8 4 466064 1.923 0.02724
ENSG00000221914 PPP2R2A 8 26149007 26230196 348 32 466064 1.8668 0.03097
ENSG00000221926 TRIM16 17 15531274 15587625 97 12 466064 2.5047 0.00613
ENSG00000221931 OR6X1 11 1.24E+08 1.24E+08 5 2 466064 2.9796 0.00144
ENSG00000221963 APOL6 22 36044442 36064456 57 11 466064 2.2765 0.01141
ENSG00000221970 OR2A1 7 1.44E+08 1.44E+08 3 1 466064 1.6904 0.04547
ENSG00000221988 PPT2 6 32121218 32134011 27 12 466064 1.9388 0.02626
ENSG00000223501 VPS52 6 33218049 33239824 63 19 466064 2.007 0.02237
ENSG00000223865 HLA-DPB1 6 33043703 33054978 111 10 466064 2.4691 0.00677
ENSG00000225556 C2CD4D 1 1.52E+08 1.52E+08 8 3 466064 2.3285 0.00994
ENSG00000226979 LTA 6 31539831 31542101 15 6 466064 2.4016 0.00816
ENSG00000227057 WDR46 6 33246885 33257304 27 7 466064 2.5113 0.00601
ENSG00000228144 TMBIM4 12 66517697 66563765 185 22 466064 2.2429 0.01245
ENSG00000228278 ORM2 9 1.17E+08 1.17E+08 9 4 466064 1.9906 0.02326
ENSG00000229314 ORM1 9 1.17E+08 1.17E+08 12 6 466064 1.6918 0.04534
ENSG00000230510 PPP5D1 19 46984053 47104457 277 46 466064 1.9545 0.02532
ENSG00000231360 AL592284.1 1 1.44E+08 1.45E+08 83 18 466064 3.4063 0.00033
ENSG00000231500 RPS18 6 33239787 33244287 7 3 466064 2.2662 0.01172
ENSG00000231925 TAPBP 6 33267471 33282164 40 7 466064 1.8003 0.03591
ENSG00000232040 SCAND3 6 28539407 28583989 95 18 466064 2.25 0.01222
ENSG00000232056 AC092687.4 2 10987703 10995081 29 10 466064 2.2845 0.01117
ENSG00000232810 TNF 6 31543344 31546113 12 6 466064 2.2558 0.01204
ENSG00000233280 CRYBG3 3 97540884 97594132 76 6 466064 2.1901 0.01426
ENSG00000234127 TRIM26 6 30152232 30181204 158 15 466064 3.4307 0.0003
ENSG00000234438 KBTBD13 15 65369154 65372276 8 4 466064 1.6649 0.04797
ENSG00000234829 IFNA17 9 21227242 21228221 5 1 466064 2.1884 0.01432
ENSG00000235863 B3GALT4 6 33244917 33252609 20 7 466064 2.6164 0.00444
ENSG00000236104 ZBTB22 6 33282183 33285719 11 5 466064 3.0542 0.00113
ENSG00000236637 IFNA4 9 21186617 21187598 3 1 466064 1.7093 0.0437



ENSG00000237330 RNF223 1 1006346 1009687 6 2 466064 1.8446 0.03255
ENSG00000237441 RGL2 6 33259431 33267101 16 5 466064 2.2658 0.01173
ENSG00000237515 SHISA9 16 12995477 13334272 1326 108 466064 1.8272 0.03384
ENSG00000237541 HLA-DQA2 6 32709119 32714992 166 10 466064 2.1361 0.01634
ENSG00000237649 KIFC1 6 33359313 33377701 40 9 466064 2.7242 0.00322
ENSG00000239305 RNF103 2 86830516 86850989 58 9 466064 2.7343 0.00313
ENSG00000239665 RP11-295P9.3 10 13652047 13710299 258 37 466064 2.8216 0.00239
ENSG00000239732 TLR9 3 52255096 52273183 31 8 466064 1.7365 0.04123
ENSG00000239779 WBP1 2 74685456 74688018 6 1 466064 2.4969 0.00627
ENSG00000240053 LY6G5B 6 31637944 31641553 14 7 466064 2.1986 0.01395
ENSG00000240065 PSMB9 6 32811913 32827362 140 16 466064 1.8095 0.03519
ENSG00000240184 PCDHGC3 5 1.41E+08 1.41E+08 54 11 466064 2.3757 0.00876
ENSG00000240764 PCDHGC5 5 1.41E+08 1.41E+08 33 9 466064 2.5642 0.00517
ENSG00000241186 TDGF1 3 46616045 46668033 177 19 466064 2.3187 0.01021
ENSG00000241322 CDRT1 17 15468798 15522826 182 21 466064 1.689 0.04561
ENSG00000241370 RPP21 6 30312908 30314661 9 3 466064 2.7985 0.00257
ENSG00000241553 ARPC4 3 9834179 9849410 33 10 466064 2.1606 0.01536
ENSG00000241837 ATP5O 21 35275757 35288284 44 8 466064 1.6956 0.04498
ENSG00000242419 PCDHGC4 5 1.41E+08 1.41E+08 39 10 466064 2.5062 0.0061
ENSG00000242498 C15orf38 15 90443159 90456188 33 6 466064 2.056 0.01989
ENSG00000243649 CFB 6 31895475 31919861 61 19 466064 2.152 0.0157
ENSG00000243729 OR5V1 6 29323007 29399744 334 27 466064 2.6776 0.00371
ENSG00000243749 ZMYM6NB 1 35447136 35450954 4 2 466064 1.9848 0.02358
ENSG00000244255 CFB 6 31895475 31919825 61 19 466064 2.152 0.0157
ENSG00000244482 LILRA6 19 54720737 54746649 72 13 466064 1.7722 0.03818
ENSG00000244731 C4A 6 31949801 31970458 64 19 466064 2.2961 0.01084
ENSG00000248167 TRIM39-RPP21 6 30297359 30314631 61 12 466064 3.904 4.73E-05
ENSG00000249624 AP000295.9 21 34619079 34655517 111 19 466064 1.8997 0.02874
ENSG00000249693 THEGL 4 57396775 57469673 272 20 466064 1.7104 0.0436
ENSG00000249852 AC145676.2 7 227554 229557 15 4 466064 2.2523 0.01215
ENSG00000249915 PDCD6 5 271736 353971 256 16 466064 1.7228 0.04246
ENSG00000250021 C15orf38-AP3S2 15 90377540 90456114 238 18 466064 2.5469 0.00543
ENSG00000250151 ARPC4-TTLL3 3 9834766 9877085 110 25 466064 2.0425 0.02055
ENSG00000250506 CDK3 17 73996987 74002080 20 8 466064 1.8535 0.03191
ENSG00000251380 C5orf20 5 1.35E+08 1.35E+08 3 2 466064 1.7414 0.04081
ENSG00000251537 RP11-385D13.1 17 15474805 15554967 216 18 466064 2.1 0.01787
ENSG00000253159 PCDHGA12 5 1.41E+08 1.41E+08 107 16 466064 2.1109 0.01739
ENSG00000253305 PCDHGB6 5 1.41E+08 1.41E+08 167 15 466064 1.8876 0.02954
ENSG00000253426 RP11-10A14.4 8 9009252 9025646 59 9 466064 2.3839 0.00856
ENSG00000253485 PCDHGA5 5 1.41E+08 1.41E+08 284 15 466064 1.8004 0.0359
ENSG00000253537 PCDHGA7 5 1.41E+08 1.41E+08 212 14 466064 1.8273 0.03383
ENSG00000253731 PCDHGA6 5 1.41E+08 1.41E+08 248 14 466064 1.7824 0.03734
ENSG00000253767 PCDHGA8 5 1.41E+08 1.41E+08 195 14 466064 1.8195 0.03442
ENSG00000253846 PCDHGA10 5 1.41E+08 1.41E+08 152 16 466064 1.925 0.02712
ENSG00000253873 PCDHGA11 5 1.41E+08 1.41E+08 142 15 466064 1.9542 0.02534
ENSG00000253910 PCDHGB2 5 1.41E+08 1.41E+08 298 16 466064 1.8208 0.03432
ENSG00000253953 PCDHGB4 5 1.41E+08 1.41E+08 198 14 466064 1.8227 0.03418
ENSG00000254019 RP11-10J21.3 8 1.42E+08 1.42E+08 13 4 466064 2.3415 0.0096
ENSG00000254122 PCDHGB7 5 1.41E+08 1.41E+08 145 16 466064 1.9493 0.02563
ENSG00000254221 PCDHGB1 5 1.41E+08 1.41E+08 329 15 466064 1.7818 0.03739
ENSG00000254245 PCDHGA3 5 1.41E+08 1.41E+08 340 15 466064 1.7946 0.03636
ENSG00000254415 SIGLEC14 19 52145806 52150054 6 3 466064 2.5504 0.00538
ENSG00000254656 RTL1 14 1.01E+08 1.01E+08 8 3 466064 2.9414 0.00163
ENSG00000254870 ATP6V1G2-DDX3 6 31497996 31514385 176 21 466064 2.9713 0.00148
ENSG00000255152 MSH5-SAPCD1 6 31707797 31732628 51 13 466064 2.4617 0.00691
ENSG00000255423 EBLN2 3 73110810 73112488 4 2 466064 2.2615 0.01187
ENSG00000255529 POLR2M 15 57884231 58074960 625 26 466064 1.8263 0.0339
ENSG00000255833 TIFAB 5 1.35E+08 1.35E+08 3 2 466064 1.7414 0.04081
ENSG00000255940 REXO1L10P 8 86756718 86758745 4 2 466064 2.1496 0.01579
ENSG00000256043 CTSO 4 1.57E+08 1.57E+08 59 11 466064 2.075 0.019
ENSG00000257327 RP11-650K20.3 12 1.04E+08 1.04E+08 14 6 466064 1.7575 0.03942
ENSG00000257726 RP11-116D17.1 12 1.16E+08 1.16E+08 20 4 466064 1.6971 0.04484
ENSG00000257949 TEN1 17 73975301 73996667 90 25 466064 2.8954 0.00189
ENSG00000258839 MC1R 16 89978527 89987385 44 11 466064 2.5835 0.00489
ENSG00000258947 TUBB3 16 89987800 90005169 64 13 466064 2.5945 0.00474
ENSG00000260001 TGFBR3L 19 7981030 7983982 10 5 466064 3.023 0.00125
ENSG00000261147 RP11-697E2.6 15 90792788 90815440 140 11 466064 1.742 0.04075
ENSG00000261934 PCDHGA9 5 1.41E+08 1.41E+08 177 14 466064 1.8622 0.03129
ENSG00000262039 RP11-81K2.1 17 47448102 47554350 266 16 466064 2.5517 0.00536
ENSG00000262209 PCDHGB3 5 1.41E+08 1.41E+08 265 16 466064 1.8254 0.03397
ENSG00000262246 CORO7 16 4404543 4475706 185 16 466064 3.0682 0.00108
ENSG00000262576 PCDHGA4 5 1.41E+08 1.41E+08 318 15 466064 1.781 0.03746
ENSG00000263020 CSNK2B-LY6G5B 6 31633879 31641323 30 11 466064 2.2814 0.01126



ENSG00000263136 PAGR1 16 29827832 29831438 6 1 466064 1.9813 0.02378
ENSG00000263155 MYZAP 15 57884139 57977562 330 21 466064 1.7514 0.03994
ENSG00000264324 RP11-287D1.3 2 74438731 74590504 129 16 466064 2.2061 0.01369
ENSG00000265690 RP11-5A19.5 16 67197288 67199718 5 2 466064 2.4818 0.00654
ENSG00000266953 RP11-618P17.4 19 34887220 34900269 35 4 466064 1.8189 0.03446
ENSG00000267748 CTB-102L5.4 19 38779791 38795550 61 8 466064 1.9306 0.02677
ENSG00000267857 PRED58 21 46520728 46534873 39 11 466064 2.602 0.00463
ENSG00000267918 AL117190.2 14 1.01E+08 1.01E+08 4 2 466064 3.0314 0.00122
ENSG00000268154 AL591806.1 1 1.61E+08 1.61E+08 1 1 466064 1.7536 0.03975
ENSG00000268461 AC007204.1 19 20047769 20048639 2 1 466064 1.9908 0.02325
ENSG00000268805 PRED57 21 46511596 46515493 21 4 466064 1.8554 0.03177
ENSG00000268818 AL049747.1 22 36023040 36031181 15 5 466064 1.8739 0.03047
ENSG00000268821 AC068039.1 2 1.73E+08 1.73E+08 13 5 466064 2.6001 0.00466
ENSG00000268885 AC026740.1 5 667759 668839 4 2 466064 2.4068 0.00805
ENSG00000269094 AC006449.1 17 36884086 36884451 4 2 466064 2.3676 0.00895
ENSG00000269308 AL645608.2 1 818043 819983 9 2 466064 2.365 0.00901
ENSG00000269554 AL590822.2 1 2121237 2123179 1 1 466064 1.768 0.03853
ENSG00000269781 FLJ20306 7 6522922 6524873 4 2 466064 1.8691 0.0308
ENSG00000270617 URGCP-MRPS24 7 43906157 43946188 121 16 466064 2.3316 0.00986
ENSG00000270898 ASB3 2 53897430 54087297 521 24 466064 1.6737 0.04709
ENSG00000272410 RP11-438J1.1 3 10291056 10327480 102 14 466064 1.645 0.04999
ENSG00000273079 GRIN2B 12 13693165 14133053 1388 89 466064 2.0661 0.01941
ENSG00000273266 HOXC4 12 54447661 54449814 1 1 466064 1.8351 0.03324



probeID ProbeChr Gene Probe_bp topSNP topSNP_c topSNP_bp A1 A2 Freq b_GWAS se_GWASp_GWAS b_eQTL se_eQTL p_eQTL b_SMR se_SMR p_SMR p_SMR_multi p_HEIDI nsnp_HEIDI
ENSG00000237491 1 LINC01409 729801 rs1256528 1 721290 C G 0.04573 -0.87302 0.38916 2.49E-02 1.03913 0.07981 9.34E-39 -0.84014 0.38003 2.71E-02 2.71E-02 8.19E-01 5
ENSG00000225880 1 LINC00115 762244 rs3094315 1 752566 G A 0.16004 -0.24176 0.09257 9.01E-03 0.38168 0.02382 9.21E-58 -0.63342 0.24573 9.95E-03 9.95E-03 3.88E-01 20
ENSG00000228794 1 LINC01128 778907 rs6032038 1 769223 G C 0.12227 -0.22145 0.09076 1.47E-02 -0.18902 0.02717 3.49E-12 1.17157 0.50885 2.13E-02 1.38E-01 4.48E-01 18
ENSG00000187608 1 ISG15 949361 rs2799069 1 950716 A T 0.04274 0.442248 0.17281 1.05E-02 -0.58219 0.02837 1.33E-93 -0.75963 0.29912 1.11E-02 8.22E-02 6.63E-02 20
ENSG00000189409 1 MMP23B 1569056 rs284560 1 1567206 A G 0.16302 0.353261 0.14019 1.17E-02 -0.1111 0.01701 6.52E-11 -3.17968 1.35249 1.87E-02 1.87E-02 5.12E-01 10
ENSG00000215914 1 MMP23A 1632309 rs1716287 1 1638005 G C 0.40656 -0.16983 0.07502 2.36E-02 -0.3089 0.03181 2.73E-22 0.549802 0.24936 2.75E-02 6.52E-02 1.34E-01 20
ENSG00000231050 1 GNB1-DT 1823503 rs6687065 1 1778469 A G 0.49702 0.152838 0.07188 3.35E-02 -0.61679 0.01932 ####### -0.2478 0.1168 3.39E-02 1.84E-02 1.71E-01 20
ENSG00000149527 1 PLCH2 2397194 rs1273130 1 2352146 T C 0.21968 -0.16826 0.07758 3.01E-02 0.70314 0.01108 ####### -0.2393 0.1104 3.02E-02 9.34E-01 9.16E-01 20
ENSG00000171621 1 SPSB1 9391265 rs9660157 1 9347552 A G 0.35487 -0.21652 0.07557 4.17E-03 0.30379 0.0094 ####### -0.71273 0.24973 4.32E-03 3.00E-01 2.78E-01 20
ENSG00000177674 1 AGTRAP 11805500 rs666124 1 11815364 T A 0.20676 0.262149 0.11126 1.85E-02 0.27878 0.0103 ####### 0.940343 0.40059 1.89E-02 2.94E-01 6.72E-01 20
ENSG00000175206 1 NPPA 11907084 rs198364 1 11906437 C T 0.12326 0.314272 0.13129 1.67E-02 0.34459 0.01367 ####### 0.912024 0.38271 1.72E-02 2.27E-02 5.87E-01 20
ENSG00000162496 1 DHRS3 12652838 rs1209298 1 12670226 G A 0.38668 -0.15958 0.07412 3.13E-02 -0.15283 0.00815 1.84E-78 1.04416 0.4882 3.25E-02 3.46E-01 3.66E-02 20
ENSG00000142621 1 FHAD1 15650313 rs763821 1 15668276 A G 0.4006 0.165422 0.07402 2.54E-02 0.2038 0.00996 5.04E-93 0.811688 0.36536 2.63E-02 3.08E-01 7.36E-01 20
ENSG00000116771 1 AGMAT 15905226 rs7405478 1 15910553 T G 0.07555 0.246498 0.10982 2.48E-02 0.11708 0.01378 1.96E-17 2.10536 0.97019 3.00E-02 1.79E-02 7.91E-01 20
ENSG00000076864 1 RAP1GAP 21959254 rs1742339 1 22014471 G T 0.58847 0.158232 0.07275 2.96E-02 -0.70134 0.00694 ####### -0.22561 0.10375 2.97E-02 3.39E-03 2.43E-01 20
ENSG00000142798 1 HSPG2 22206264 rs1158785 1 22260308 C T 0.23062 -0.16638 0.08206 4.26E-02 0.39261 0.01674 ####### -0.42378 0.20979 4.34E-02 9.45E-02 5.31E-01 20
ENSG00000173369 1 C1QB 22983643 rs294180 1 22974794 A C 0.38569 -0.1842 0.07394 1.27E-02 0.42436 0.0079 ####### -0.43407 0.17443 1.28E-02 2.15E-01 1.40E-02 20
ENSG00000185436 1 IFNLR1 24497548 rs1209425 1 24513608 T C 0.45328 0.16087 0.07315 2.79E-02 -0.18667 0.00909 8.96E-94 -0.86178 0.39408 2.88E-02 4.67E-01 4.79E-02 15
ENSG00000162430 1 SELENON 26135690 rs190043 1 26200602 A G 0.49105 -0.15421 0.07186 3.19E-02 -0.11035 0.00848 1.08E-38 1.39752 0.65998 3.42E-02 3.98E-01 6.35E-01 20
ENSG00000142675 1 CNKSR1 26510135 rs2232648 1 26496455 T C 0.31909 0.194602 0.07061 5.85E-03 0.13229 0.00857 8.70E-54 1.47104 0.54217 6.66E-03 8.15E-02 8.80E-01 20
ENSG00000176092 1 CRYBG2 26664485 rs115824 1 26677721 T C 0.28032 0.169075 0.07933 3.31E-02 0.10678 0.00884 1.45E-33 1.58348 0.75447 3.58E-02 1.41E-02 6.37E-01 20
ENSG00000198830 1 HMGN2 26800702 rs2925523 1 26805169 C T 0.04076 -0.50347 0.15769 1.41E-03 0.26195 0.02108 1.93E-35 -1.92202 0.62156 1.99E-03 1.30E-02 4.00E-01 20
ENSG00000186501 1 TMEM222 27655771 rs114012 1 27643862 A G 0.05169 0.573533 0.23761 1.58E-02 0.37225 0.02396 2.00E-54 1.54073 0.64598 1.71E-02 1.17E-01 2.74E-01 20
ENSG00000121766 1 ZCCHC17 31803812 rs6425734 1 31764025 T C 0.21074 0.178454 0.08853 4.38E-02 -0.15859 0.00984 1.97E-58 -1.12528 0.56258 4.55E-02 4.36E-01 3.32E-01 20
ENSG00000121769 1 FABP3 31844084 rs1256657 1 31767162 G T 0.21074 0.178936 0.08853 4.33E-02 -0.14971 0.0167 3.03E-19 -1.19519 0.60619 4.87E-02 7.26E-02 2.20E-01 20
ENSG00000162522 1 NHSL3 33224028 rs218493 1 33203461 C T 0.03976 0.329057 0.16662 4.83E-02 -0.48279 0.02109 ####### -0.68158 0.34641 4.91E-02 2.12E-02 3.70E-01 20
ENSG00000134684 1 YARS1 33262297 rs1085228 1 33268988 C A 0.31909 -0.1543 0.07566 4.14E-02 -0.08884 0.00849 1.18E-25 1.73673 0.8676 4.53E-02 1.13E-01 3.89E-02 20
ENSG00000116497 1 S100PBP 33303422 rs4951774 1 33314700 G A 0.3002 -0.18922 0.07695 1.39E-02 -0.347 0.00836 ####### 0.545321 0.22215 1.41E-02 1.73E-01 6.15E-01 20
ENSG00000160097 1 FNDC5 33332976 rs4951788 1 33289388 A G 0.40159 -0.17524 0.07199 1.49E-02 -0.06405 0.00821 6.20E-15 2.73611 1.17751 2.01E-02 1.67E-02 7.54E-01 18
ENSG00000197056 1 ZMYM1 35553423 rs1204897 1 35546991 T G 0.07753 0.293456 0.0998 3.28E-03 0.47544 0.01539 ####### 0.617237 0.21087 3.42E-03 1.36E-02 8.31E-01 20
ENSG00000126067 1 PSMB2 36087315 rs1423118 1 35446701 T C 0.01093 0.369802 0.17227 3.18E-02 -1.07598 0.07644 5.29E-45 -0.34369 0.16196 3.38E-02 3.38E-02 3.63E-02 20
ENSG00000171790 1 SLFNL1 41485089 rs1212153 1 41481287 C T 0.05467 -0.34446 0.15469 2.60E-02 -0.16072 0.01863 6.30E-18 2.14324 0.99405 3.11E-02 1.13E-01 3.18E-01 12
ENSG00000142949 1 PTPRF 44040100 rs2494995 1 44022303 C A 0.25646 -0.22928 0.09302 1.37E-02 -0.07578 0.00958 2.50E-15 3.02568 1.28575 1.86E-02 5.99E-02 2.89E-01 20
ENSG00000237950 1 LINC02918 44411132 rs1212773 1 44402565 G A 0.25845 -0.16689 0.08293 4.42E-02 -0.24371 0.02535 7.03E-22 0.684796 0.34765 4.89E-02 4.89E-02 4.99E-01 20
ENSG00000159214 1 CCDC24 44459615 rs1089028 1 44458928 T C 0.26839 -0.17386 0.08617 4.36E-02 0.6366 0.00889 ####### -0.27311 0.13541 4.37E-02 3.37E-01 5.06E-01 20
ENSG00000198841 1 KTI12 52498631 rs2809916 1 52499489 A G 0.02584 -0.54485 0.24953 2.90E-02 0.21993 0.02211 2.57E-23 -2.47742 1.1616 3.29E-02 8.71E-02 1.04E-01 20
ENSG00000142856 1 ITGB3BP 63982916 rs3009576 1 63908735 C T 0.31809 0.183398 0.07605 1.59E-02 0.46457 0.01217 ####### 0.394769 0.16403 1.61E-02 3.29E-01 3.66E-01 20
ENSG00000203965 1 EFCAB7 64013703 rs217462 1 64042126 A G 0.32604 -0.18019 0.07867 2.20E-02 -0.07812 0.00839 1.29E-20 2.30671 1.03712 2.61E-02 2.61E-02 6.06E-01 20
ENSG00000152763 1 DNAI4 67334569 rs1925403 1 67353253 G A 0.14314 0.285929 0.11444 1.25E-02 0.08711 0.01208 5.51E-13 3.2824 1.39037 1.82E-02 1.70E-02 2.48E-01 11
ENSG00000162594 1 IL23R 67678872 rs2064689 1 67653010 A G 0.28529 0.151102 0.07535 4.49E-02 -0.17081 0.00865 7.90E-87 -0.88465 0.44342 4.60E-02 3.07E-02 1.68E-01 20
ENSG00000122482 1 ZNF644 91434344 rs5811365 1 91361162 G A 0.23161 0.15836 0.07575 3.66E-02 -0.05406 0.00938 8.19E-09 -2.92937 1.49054 4.94E-02 1.28E-01 3.91E-01 13
ENSG00000117505 1 DR1 93819797 rs3767964 1 93815490 T C 0.36382 -0.18181 0.07528 1.57E-02 0.4906 0.00786 ####### -0.37058 0.15356 1.58E-02 9.15E-02 4.82E-01 20
ENSG00000162636 1 EEIG2 109145116 rs4127847 1 109177802 A G 0.03579 0.341541 0.15596 2.85E-02 0.32732 0.02167 1.51E-51 1.04345 0.48145 3.02E-02 3.34E-02 8.98E-01 20
ENSG00000081026 1 MAGI3 114080958 rs1230642 1 114265491 G A 0.23758 0.212002 0.07355 3.95E-03 -0.05801 0.0095 1.04E-09 -3.65459 1.40214 9.15E-03 1.24E-02 2.23E-01 20
ENSG00000134242 1 PTPN22 114385407 rs2884603 1 114427450 G A 0.37475 0.158039 0.07235 2.89E-02 0.19934 0.00822 ####### 0.792796 0.36441 2.96E-02 3.79E-03 9.33E-02 20
ENSG00000134247 1 PTGFRN 117492829 rs1213029 1 117544331 C A 0.07753 -0.25777 0.11806 2.90E-02 -0.31616 0.01566 1.36E-90 0.815296 0.37558 2.99E-02 7.70E-03 1.91E-01 20
ENSG00000134256 1 CD101 117561774 rs1213029 1 117544331 C A 0.07753 -0.25777 0.11806 2.90E-02 -0.86267 0.01475 ####### 0.2988 0.13694 2.91E-02 4.92E-01 1.85E-01 20
ENSG00000236137 1 CD101-AS1 117585108 rs1213029 1 117544331 C A 0.07753 -0.25777 0.11806 2.90E-02 -0.38399 0.04009 9.88E-22 0.671287 0.31533 3.33E-02 3.33E-02 7.12E-01 9
ENSG00000131778 1 CHD1L 146740867 rs511131 1 146518713 A T 0.31511 -0.16934 0.07426 2.26E-02 0.26109 0.00854 ####### -0.64858 0.28523 2.30E-02 2.89E-01 2.77E-02 20
ENSG00000143450 1 OAZ3 151739626 rs4845556 1 151744858 A G 0.48211 0.14799 0.07173 3.91E-02 0.10004 0.01183 2.81E-17 1.47935 0.73806 4.50E-02 4.50E-02 4.38E-01 20
ENSG00000182134 1 TDRKH 151753237 rs2495396 1 151744928 T C 0.48608 0.145434 0.07174 4.26E-02 0.42407 0.00758 ####### 0.342951 0.16928 4.28E-02 2.36E-01 2.98E-01 20
ENSG00000196407 1 THEM5 151822196 rs1120490 1 151816351 T C 0.30119 0.201038 0.08178 1.40E-02 0.09614 0.00947 3.42E-24 2.09112 0.87524 1.69E-02 1.69E-02 4.34E-01 20
ENSG00000160716 1 CHRNB2 154546379 rs1126422 1 154554357 T C 0.32704 0.163625 0.07663 3.27E-02 0.15697 0.00896 1.04E-68 1.0424 0.49178 3.40E-02 2.60E-01 9.33E-01 20
ENSG00000163344 1 PMVK 154903338 rs2335408 1 154915977 A G 0.43738 0.220636 0.06958 1.52E-03 -0.14539 0.00795 9.55E-75 -1.51759 0.48575 1.78E-03 4.92E-03 9.91E-01 20
ENSG00000163346 1 PBXIP1 154922575 rs1126429 1 154914797 T C 0.43738 0.221071 0.06958 1.49E-03 -0.16721 0.00797 8.69E-98 -1.32211 0.42084 1.68E-03 7.20E-03 1.00E+00 20
ENSG00000132716 1 DCAF8 160220212 rs756311 1 160204840 T A 0.42744 0.145843 0.07195 4.27E-02 0.10993 0.00878 5.31E-36 1.32674 0.66309 4.54E-02 3.21E-01 3.24E-01 20
ENSG00000179914 1 ITLN1 160850644 rs1204006 1 160827772 A G 0.19583 0.185413 0.09109 4.18E-02 -0.52964 0.01389 ####### -0.35007 0.17224 4.21E-02 3.53E-01 4.75E-02 20
ENSG00000232879 1 GLRX5P2 161004710 rs4656975 1 160984108 C G 0.50199 0.168705 0.07213 1.93E-02 0.23082 0.02254 1.33E-24 0.730898 0.32054 2.26E-02 2.26E-02 7.23E-01 20
ENSG00000143222 1 UFC1 161125606 rs1469260 1 160909010 G T 0.01193 -1.00457 0.47939 3.61E-02 0.26861 0.03662 2.21E-13 -3.73993 1.85613 4.39E-02 4.98E-02 1.31E-01 10
ENSG00000158859 1 ADAMTS4 161164192 rs1128039 1 161174935 T G 0.04473 0.447822 0.19022 1.86E-02 -0.16832 0.0288 5.05E-09 -2.66049 1.21827 2.90E-02 2.90E-02 2.28E-01 13
ENSG00000132196 1 HSD17B7 162771549 rs1780019 1 162766476 C T 0.21869 -0.21371 0.09551 2.53E-02 0.40523 0.02181 4.49E-77 -0.52737 0.23741 2.63E-02 8.91E-02 2.22E-01 20
ENSG00000185630 1 PBX1 164696677 rs1213202 1 164510852 A C 0.22366 -0.22029 0.08677 1.11E-02 0.14749 0.00917 3.25E-58 -1.49361 0.59562 1.22E-02 2.69E-02 6.38E-01 20
ENSG00000198821 1 CD247 167443862 rs2949669 1 167417884 T C 0.3668 -0.16092 0.0817 4.89E-02 0.27006 0.00812 ####### -0.59586 0.30305 4.93E-02 2.84E-01 1.36E-01 20
ENSG00000197965 1 MPZL1 167725792 rs7729382 1 167739705 G A 0.01889 0.756766 0.31402 1.60E-02 1.05644 0.02772 ####### 0.716336 0.29784 1.62E-02 2.40E-01 5.14E-01 20
ENSG00000234741 1 GAS5 173835529 rs1396420 1 174056358 A G 0.01193 1.26153 0.47438 7.83E-03 1.61739 0.19274 4.80E-17 0.77998 0.30768 1.12E-02 1.12E-02 2.94E-02 9
ENSG00000153029 1 MR1 181017070 rs2331994 1 181023708 T C 0.27634 0.195578 0.08214 1.73E-02 -0.27007 0.00885 ####### -0.72419 0.30508 1.76E-02 3.04E-01 2.27E-01 20
ENSG00000162783 1 IER5 181058807 rs6681513 1 181042361 G C 0.39463 -0.1853 0.07812 1.77E-02 0.29229 0.00805 ####### -0.63394 0.26784 1.79E-02 5.09E-01 1.05E-02 20
ENSG00000117335 1 CD46 207947130 rs6182129 1 208007277 G T 0.2008 -0.19983 0.08668 2.11E-02 -0.07459 0.00965 1.06E-14 2.67903 1.21262 2.72E-02 8.64E-02 9.42E-01 20
ENSG00000186205 1 MTARC1 220973918 rs3820356 1 220960137 G C 0.04473 0.500322 0.22213 2.43E-02 0.75364 0.01975 ####### 0.663876 0.29526 2.45E-02 3.82E-01 5.11E-01 20
ENSG00000162909 1 CAPN2 223926507 rs1421130 1 223667446 T C 0.01292 -0.62001 0.27952 2.65E-02 -0.97754 0.06444 5.59E-52 0.634263 0.28898 2.82E-02 1.72E-01 6.09E-01 20
ENSG00000143771 1 CNIH4 224555856 rs1079956 1 224558812 C G 0.2495 0.187913 0.08505 2.71E-02 -0.46217 0.00938 ####### -0.40659 0.1842 2.73E-02 5.51E-01 3.72E-01 20
ENSG00000183780 1 SLC35F3 234250470 rs611676 1 234451146 G A 0.32306 -0.15518 0.07679 4.33E-02 0.53333 0.00792 ####### -0.29095 0.14404 4.34E-02 1.19E-02 1.07E-01 20
ENSG00000162711 1 NLRP3 247595934 rs4925547 1 247612435 T A 0.40358 -0.16912 0.07366 2.17E-02 0.2709 0.008 ####### -0.62431 0.27254 2.20E-02 4.62E-01 1.18E-01 20
ENSG00000171161 1 ZNF672 249138062 rs6604739 1 249084014 G C 0.14513 -0.18318 0.08863 3.88E-02 0.09356 0.01079 4.21E-18 -1.9579 0.97386 4.44E-02 7.32E-02 1.08E-01 20
ENSG00000151353 2 TMEM18 672387 rs3749138 2 677213 G A 0.15905 0.229031 0.10367 2.72E-02 -0.25316 0.01091 ####### -0.90471 0.41138 2.79E-02 2.59E-01 7.01E-01 20
ENSG00000118961 2 LDAH 20953335 rs1017077 2 20883216 C T 0.2495 -0.16115 0.08187 4.90E-02 -0.58527 0.00857 ####### 0.275339 0.13994 4.91E-02 3.44E-01 4.49E-01 20
ENSG00000163026 2 WDCP 24262327 rs1246912 2 24277104 G A 0.14115 -0.22835 0.09094 1.20E-02 0.13763 0.01114 4.55E-35 -1.65921 0.67428 1.39E-02 6.61E-03 3.01E-01 20
ENSG00000119782 2 FKBP1B 24279561 rs1271314 2 24259352 C T 0.14016 -0.22848 0.09094 1.20E-02 0.25021 0.02055 4.21E-34 -0.91315 0.3711 1.39E-02 6.25E-03 6.15E-01 20
ENSG00000115129 2 TP53I3 24304517 rs1019196 2 24287598 A G 0.15606 -0.20452 0.08781 1.98E-02 -0.61338 0.00996 ####### 0.333426 0.14325 1.99E-02 2.32E-02 5.88E-01 20
ENSG00000219626 2 FAM228B 24345952 rs1018813 2 24358786 T C 0.13917 -0.23011 0.09102 1.15E-02 -0.4323 0.02205 1.42E-85 0.532283 0.21228 1.22E-02 1.87E-02 6.09E-01 20
ENSG00000084764 2 MAPRE3 27221772 rs6745807 2 27185317 A C 0.35984 0.211725 0.07249 3.49E-03 0.15556 0.00818 1.38E-80 1.36106 0.47145 3.89E-03 6.83E-03 7.42E-01 20
ENSG00000119777 2 TMEM214 27260170 rs1112685 2 27297757 A G 0.38072 0.193491 0.0717 6.96E-03 -0.04814 0.00817 3.76E-09 -4.01938 1.63808 1.41E-02 1.41E-02 8.97E-01 20
ENSG00000138030 2 KHK 27316627 rs2119026 2 27310393 G A 0.3827 0.189471 0.07175 8.27E-03 0.46282 0.00842 ####### 0.409387 0.15521 8.35E-03 2.95E-01 5.13E-01 20
ENSG00000138028 2 CGREF1 27331876 rs230468 2 27315252 A G 0.37674 0.189511 0.07239 8.85E-03 0.07137 0.00844 2.68E-17 2.65545 1.06179 1.24E-02 1.24E-02 6.99E-01 20
ENSG00000198522 2 GPN1 27862744 rs6749419 2 27877674 T C 0.44732 0.169168 0.0723 1.93E-02 -0.1532 0.00858 2.69E-71 -1.10422 0.47599 2.04E-02 3.32E-02 4.15E-01 20
ENSG00000163798 2 SLC4A1AP 27902089 rs5582660 2 27863452 A G 0.46422 0.163271 0.07209 2.35E-02 -0.17399 0.01184 6.78E-49 -0.93837 0.41924 2.52E-02 1.61E-01 2.59E-01 20
ENSG00000119787 2 ATL2 38563224 rs1741282 2 38348037 A C 0.06262 -0.26222 0.10791 1.51E-02 0.21583 0.01505 1.15E-46 -1.21491 0.50709 1.66E-02 7.94E-01 2.34E-01 20
ENSG00000163214 2 DHX57 39063973 rs1010858 2 39102671 C T 0.29821 -0.18719 0.07681 1.48E-02 -0.2545 0.00848 ####### 0.735517 0.30281 1.51E-02 3.98E-02 6.60E-01 20
ENSG00000250116 2 RHOQ-AS1 46801386 rs1168339 2 46777693 T C 0.19284 0.204744 0.08257 1.31E-02 -0.16535 0.0253 6.34E-11 -1.23822 0.53408 2.04E-02 2.04E-02 7.42E-01 16
ENSG00000171150 2 SOCS5 46958179 rs2837032 2 46910064 C A 0.35984 0.151878 0.07614 4.61E-02 0.10853 0.00831 5.46E-39 1.39937 0.70971 4.86E-02 1.13E-02 2.27E-01 20
ENSG00000239332 2 LINC01119 47064991 rs1782306 2 46988073 C T 0.09344 0.268346 0.12929 3.79E-02 -0.14571 0.01802 6.13E-16 -1.84166 0.9161 4.44E-02 1.37E-02 5.86E-01 20
ENSG00000068912 2 ERLEC1 54030068 rs1431126 2 54068964 A G 0.02087 0.814525 0.30922 8.43E-03 -0.38286 0.04239 1.68E-19 -2.12748 0.8413 1.14E-02 1.23E-02 1.85E-01 12
ENSG00000119737 2 GPR75 54083588 rs6713523 2 54109239 G A 0.18489 0.231354 0.09231 1.22E-02 -0.08799 0.01143 1.37E-14 -2.6292 1.1032 1.72E-02 1.72E-02 3.91E-02 20
ENSG00000170634 2 ACYP2 54437488 rs7559380 2 54356797 T A 0.47515 0.147455 0.07265 4.24E-02 -0.40421 0.00777 ####### -0.3648 0.17986 4.25E-02 5.97E-01 1.67E-01 20
ENSG00000143951 2 WDPCP 63701747 rs1261897 2 63607443 T C 0.29622 -0.17646 0.08303 3.36E-02 0.25287 0.00975 ####### -0.69784 0.32946 3.42E-02 1.27E-01 2.79E-01 20
ENSG00000237576 2 LINC01888 69062016 rs1342830 2 69060966 G A 0.24553 -0.19567 0.0826 1.78E-02 0.18222 0.02135 1.41E-17 -1.07376 0.47041 2.25E-02 2.25E-02 3.82E-01 20
ENSG00000228329 2 LINC01890 69062136 rs756957 2 69057639 A T 0.09046 -0.27483 0.12764 3.13E-02 0.35077 0.03585 1.30E-22 -0.7835 0.37259 3.55E-02 1.00E-01 1.23E-01 20
ENSG00000114993 2 RTKN 74661256 rs7556852 2 74669515 T G 0.17694 -0.21501 0.09552 2.44E-02 0.06735 0.01078 4.24E-10 -3.19251 1.50759 3.42E-02 3.42E-02 2.46E-01 20
ENSG00000115274 2 INO80B 74685080 rs2268416 2 74690039 A G 0.15905 -0.25312 0.10248 1.35E-02 -0.34868 0.01173 ####### 0.72593 0.29491 1.38E-02 9.73E-03 5.64E-01 20
ENSG00000239779 2 WBP1 74686737 rs104791 2 74699778 A C 0.15805 -0.24614 0.10333 1.72E-02 -0.101 0.01321 2.05E-14 2.43713 1.07154 2.29E-02 7.56E-02 5.34E-01 20
ENSG00000115275 2 MOGS 74690360 rs3755448 2 74740961 T C 0.15308 -0.22863 0.10318 2.67E-02 0.14233 0.01163 1.92E-34 -1.60639 0.73673 2.92E-02 7.63E-02 5.09E-01 20
ENSG00000204822 2 MRPL53 74699767 rs126217 2 74716140 G A 0.15905 -0.24807 0.10225 1.53E-02 -0.71682 0.01183 ####### 0.346074 0.14275 1.53E-02 4.31E-02 2.77E-01 20
ENSG00000115282 2 TTC31 74716106 rs1045414 2 74725804 T C 0.15408 -0.24083 0.10309 1.95E-02 0.1667 0.01165 1.93E-46 -1.44467 0.6266 2.11E-02 3.68E-02 7.17E-01 20
ENSG00000179528 2 LBX2 74728418 rs1063588 2 74690378 T C 0.15805 -0.24571 0.10333 1.74E-02 0.26087 0.01203 ####### -0.94188 0.39845 1.81E-02 9.07E-03 3.62E-01 20
ENSG00000115317 2 HTRA2 74758488 rs7247054 2 74757554 T G 0.02783 -0.51267 0.2243 2.23E-02 -0.29658 0.02914 2.52E-24 1.72859 0.77511 2.57E-02 3.76E-03 1.25E-01 20
ENSG00000115325 2 DOK1 74780417 rs1112643 2 74789700 T A 0.14016 -0.28977 0.10704 6.79E-03 -0.10177 0.01186 9.57E-18 2.84723 1.10292 9.84E-03 6.32E-03 8.96E-01 20
ENSG00000229648 2 RPSAP22 85718478 rs728444 2 85728695 T A 0.25149 -0.20041 0.08647 2.05E-02 -0.70444 0.02387 ####### 0.284495 0.12312 2.09E-02 3.04E-02 1.77E-01 20
ENSG00000168906 2 MAT2A 85769345 rs1271414 2 85813834 G A 0.15706 0.21188 0.10053 3.51E-02 0.32237 0.01955 4.24E-61 0.657255 0.31438 3.66E-02 8.42E-03 6.49E-01 20
ENSG00000168890 2 TMEM150A 85827995 rs1428250 2 85796407 T C 0.24155 -0.18871 0.08791 3.18E-02 -0.12728 0.00963 6.60E-40 1.48266 0.69975 3.41E-02 1.02E-01 4.33E-01 20
ENSG00000115525 2 ST3GAL5 86091202 rs1261449 2 86096042 A G 0.19384 0.199199 0.08212 1.53E-02 -0.41819 0.00919 ####### -0.47634 0.19664 1.54E-02 2.65E-01 3.43E-01 20
ENSG00000232504 2 ST3GAL5-AS1 86117253 rs6215057 2 86128647 T C 0.26541 0.172424 0.07712 2.54E-02 -0.22137 0.02243 5.58E-23 -0.77889 0.3572 2.92E-02 8.93E-02 6.26E-01 20
ENSG00000237510 2 GPAT2P1 96460658 rs6215304 2 96966193 C G 0.32505 0.181302 0.08476 3.24E-02 -0.46772 0.01997 ####### -0.38763 0.18197 3.32E-02 2.35E-02 7.18E-01 20
ENSG00000198885 2 ITPRIPL1 96992580 rs1081717 2 96978317 G C 0.34294 -0.15972 0.08092 4.84E-02 -0.27412 0.00899 ####### 0.582672 0.29581 4.89E-02 1.97E-01 1.70E-02 20
ENSG00000196843 2 ARID5A 97210427 rs2278563 2 97212693 T C 0.26441 0.237717 0.0861 5.76E-03 -0.24968 0.00893 ####### -0.9521 0.34651 6.00E-03 6.35E-03 1.82E-02 20
ENSG00000075568 2 TMEM131 98492593 rs7395978 2 98332806 A C 0.08052 0.500537 0.23027 2.97E-02 0.13755 0.0176 5.44E-15 3.63883 1.73753 3.62E-02 1.93E-01 5.83E-02 20
ENSG00000170500 2 LONRF2 100914474 rs1112382 2 100916315 A G 0.51491 0.160909 0.07176 2.49E-02 -0.11245 0.00814 1.92E-43 -1.4309 0.64648 2.69E-02 1.88E-02 4.86E-01 20
ENSG00000135953 2 MFSD9 103342823 rs2540317 2 103349807 G A 0.2336 0.272149 0.08808 2.00E-03 0.77276 0.00867 ####### 0.352177 0.11405 2.02E-03 1.21E-01 4.12E-01 20
ENSG00000125633 2 CCDC93 118722381 rs2194538 2 118639698 C T 0.09046 -0.2615 0.103 1.11E-02 -0.11728 0.01549 3.73E-14 2.2298 0.92636 1.61E-02 1.61E-02 5.47E-01 20
ENSG00000019169 2 MARCO 119725989 rs4491733 2 119718028 G A 0.23857 -0.20838 0.07806 7.60E-03 -0.85524 0.0077 ####### 0.243653 0.0913 7.61E-03 3.92E-01 2.28E-01 20
ENSG00000173272 2 MZT2A 132236394 rs941331 2 132267264 T C 0.21968 0.161548 0.08134 4.70E-02 0.36271 0.0111 ####### 0.445397 0.22467 4.74E-02 2.00E-01 2.39E-01 18
ENSG00000152117 2 SMPD4BP 132264766 rs3817562 2 132256251 G A 0.21968 0.161905 0.08133 4.65E-02 -0.98689 0.02025 ####### -0.16406 0.08248 4.67E-02 1.39E-01 5.39E-01 20
ENSG00000144283 2 PKP4 159426433 rs6709528 2 158970425 C T 0.49205 -0.23896 0.0702 6.65E-04 0.35515 0.00841 ####### -0.67283 0.19831 6.92E-04 1.19E-02 7.89E-01 20
ENSG00000138449 2 SLC40A1 190436894 rs7586757 2 190441286 T C 0.3171 -0.16897 0.07737 2.90E-02 0.4568 0.00824 ####### -0.36989 0.16951 2.91E-02 1.34E-01 6.13E-01 20
ENSG00000081320 2 STK17B 197019758 rs1246798 2 196999649 C T 0.35189 0.184659 0.07603 1.51E-02 0.19471 0.00828 ####### 0.948399 0.39254 1.57E-02 1.70E-01 2.87E-01 20
ENSG00000229056 2 HECW2-AS1 197126838 rs7292332 2 197138653 A G 0.24056 0.211725 0.08797 1.61E-02 -0.17449 0.02758 2.51E-10 -1.21342 0.53943 2.45E-02 7.34E-02 5.76E-01 20
ENSG00000173166 2 RAPH1 204329600 rs1683985 2 204366776 A G 0.17396 0.182227 0.0825 2.72E-02 -0.08164 0.01031 2.44E-15 -2.23197 1.04907 3.34E-02 2.56E-01 6.21E-01 20
ENSG00000144401 2 METTL21A 208468003 rs1045780 2 208467150 A G 0.167 -0.20952 0.10171 3.94E-02 -0.84069 0.01126 ####### 0.24922 0.12104 3.95E-02 3.03E-01 1.64E-01 20
ENSG00000144579 2 CTDSP1 219266821 rs2227255 2 219267781 C T 0.3837 0.185002 0.07044 8.63E-03 0.07013 0.00955 2.10E-13 2.63809 1.06685 1.34E-02 1.34E-02 1.13E-01 20
ENSG00000156966 2 B3GNT7 232263064 rs4973397 2 232291471 C T 0.27932 -0.19862 0.07828 1.12E-02 -0.08054 0.00914 1.20E-18 2.4662 1.01144 1.48E-02 4.64E-02 4.31E-01 20
ENSG00000077044 2 DGKD 234321951 rs2924808 2 234329816 C G 0.35885 0.195725 0.07112 5.92E-03 0.13043 0.00841 3.45E-54 1.50063 0.55378 6.73E-03 5.42E-02 5.34E-01 20
ENSG00000085982 2 USP40 234429797 rs6219277 2 234464498 C T 0.1501 0.313475 0.10061 1.83E-03 -0.84401 0.01935 ####### -0.37141 0.1195 1.88E-03 1.49E-01 7.76E-01 20
ENSG00000231682 2 LINC01891 235358236 rs1342888 2 235354348 C T 0.36084 0.188237 0.07445 1.15E-02 0.71799 0.0172 ####### 0.262171 0.10388 1.16E-02 1.45E-01 8.36E-01 20
ENSG00000188042 2 ARL4C 235403691 rs906747 2 235334930 A G 0.45825 -0.16892 0.07202 1.90E-02 0.18768 0.00788 ####### -0.90007 0.38563 1.96E-02 2.93E-01 6.77E-01 20
ENSG00000065802 2 ASB1 239348137 rs563458 2 239345613 T A 0.44135 0.158073 0.07167 2.74E-02 -0.38063 0.00775 ####### -0.4153 0.18848 2.76E-02 1.94E-01 3.28E-01 20
ENSG00000197548 3 ATG7 11456567 rs644224 3 11272005 G A 0.16103 0.20785 0.08788 1.80E-02 -0.29893 0.01038 ####### -0.69532 0.29498 1.84E-02 7.45E-02 9.11E-01 20
ENSG00000132170 3 PPARG 12402361 rs1699346 3 12504295 C A 0.42744 0.152905 0.07272 3.55E-02 0.25282 0.00795 ####### 0.604793 0.28828 3.59E-02 6.16E-01 6.01E-01 20
ENSG00000131389 3 SLC6A6 14487466 rs2304510 3 14520560 C G 0.14811 0.220873 0.10435 3.43E-02 0.4502 0.01053 ####### 0.490612 0.23207 3.45E-02 4.85E-02 1.95E-01 20
ENSG00000206562 3 METTL6 15452427 rs2290536 3 15469001 A C 0.17694 -0.19542 0.08806 2.65E-02 -0.30366 0.0156 2.02E-84 0.643549 0.29189 2.75E-02 1.29E-01 4.91E-01 20
ENSG00000182247 3 UBE2E2 23438897 rs778472 3 23505899 C T 0.41352 0.147194 0.07174 4.02E-02 -0.19905 0.00795 ####### -0.73949 0.36162 4.09E-02 8.47E-01 8.63E-02 20
ENSG00000008226 3 DLEC1 38123106 rs3753168 3 38062412 A G 0.36879 -0.17333 0.07407 1.93E-02 -0.10762 0.00831 2.45E-38 1.6105 0.69942 2.13E-02 1.64E-02 5.97E-02 20
ENSG00000060971 3 ACAA1 38171467 rs6109532 3 38168125 C A 0.0507 -0.2883 0.14178 4.20E-02 -0.45176 0.02712 2.75E-62 0.638175 0.31616 4.35E-02 1.31E-02 3.04E-02 20
ENSG00000144671 3 SLC22A14 38341925 rs2011 3 38296817 A G 0.35487 0.161823 0.07329 2.72E-02 -0.06363 0.00926 6.31E-12 -2.54321 1.20974 3.55E-02 3.55E-02 7.66E-02 14
ENSG00000114745 3 GORASP1 39144002 rs1145559 3 39139339 A G 0.02783 0.451013 0.17313 9.19E-03 -0.38135 0.02801 3.25E-42 -1.18267 0.46222 1.05E-02 4.81E-02 6.03E-01 20
ENSG00000168036 3 CTNNB1 41268957 rs1722846 3 41233889 T C 0.43638 -0.15281 0.07187 3.35E-02 -0.26552 0.00786 ####### 0.575513 0.2712 3.38E-02 2.75E-01 4.14E-01 20
ENSG00000244607 3 CCDC13 42774450 rs187112 3 42814668 T A 0.1998 0.213516 0.10674 4.55E-02 0.27592 0.01029 ####### 0.773841 0.38791 4.61E-02 4.33E-01 6.36E-01 20
ENSG00000173811 3 CCDC13-AS1 42781163 rs1249332 3 42782498 A T 0.1839 0.212229 0.1048 4.29E-02 0.54145 0.02785 3.39E-84 0.391967 0.1946 4.40E-02 1.18E-01 7.22E-01 20
ENSG00000225611 3 CCDC13-AS2 42813615 rs1248817 3 42810626 A G 0.2008 0.233422 0.1067 2.87E-02 0.72093 0.02271 ####### 0.323781 0.14836 2.91E-02 3.30E-01 5.64E-01 20
ENSG00000011198 3 ABHD5 43753734 rs5565920 3 43714796 G A 0.04771 0.34763 0.16639 3.67E-02 -0.37046 0.01773 6.05E-97 -0.93838 0.45139 3.76E-02 1.48E-01 5.12E-02 20
ENSG00000144791 3 LIMD1 45662358 rs3604720 3 45690948 A C 0.24155 -0.1968 0.08272 1.74E-02 0.22666 0.00925 ####### -0.86825 0.36667 1.79E-02 2.71E-02 8.79E-01 20
ENSG00000172215 3 CXCR6 45986135 rs1728239 3 46179481 G A 0.09443 0.256114 0.1014 1.15E-02 -0.31937 0.01337 ####### -0.80194 0.31926 1.20E-02 5.97E-02 3.89E-01 20

Supplementary Table S3  The SMR analysis was employed to analyze the association between eQTLGen's eQTL and vitiligo.



ENSG00000183625 3 CCR3 46256646 rs1388604 3 46276878 A T 0.33698 -0.20255 0.08211 1.36E-02 0.59902 0.00775 ####### -0.33813 0.13715 1.37E-02 6.76E-03 4.74E-02 20
ENSG00000164068 3 RNF123 49742947 rs4855882 3 49715354 G T 0.166 0.246242 0.11505 3.23E-02 0.1053 0.01075 1.23E-22 2.3384 1.11833 3.65E-02 3.65E-02 4.38E-02 20
ENSG00000007402 3 CACNA2D2 50470954 rs622608 3 50474624 A G 0.10835 0.455547 0.12803 3.73E-04 -0.14247 0.0128 8.98E-29 -3.19756 0.94345 7.01E-04 7.01E-04 8.35E-02 20
ENSG00000114735 3 HEMK1 50614474 rs2232245 3 50606807 A G 0.12425 0.348696 0.11027 1.57E-03 -0.21539 0.01238 7.80E-68 -1.61893 0.52032 1.86E-03 1.76E-01 8.53E-02 20
ENSG00000041880 3 PARP3 51979622 rs6226038 3 51163442 G T 0.166 0.222777 0.09847 2.37E-02 0.07132 0.01247 1.06E-08 3.12364 1.48468 3.54E-02 3.54E-02 9.50E-01 18
ENSG00000162244 3 RPL29 52028787 rs1165382 3 51907243 C A 0.01193 1.32137 0.58184 2.31E-02 -0.71998 0.101 1.01E-12 -1.83528 0.84815 3.05E-02 1.52E-01 2.22E-01 6
ENSG00000164087 3 POC1A 52148987 rs352150 3 52209995 G A 0.09443 -0.20553 0.10378 4.77E-02 0.32554 0.01528 ####### -0.63137 0.32018 4.86E-02 4.88E-01 9.99E-01 20
ENSG00000114841 3 DNAH1 52392421 rs1705205 3 52331266 G C 0.10437 0.310401 0.14627 3.38E-02 -0.24778 0.01282 3.54E-83 -1.25275 0.59389 3.49E-02 4.89E-01 3.53E-01 20
ENSG00000168297 3 PXK 58365177 rs7633553 3 58440236 T C 0.27734 0.193941 0.07137 6.58E-03 0.31048 0.00928 ####### 0.624645 0.23064 6.76E-03 3.04E-01 5.56E-01 20
ENSG00000144744 3 UBA3 69116720 rs6766693 3 69120074 T C 0.39861 -0.1786 0.07314 1.46E-02 0.1149 0.01198 8.81E-22 -1.55442 0.65683 1.80E-02 6.27E-02 1.21E-01 20
ENSG00000144736 3 SHQ1 72854746 rs6225165 3 72811827 T C 0.2326 -0.19554 0.07747 1.16E-02 0.09713 0.00961 5.13E-24 -2.0131 0.82207 1.43E-02 3.24E-02 1.53E-01 20
ENSG00000163320 3 CGGBP1 88150064 rs1262958 3 88171228 C A 0.12227 -0.28642 0.10078 4.48E-03 0.56512 0.0116 ####### -0.50683 0.17863 4.55E-03 1.07E-02 2.51E-01 17
ENSG00000184220 3 CMSS1 99717062 rs2449106 3 99602087 A G 0.43141 0.154234 0.07375 3.65E-02 -0.41335 0.00871 ####### -0.37313 0.1786 3.67E-02 3.57E-01 5.44E-01 20
ENSG00000036054 3 TBC1D23 100011969 rs4928169 3 100034849 A T 0.44036 0.145767 0.07162 4.18E-02 0.09668 0.01217 1.93E-15 1.50775 0.76477 4.87E-02 4.87E-02 3.28E-01 20
ENSG00000114439 3 BBX 107385977 rs1697689 3 107262113 A G 0.10437 -0.21784 0.10406 3.63E-02 -0.27184 0.01271 ####### 0.801363 0.38464 3.72E-02 2.52E-01 3.88E-01 20
ENSG00000196776 3 CD47 107786008 rs326361 3 107819041 A G 0.4493 -0.15169 0.07284 3.73E-02 0.39113 0.0078 ####### -0.38783 0.1864 3.75E-02 7.02E-01 3.26E-01 20
ENSG00000121570 3 DPPA4 109050703 rs1183655 3 109046621 A G 0.0666 -0.39294 0.19037 3.90E-02 0.37195 0.01494 ####### -1.05643 0.51358 3.97E-02 1.19E-01 2.00E-01 20
ENSG00000163617 3 CCDC191 113729222 rs1192680 3 113716380 T G 0.30418 -0.23014 0.08278 5.44E-03 0.17492 0.00971 1.38E-72 -1.31567 0.47885 6.00E-03 6.61E-02 6.98E-01 20
ENSG00000181722 3 ZBTB20 114461529 rs7582855 3 114484655 G C 0.02286 0.58204 0.23064 1.16E-02 -0.38671 0.04698 1.86E-16 -1.50511 0.62381 1.58E-02 1.05E-01 5.32E-02 12
ENSG00000144847 3 IGSF11 118742159 rs6784208 3 118931389 C T 0.0338 0.503689 0.21589 1.96E-02 0.46941 0.01973 ####### 1.07303 0.46213 2.02E-02 9.53E-02 5.67E-01 20
ENSG00000176142 3 TMEM39A 119168012 rs1171436 3 119129803 A G 0.36581 -0.15423 0.07167 3.14E-02 -0.09589 0.00838 2.52E-30 1.60837 0.76048 3.44E-02 5.44E-02 8.50E-01 20
ENSG00000082701 3 GSK3B 119676717 rs6765483 3 119927508 T A 0.22167 -0.16743 0.08418 4.67E-02 0.30276 0.00891 ####### -0.55302 0.27853 4.71E-02 1.61E-01 8.11E-01 20
ENSG00000249846 3 LINC02021 129834876 rs4072146 3 129829463 A C 0.47416 -0.14805 0.07198 3.97E-02 -0.62621 0.01802 ####### 0.236419 0.11515 4.01E-02 8.09E-01 6.64E-01 20
ENSG00000196353 3 CPNE4 131628326 rs1307776 3 131563646 G A 0.26243 -0.16234 0.07952 4.12E-02 -0.07567 0.00879 7.14E-18 2.14534 1.07995 4.70E-02 1.36E-01 4.04E-01 20
ENSG00000240890 3 G2E3P1 132106642 rs6776932 3 132102933 A G 0.45726 -0.19352 0.07319 8.19E-03 0.09958 0.01007 4.60E-23 -1.94332 0.7608 1.06E-02 6.46E-02 1.39E-01 18
ENSG00000163751 3 CPA3 148599013 rs7648905 3 148619410 C T 0.38966 0.181146 0.07319 1.33E-02 0.11586 0.00813 3.92E-46 1.56345 0.64111 1.47E-02 9.03E-02 1.25E-01 20
ENSG00000163755 3 HPS3 148869445 rs3429140 3 148818651 T C 0.02485 0.482063 0.2278 3.43E-02 0.53335 0.02231 ####### 0.903837 0.42878 3.50E-02 7.01E-01 2.26E-01 20
ENSG00000163661 3 PTX3 157157997 rs1350148 3 157192294 G A 0.27833 -0.24202 0.08999 7.16E-03 -0.05456 0.00927 3.92E-09 4.43568 1.81328 1.44E-02 1.44E-02 1.32E-02 20
ENSG00000171121 3 KCNMB3 178971160 rs6179648 3 178930087 T C 0.19483 0.245554 0.09611 1.06E-02 0.11347 0.01142 2.99E-23 2.16403 0.87461 1.34E-02 4.86E-02 3.37E-01 20
ENSG00000175193 3 PARL 183574947 rs7644746 3 183596184 T C 0.45129 0.188315 0.07097 7.97E-03 -0.16292 0.00801 5.74E-92 -1.15588 0.43929 8.51E-03 3.44E-01 2.94E-02 20
ENSG00000213139 3 CRYGS 186260360 rs1093725 3 186260740 G A 0.44732 0.163897 0.07212 2.31E-02 0.13546 0.00797 8.70E-65 1.20991 0.53713 2.43E-02 9.22E-02 2.65E-01 20
ENSG00000173950 3 XXYLT1 194890452 rs6228706 3 194992240 G A 0.2167 0.217562 0.08383 9.45E-03 -0.19502 0.01038 9.54E-79 -1.11559 0.43394 1.01E-02 3.96E-01 4.28E-01 20
ENSG00000185485 3 SDHAP1 195701904 rs2291652 3 195477791 A G 0.45825 0.142963 0.07199 4.70E-02 0.52124 0.01647 ####### 0.274276 0.13838 4.75E-02 4.66E-01 3.32E-01 20
ENSG00000072840 4 EVC 5771848 rs2291157 4 5721021 C A 0.09543 -0.39044 0.1628 1.65E-02 0.1287 0.01461 1.24E-18 -3.0338 1.31099 2.07E-02 4.60E-02 1.10E-01 20
ENSG00000013288 4 MAN2B2 6600995 rs1173074 4 6614954 T C 0.16899 -0.19829 0.09747 4.19E-02 -0.61024 0.0114 ####### 0.324929 0.15984 4.21E-02 2.74E-03 1.13E-01 20
ENSG00000109743 4 BST1 15722254 rs345599 4 15730146 G T 0.43738 0.151751 0.07235 3.59E-02 0.48273 0.00752 ####### 0.314358 0.14995 3.60E-02 3.01E-01 7.63E-01 20
ENSG00000153012 4 LGI2 25016485 rs1687654 4 25000006 T A 0.1332 -0.22736 0.09575 1.76E-02 -0.16928 0.0113 1.00E-50 1.34309 0.57267 1.90E-02 3.77E-02 4.43E-01 16
ENSG00000251129 4 LINC02506 32078023 rs1001637 4 31998562 G A 0.19583 0.172098 0.0829 3.79E-02 0.89169 0.02159 ####### 0.193002 0.09308 3.81E-02 5.98E-01 9.77E-01 20
ENSG00000109790 4 KLHL5 39087568 rs3806735 4 38953128 C T 0.40159 -0.15141 0.07316 3.85E-02 -0.44089 0.00776 ####### 0.343425 0.16605 3.86E-02 3.36E-01 8.87E-01 20
ENSG00000163694 4 RBM47 40529082 rs131401 4 40735334 A G 0.36779 -0.15169 0.07391 4.01E-02 0.20728 0.00893 ####### -0.7318 0.35797 4.09E-02 3.20E-01 5.65E-01 20
ENSG00000179299 4 NSUN7 40781958 rs3524262 4 40734812 G C 0.36978 -0.15169 0.07391 4.01E-02 0.36452 0.00795 ####### -0.41613 0.20297 4.03E-02 3.60E-01 9.63E-01 20
ENSG00000248780 4 ARL4AP2 40788427 rs2573187 4 40735769 T C 0.37873 -0.1479 0.07392 4.54E-02 0.29582 0.02083 9.11E-46 -0.49995 0.25235 4.76E-02 5.50E-02 7.42E-01 20
ENSG00000064042 4 LIMCH1 41531842 rs644706 4 41363729 G A 0.39563 0.158954 0.07415 3.20E-02 0.11929 0.00825 2.43E-47 1.33246 0.62834 3.40E-02 1.58E-01 1.53E-01 20
ENSG00000151806 4 GUF1 44691693 rs3540412 4 44676287 C T 0.53877 0.160855 0.0752 3.24E-02 0.33619 0.00989 ####### 0.478466 0.22411 3.28E-02 9.07E-02 7.19E-02 20
ENSG00000163281 4 GNPDA2 44716248 rs1172439 4 44725334 C G 0.24453 0.20334 0.0936 2.98E-02 0.16907 0.00946 1.98E-71 1.20268 0.5577 3.10E-02 9.97E-02 6.44E-02 20
ENSG00000109189 4 USP46 53492921 rs9994546 4 53578213 T C 0.13121 -0.24235 0.10986 2.74E-02 0.14024 0.01225 2.49E-30 -1.72805 0.79779 3.03E-02 1.48E-01 1.30E-02 20
ENSG00000226950 4 DANCR 53582557 rs7324868 4 53570498 T C 0.13121 -0.24573 0.11015 2.57E-02 0.69876 0.01599 ####### -0.35167 0.15785 2.59E-02 1.01E-01 1.95E-02 20
ENSG00000072201 4 LNX1 54446520 rs6827269 4 54320617 C T 0.29125 -0.18106 0.07658 1.81E-02 -0.10298 0.00876 7.06E-32 1.75815 0.75852 2.05E-02 6.61E-02 1.88E-01 20
ENSG00000163743 4 RCHY1 76422110 rs1051814 4 76417784 C T 0.21869 -0.23003 0.09125 1.17E-02 0.48832 0.0092 ####### -0.47106 0.18708 1.18E-02 1.76E-01 4.10E-01 20
ENSG00000138777 4 PPA2 106342736 rs6857688 4 106270353 C A 0.19483 -0.21078 0.10371 4.21E-02 0.19043 0.01089 1.59E-68 -1.1069 0.54827 4.35E-02 8.40E-01 8.42E-01 20
ENSG00000183423 4 LRIT3 110781414 rs3470625 4 110761904 G T 0.14513 0.216248 0.0983 2.78E-02 -0.13778 0.01168 4.00E-32 -1.56949 0.72575 3.06E-02 6.42E-02 9.70E-01 20
ENSG00000256043 4 CTSO 156860169 rs1000242 4 156872831 T C 0.08052 -0.22851 0.09956 2.17E-02 -0.29935 0.01199 ####### 0.763348 0.33398 2.23E-02 3.10E-01 5.59E-01 20
ENSG00000181381 4 DDX60L 169368411 rs2319913 4 169426363 G A 0.32406 -0.1733 0.08099 3.24E-02 0.46726 0.00995 ####### -0.37089 0.17351 3.25E-02 5.88E-01 4.85E-01 20
ENSG00000250848 5 PPP4R2P1 289692 rs1336055 5 232637 A G 0.11034 -0.36373 0.1374 8.11E-03 -0.30437 0.03295 2.53E-20 1.19501 0.46959 1.09E-02 4.16E-02 9.25E-02 20
ENSG00000171368 5 TPPP 677196 rs4957080 5 644552 T G 0.19086 0.275238 0.09588 4.10E-03 -0.16719 0.01047 1.88E-57 -1.64622 0.58266 4.72E-03 2.15E-02 7.31E-01 20
ENSG00000028310 5 BRD9 871672 rs7270319 5 914455 A G 0.03877 0.320868 0.15785 4.21E-02 0.33506 0.01943 1.15E-66 0.957656 0.47439 4.35E-02 2.57E-03 4.86E-01 20
ENSG00000049656 5 CLPTM1L 1331536 rs1317045 5 1317481 G A 0.21571 -0.19521 0.08861 2.76E-02 0.07768 0.00994 5.61E-15 -2.51294 1.18517 3.40E-02 8.73E-02 9.09E-01 20
ENSG00000198865 5 CCDC152 42779682 rs3797310 5 42756940 T C 0.29026 0.177705 0.07555 1.87E-02 0.40853 0.01026 ####### 0.434982 0.18525 1.89E-02 5.28E-03 1.22E-01 20
ENSG00000250722 5 SELENOP 42843738 rs614603 5 42741432 G A 0.29125 0.177237 0.07554 1.90E-02 0.07927 0.0088 2.03E-19 2.23575 0.98472 2.32E-02 2.32E-02 2.01E-01 20
ENSG00000134363 5 FST 52779601 rs7680379 5 52778262 G T 0.01491 0.774163 0.28658 6.90E-03 1.38663 0.03735 ####### 0.558306 0.20722 7.05E-03 3.45E-01 4.85E-01 20
ENSG00000164251 5 F2RL1 76122949 rs7703930 5 76111386 G T 0.48608 0.22099 0.06958 1.49E-03 0.78264 0.00994 ####### 0.282367 0.08898 1.51E-03 1.33E-01 3.37E-01 20
ENSG00000164253 5 WDR41 76819115 rs441102 5 76738970 T C 0.15109 -0.23219 0.104 2.56E-02 -0.76992 0.01089 ####### 0.301578 0.13515 2.57E-02 3.03E-01 2.90E-01 20
ENSG00000171530 5 TBCA 77075797 rs254415 5 77071703 T G 0.34294 -0.24063 0.07945 2.46E-03 0.3337 0.01585 2.21E-98 -0.72109 0.24055 2.72E-03 3.85E-02 1.35E-01 20
ENSG00000249825 5 THBS4-AS1 79363837 rs5615210 5 79400554 T C 0.14811 -0.24427 0.09927 1.39E-02 -0.38299 0.02942 9.95E-39 0.637808 0.2638 1.56E-02 2.24E-01 5.61E-01 20
ENSG00000152348 5 ATG10 81420260 rs1124139 5 81359709 G A 0.22962 -0.19018 0.08705 2.89E-02 0.50595 0.009 ####### -0.37589 0.17218 2.90E-02 2.23E-01 2.72E-01 20
ENSG00000243806 5 RPL7P18 94162032 rs152286 5 94193334 G A 0.10934 -0.27354 0.09797 5.24E-03 1.03552 0.02611 ####### -0.26416 0.09485 5.35E-03 2.30E-02 7.09E-02 20
ENSG00000184349 5 EFNA5 106859593 rs6235557 5 106833906 T C 0.08052 0.309812 0.11484 6.98E-03 0.11473 0.01488 1.24E-14 2.70037 1.06041 1.09E-02 5.00E-02 4.23E-01 10
ENSG00000145743 5 FBXL17 107456267 rs5884467 5 107607603 A G 0.14314 0.235259 0.09762 1.60E-02 -0.2231 0.01095 2.72E-92 -1.05452 0.44061 1.67E-02 2.88E-02 7.71E-01 20
ENSG00000248445 5 SEMA6A-AS1 115813607 rs2303752 5 115785512 T C 0.12028 -0.26581 0.11771 2.39E-02 0.42353 0.01644 ####### -0.62759 0.27898 2.45E-02 8.11E-02 7.91E-01 20
ENSG00000169570 5 DTWD2 118248628 rs6893733 5 118295297 T C 0.48012 0.156268 0.07231 3.07E-02 -0.14008 0.00794 1.26E-69 -1.11557 0.52009 3.20E-02 1.71E-02 2.86E-02 20
ENSG00000155324 5 GRAMD2B 125764005 rs4836256 5 125760388 A G 0.18986 0.241423 0.0996 1.54E-02 -0.18661 0.01012 5.37E-76 -1.29376 0.53835 1.63E-02 2.28E-01 3.41E-02 20
ENSG00000186687 5 LYRM7 130523811 rs6595994 5 130403098 T C 0.09245 0.312875 0.13192 1.77E-02 -0.229 0.01427 6.10E-58 -1.36624 0.5823 1.90E-02 6.50E-02 4.74E-01 20
ENSG00000213585 5 VDAC1 133324215 rs4958203 5 133327915 G A 0.3161 0.155301 0.07738 4.47E-02 -0.16061 0.01424 1.61E-29 -0.96696 0.48935 4.82E-02 1.91E-01 2.19E-01 20
ENSG00000228672 5 PROB1 138729260 rs1006387 5 138728533 T C 0.38072 0.171764 0.07629 2.43E-02 -0.10573 0.01002 4.89E-26 -1.62455 0.73774 2.77E-02 2.77E-02 4.10E-01 20
ENSG00000170469 5 SPATA24 138736014 rs6238528 5 138736495 T C 0.37873 0.202621 0.07295 5.48E-03 0.18655 0.00882 2.32E-99 1.08613 0.39441 5.89E-03 2.18E-01 5.48E-01 20
ENSG00000170464 5 DNAJC18 138762229 rs3923060 5 138775301 C T 0.29424 0.203127 0.07748 8.75E-03 0.29813 0.00899 ####### 0.68133 0.26068 8.96E-03 7.70E-02 6.92E-01 20
ENSG00000184584 5 STING1 138858819 rs7380272 5 138860604 T C 0.15308 0.208032 0.09925 3.61E-02 -0.32411 0.01167 ####### -0.64186 0.3071 3.66E-02 5.65E-01 5.06E-01 20
ENSG00000251453 5 HAUS1P1 139961504 rs778603 5 139998807 A G 0.48509 -0.16141 0.07461 3.05E-02 0.23396 0.01979 2.92E-32 -0.68988 0.32418 3.33E-02 2.21E-02 8.43E-01 20
ENSG00000131495 5 NDUFA2 140022847 rs778593 5 140027216 C T 0.40358 0.164996 0.07178 2.15E-02 -0.33236 0.00948 ####### -0.49644 0.21642 2.18E-02 4.71E-02 7.25E-01 20
ENSG00000113141 5 IK 140034353 rs778594 5 140027304 C T 0.40358 0.164987 0.07178 2.15E-02 0.22499 0.008 ####### 0.733311 0.32008 2.20E-02 3.01E-01 9.24E-01 20
ENSG00000120314 5 WDR55 140048985 rs2530239 5 140062547 T C 0.43837 0.14904 0.07203 3.85E-02 0.37635 0.00767 ####### 0.396013 0.19157 3.87E-02 3.24E-02 8.20E-01 20
ENSG00000055147 5 FAM114A2 153394092 rs478020 5 153429169 A G 0.38569 -0.14596 0.07331 4.65E-02 -0.10781 0.0082 1.96E-39 1.35395 0.68777 4.90E-02 3.73E-02 2.19E-01 20
ENSG00000164576 5 SAP30L 153830704 rs734200 5 153838284 C A 0.48211 0.147055 0.07249 4.25E-02 -0.137 0.00794 9.84E-67 -1.07338 0.53277 4.39E-02 1.50E-02 8.97E-02 20
ENSG00000145850 5 TIMD4 156368279 rs953569 5 156477400 G T 0.47416 -0.19341 0.07125 6.64E-03 -0.13066 0.00795 1.01E-60 1.48021 0.5527 7.40E-03 5.37E-02 7.05E-01 20
ENSG00000155868 5 MED7 156575226 rs1460526 5 156531274 G T 0.01193 0.506661 0.16778 2.53E-03 -0.34792 0.06376 4.86E-08 -1.45624 0.55116 8.24E-03 8.24E-03 5.84E-02 8
ENSG00000170584 5 NUDCD2 162883820 rs1179622 5 162897366 T A 0.03777 -0.38608 0.14788 9.03E-03 -0.15155 0.01993 2.87E-14 2.54758 1.03169 1.35E-02 1.35E-02 9.94E-01 20
ENSG00000043462 5 LCP2 169699236 rs1265230 5 169735262 C G 0.16004 0.226795 0.10691 3.39E-02 0.22037 0.01103 8.42E-89 1.02914 0.48787 3.49E-02 3.78E-01 5.66E-01 14
ENSG00000196670 5 ZFP62 180281448 rs2121116 5 180285913 G A 0.50795 0.156194 0.07204 3.01E-02 0.24022 0.01085 ####### 0.650207 0.30131 3.09E-02 1.47E-01 6.90E-01 20
ENSG00000183718 5 TRIM52 180684768 rs943957 5 180686958 T C 0.22565 -0.18213 0.08926 4.13E-02 0.1081 0.00992 1.14E-27 -1.68481 0.84001 4.49E-02 2.27E-01 4.44E-01 20
ENSG00000248275 5 TRIM52-AS1 180693760 rs3857302 5 180689509 C G 0.27535 -0.16007 0.07957 4.42E-02 -1.06169 0.0157 ####### 0.150768 0.07498 4.43E-02 4.27E-01 5.76E-01 20
ENSG00000168566 6 SNRNP48 7601316 rs6597272 6 7613983 A G 0.09642 0.327308 0.13288 1.38E-02 -0.58463 0.01354 ####### -0.55986 0.22766 1.39E-02 9.32E-02 9.96E-01 20
ENSG00000111859 6 NEDD9 11283056 rs7755052 6 11180793 T C 0.17296 0.222448 0.0895 1.29E-02 0.19544 0.01042 1.60E-78 1.1382 0.46196 1.37E-02 1.13E-02 8.76E-02 20
ENSG00000111863 6 ADTRP 11759783 rs9469930 6 11721221 G A 0.34294 -0.16435 0.07455 2.75E-02 -0.32537 0.01624 2.63E-89 0.505108 0.23051 2.84E-02 4.12E-01 7.96E-01 20
ENSG00000187837 6 H1-2 26056333 rs807214 6 26061769 G C 0.35587 0.161271 0.07625 3.44E-02 -0.16014 0.00828 2.46E-83 -1.00709 0.47898 3.55E-02 6.95E-02 8.51E-02 20
ENSG00000233822 6 H2BC15 27813148 rs1125862 6 27806827 T C 0.01193 0.511619 0.16761 2.27E-03 -0.23865 0.03072 7.97E-15 -2.14381 0.75462 4.50E-03 4.50E-03 7.70E-01 18
ENSG00000137185 6 ZSCAN9 28196962 rs1443440 6 28147728 T G 0.06461 -0.21556 0.09692 2.61E-02 1.13746 0.01925 ####### -0.18951 0.08526 2.62E-02 6.49E-02 2.35E-01 16
ENSG00000189134 6 NKAPL 28227917 rs6648788 6 28202912 G C 0.10437 0.332382 0.10864 2.22E-03 0.09682 0.01475 5.20E-11 3.43313 1.23795 5.55E-03 5.55E-03 2.39E-01 20
ENSG00000137338 6 PGBD1 28259820 rs1778484 6 28240798 G A 0.33201 -0.1962 0.08747 2.49E-02 0.14225 0.0084 2.15E-64 -1.3792 0.62027 2.62E-02 9.58E-03 2.30E-02 20
ENSG00000197935 6 ZNF311 28967827 rs1151969 6 28864100 T C 0.08449 0.279788 0.1026 6.39E-03 0.1726 0.01706 4.68E-24 1.62098 0.61564 8.46E-03 3.28E-03 5.28E-02 20
ENSG00000235821 6 IFITM4P 29718715 rs2076178 6 29691774 C A 0.25845 0.429114 0.07037 1.08E-09 0.96388 0.01805 ####### 0.445195 0.07349 1.38E-09 1.44E-09 2.44E-01 20
ENSG00000204632 6 HLA-G 29796823 rs1140885 6 29819602 T C 0.19384 -0.33551 0.11161 2.65E-03 -0.59247 0.01204 ####### 0.566298 0.18873 2.69E-03 1.61E-08 1.20E-02 20
ENSG00000206341 6 HLA-H 29856804 rs1152213 6 29907562 G A 0.08946 -0.27983 0.12373 2.37E-02 0.69123 0.03739 2.69E-76 -0.40483 0.18033 2.48E-02 1.08E-01 6.62E-02 20
ENSG00000227262 6 HCG4B 29894255 rs1411434 6 29827079 A T 0.11133 -0.26375 0.12187 3.04E-02 -0.61476 0.03265 4.44E-79 0.429022 0.19954 3.16E-02 6.80E-05 1.58E-01 20
ENSG00000228078 6 HLA-U 29901970 rs1151284 6 29786352 A G 0.06362 -0.43564 0.17951 1.52E-02 1.04354 0.03892 ####### -0.41747 0.17272 1.57E-02 1.81E-08 1.37E-01 16
ENSG00000206503 6 HLA-A 29911349 rs173692 6 29647715 T C 0.24354 0.445258 0.07038 2.50E-10 0.29833 0.01049 ####### 1.49253 0.24167 6.58E-10 6.65E-11 1.37E-02 20
ENSG00000238024 6 DDX39BP2 29961184 rs387642 6 29645634 T C 0.18787 -0.31547 0.10872 3.71E-03 0.44968 0.02652 1.66E-64 -0.70153 0.24528 4.23E-03 1.14E-04 1.51E-02 20
ENSG00000204622 6 HLA-J 29976046 rs116706 6 29908415 A G 0.08946 -0.27644 0.12375 2.55E-02 0.90123 0.03886 ####### -0.30673 0.13795 2.62E-02 1.72E-06 3.59E-02 20
ENSG00000234127 6 TRIM26 30166718 rs1718454 6 29648120 A G 0.23161 0.460702 0.07077 7.53E-11 -0.19609 0.0145 1.13E-41 -2.34944 0.40055 4.48E-09 1.10E-07 1.09E-02 20
ENSG00000231074 6 HCG18 30248371 rs1888378 6 30155864 T C 0.14911 -0.33196 0.08948 2.07E-04 -0.24607 0.0146 1.02E-63 1.34903 0.37235 2.91E-04 3.50E-04 5.32E-02 20
ENSG00000204590 6 GNL1 30517052 rs138188 6 30600242 T G 0.05268 0.35837 0.10491 6.36E-04 0.18017 0.03297 4.64E-08 1.98912 0.68672 3.77E-03 3.77E-03 9.63E-02 13
ENSG00000204536 6 CCHCR1 31118115 rs1265092 6 31107317 T C 0.31809 -0.15358 0.07798 4.89E-02 0.31967 0.01278 ####### -0.48043 0.2447 4.96E-02 1.15E-03 1.28E-02 20
ENSG00000137310 6 TCF19 31130627 rs1148815 6 31128605 T C 0.11233 -0.35779 0.1049 6.48E-04 0.90072 0.01886 ####### -0.39722 0.11676 6.69E-04 2.87E-05 1.43E-02 20
ENSG00000234745 6 HLA-B 31323307 rs1165838 6 31326123 C G 0.15308 0.307012 0.12804 1.65E-02 -0.84666 0.02287 ####### -0.36262 0.15155 1.67E-02 8.51E-05 3.20E-02 20
ENSG00000204498 6 NFKBIL1 31520626 rs1162826 6 31515619 A G 0.05567 -0.21283 0.10552 4.37E-02 -0.25298 0.02836 4.71E-19 0.841286 0.42764 4.92E-02 8.25E-02 7.84E-02 20
ENSG00000204472 6 AIF1 31583879 rs1428312 6 31576714 A G 0.15706 -0.17936 0.0792 2.35E-02 -0.31779 0.01708 2.85E-77 0.564412 0.25107 2.46E-02 1.13E-02 1.64E-01 20
ENSG00000204469 6 PRRC2A 31597022 rs707939 6 31726688 A C 0.36879 0.191716 0.07806 1.41E-02 0.16608 0.01599 2.94E-25 1.15435 0.483 1.69E-02 1.25E-04 3.89E-01 20
ENSG00000204439 6 C6orf47 31627312 rs1485714 6 31672712 T C 0.02883 -0.64252 0.25335 1.12E-02 -0.31605 0.05425 5.69E-09 2.03293 0.87426 2.01E-02 2.01E-02 1.22E-01 5
ENSG00000204438 6 GPANK1 31631533 rs1399380 6 31770134 A G 0.02883 0.379141 0.14936 1.11E-02 0.49088 0.03533 6.87E-44 0.772372 0.30931 1.25E-02 3.44E-03 6.01E-01 20
ENSG00000204435 6 CSNK2B 31635566 rs1144708 6 31710020 T C 0.36183 -0.18743 0.07026 7.64E-03 0.17776 0.01244 2.75E-46 -1.05444 0.40211 8.74E-03 4.03E-02 5.71E-01 20
ENSG00000204387 6 SNHG32 31804963 rs1400919 6 31754008 A G 0.15308 -0.20503 0.07894 9.40E-03 -0.44626 0.01691 ####### 0.459447 0.17775 9.75E-03 6.57E-04 1.50E-01 20
ENSG00000204356 6 NELFE 31923375 rs541862 6 31916951 C T 0.08847 0.350782 0.14495 1.55E-02 -0.4627 0.0298 2.29E-54 -0.75812 0.31706 1.68E-02 2.62E-03 1.09E-01 20
ENSG00000204351 6 SKIC2 31932194 rs389512 6 31947594 C G 0.14115 0.32716 0.13647 1.65E-02 0.73788 0.01774 ####### 0.443377 0.18525 1.67E-02 5.73E-05 6.53E-01 20
ENSG00000204344 6 STK19 31944048 rs1686758 6 31782617 A C 0.02684 0.468891 0.20738 2.38E-02 -0.2399 0.0388 6.27E-10 -1.95449 0.9204 3.37E-02 3.37E-02 3.93E-01 20
ENSG00000250535 6 STK19B 31981305 rs1720143 6 31916013 C T 0.02883 0.461637 0.20696 2.57E-02 1.20051 0.05622 ####### 0.384536 0.17333 2.65E-02 7.93E-03 2.34E-01 20
ENSG00000221988 6 PPT2 32126336 rs553108 6 31840455 A G 0.37475 -0.15168 0.07209 3.54E-02 0.16962 0.01573 4.03E-27 -0.89422 0.433 3.89E-02 2.08E-01 4.33E-01 20
ENSG00000204287 6 HLA-DRA 32410221 rs114445 6 32343715 A G 0.02783 0.40389 0.12678 1.44E-03 -0.33957 0.03084 3.34E-28 -1.18943 0.38866 2.21E-03 1.08E-02 2.90E-01 20
ENSG00000204257 6 HLA-DMA 32926630 rs105039 6 32917857 A G 0.06759 -0.53481 0.14201 1.66E-04 0.35976 0.02358 1.52E-52 -1.48657 0.40658 2.56E-04 1.82E-03 6.25E-01 20
ENSG00000204252 6 HLA-DOA 32974672 rs381218 6 32977420 T G 0.25249 0.298407 0.07358 5.00E-05 -0.28603 0.01397 3.22E-93 -1.04326 0.26222 6.93E-05 9.83E-06 3.28E-02 20
ENSG00000224796 6 RPL32P1 33047432 rs2076312 6 33142162 A C 0.17396 0.258244 0.08612 2.71E-03 -0.40105 0.02818 5.93E-46 -0.64393 0.21945 3.34E-03 1.01E-01 6.21E-01 20
ENSG00000223865 6 HLA-DPB1 33049340 rs9277935 6 33160425 T G 0.24155 0.183585 0.08336 2.76E-02 -0.42295 0.01499 ####### -0.43406 0.19769 2.81E-02 1.43E-02 2.37E-02 20
ENSG00000231925 6 TAPBP 33274817 rs3106190 6 33280629 C G 0.50398 -0.26509 0.0695 1.37E-04 -0.21709 0.01201 4.75E-73 1.22112 0.32721 1.90E-04 8.75E-06 2.74E-01 20
ENSG00000236104 6 ZBTB22 33283951 rs1061783 6 33282628 C T 0.49304 -0.26757 0.06952 1.19E-04 -0.20361 0.01203 3.06E-64 1.3141 0.35017 1.75E-04 3.75E-06 3.10E-01 20
ENSG00000213588 6 ZBTB9 33423840 rs1220419 6 33415307 G C 0.39861 0.194888 0.07038 5.62E-03 0.19176 0.01494 1.08E-37 1.01633 0.37548 6.79E-03 1.97E-03 6.56E-02 20
ENSG00000030110 6 BAK1 33544174 rs210143 6 33546930 T C 0.27336 -0.17596 0.0866 4.22E-02 0.66835 0.01213 ####### -0.26328 0.12967 4.23E-02 1.53E-04 3.36E-01 20
ENSG00000124772 6 CPNE5 36758165 rs9394380 6 36715053 G A 0.2505 -0.15981 0.07636 3.64E-02 0.18857 0.00912 6.29E-95 -0.84746 0.40701 3.73E-02 4.36E-01 8.23E-01 20
ENSG00000164663 6 USP49 41810366 rs2149275 6 41839268 A T 0.23559 -0.16675 0.08257 4.34E-02 0.21253 0.01395 2.10E-52 -0.7846 0.39193 4.53E-02 2.65E-01 8.74E-01 20
ENSG00000112759 6 SLC29A1 44194565 rs792410 6 44185264 A T 0.19682 0.278841 0.08044 5.28E-04 0.14937 0.01129 5.70E-40 1.86682 0.55673 7.99E-04 3.21E-03 9.69E-01 20
ENSG00000157593 6 SLC35B2 44223562 rs9367190 6 44217654 A C 0.10338 0.299583 0.09598 1.80E-03 0.26699 0.01343 5.27E-88 1.12207 0.36389 2.05E-03 1.09E-03 7.29E-01 20
ENSG00000001084 6 GCLC 53421953 rs661603 6 53370107 C T 0.41153 0.23346 0.06951 7.84E-04 -0.1427 0.00798 1.68E-71 -1.63599 0.49563 9.64E-04 6.71E-02 9.58E-01 20
ENSG00000168116 6 KIAA1586 56915685 rs9396259 6 56981688 A C 0.24155 0.206217 0.07245 4.42E-03 -0.20187 0.00941 ####### -1.02156 0.36205 4.78E-03 1.61E-02 7.49E-01 20
ENSG00000112208 6 BAG2 57043429 rs7962542 6 56997489 A G 0.14712 0.226674 0.09394 1.58E-02 0.20466 0.01913 1.02E-26 1.10757 0.47053 1.86E-02 3.51E-02 4.56E-01 20
ENSG00000112210 6 RAB23 57070329 rs1688839 6 57076552 A G 0.15606 0.197519 0.09501 3.76E-02 0.78485 0.01066 ####### 0.251665 0.12111 3.77E-02 1.78E-01 3.41E-01 20
ENSG00000135314 6 KHDC1 73985562 rs1253002 6 73978948 T C 0.07455 0.269292 0.11168 1.59E-02 0.27894 0.01487 1.59E-78 0.965414 0.40366 1.68E-02 2.27E-01 5.66E-01 20
ENSG00000234882 6 EIF3EP1 74002342 rs168835 6 73976095 C T 0.07455 0.280858 0.11164 1.19E-02 0.40812 0.02671 1.06E-52 0.688183 0.27723 1.31E-02 7.54E-02 2.34E-01 20
ENSG00000083123 6 BCKDHB 80936175 rs3805859 6 81048946 A C 0.51789 0.181335 0.07194 1.17E-02 -0.13399 0.00794 6.12E-64 -1.3534 0.54289 1.27E-02 1.99E-01 7.67E-01 20
ENSG00000186231 6 KLHL32 97480617 rs938476 6 97369078 A G 0.21968 -0.19855 0.08688 2.23E-02 -0.06725 0.00926 3.85E-13 2.95219 1.35427 2.93E-02 4.41E-02 6.88E-01 18
ENSG00000228506 6 PNISR-AS1 99876023 rs6570064 6 99883137 G A 0.49304 -0.21383 0.06985 2.21E-03 0.94331 0.01421 ####### -0.22668 0.07413 2.23E-03 1.31E-01 2.91E-02 20
ENSG00000135587 6 SMPD2 109763544 rs7372 6 109688114 G A 0.35288 0.150834 0.07423 4.21E-02 0.4443 0.00842 ####### 0.33949 0.16719 4.23E-02 1.97E-02 6.01E-01 20
ENSG00000203797 6 DDO 110726853 rs375735 6 110735630 G A 0.42147 -0.14466 0.07214 4.49E-02 0.39626 0.00833 ####### -0.36505 0.18221 4.51E-02 5.66E-02 6.98E-01 20
ENSG00000010810 6 FYN 112088095 rs1474466 6 112098264 G A 0.52783 -0.16915 0.07219 1.91E-02 -0.09672 0.00795 4.70E-34 1.74889 0.76011 2.14E-02 3.05E-03 4.83E-01 20
ENSG00000227012 6 LINC02527 112222373 rs7773956 6 112238930 A G 0.23658 -0.18494 0.0939 4.89E-02 0.58895 0.02541 ####### -0.31402 0.16001 4.97E-02 1.35E-01 1.40E-01 20
ENSG00000111860 6 CEP85L 118906586 rs9489520 6 119080379 A G 0.31014 -0.155 0.07506 3.89E-02 -0.22531 0.00948 ####### 0.687954 0.33439 3.97E-02 5.47E-02 1.27E-01 20



ENSG00000111877 6 MCM9 119195466 rs794260 6 119330002 T C 0.45726 0.187821 0.07295 1.00E-02 -0.14578 0.0087 5.88E-63 -1.2884 0.5063 1.09E-02 1.75E-03 6.55E-01 20
ENSG00000111875 6 ASF1A 119222858 rs1475314 6 119160491 T C 0.19583 -0.24091 0.08365 3.98E-03 0.47496 0.00965 ####### -0.50723 0.17641 4.04E-03 2.78E-02 1.62E-01 20
ENSG00000111879 6 FAM184A 119375740 rs2782573 6 119352714 C T 0.51093 -0.15035 0.07255 3.82E-02 0.06547 0.00795 1.81E-16 -2.29637 1.14267 4.45E-02 7.27E-02 1.28E-01 20
ENSG00000111912 6 NCOA7 126177286 rs639268 6 126148074 G T 0.31213 -0.16299 0.0757 3.13E-02 0.25266 0.00843 ####### -0.6451 0.3004 3.18E-02 1.78E-01 8.41E-01 20
ENSG00000079931 6 MOXD1 132669939 rs9385602 6 132686567 G A 0.19384 -0.25115 0.09433 7.75E-03 -0.09659 0.00972 2.87E-23 2.60013 1.01099 1.01E-02 2.69E-02 9.28E-01 20
ENSG00000215712 6 TMEM242 157728647 rs9356188 6 157719531 G A 0.27833 -0.15865 0.07721 3.99E-02 0.12434 0.0113 3.81E-28 -1.276 0.63173 4.34E-02 4.23E-02 4.02E-01 20
ENSG00000146433 6 TMEM181 159006964 rs7379650 6 158982984 G C 0.07455 0.353494 0.15928 2.65E-02 0.13772 0.01541 3.96E-19 2.56672 1.19161 3.12E-02 4.76E-02 6.95E-01 17
ENSG00000130363 6 RSPH3 159409265 rs1137002 6 159399658 T C 0.02684 -0.65375 0.30311 3.10E-02 -1.35449 0.02749 ####### 0.482653 0.224 3.12E-02 3.69E-01 4.61E-01 20
ENSG00000213073 6 CHP1P2 160515679 rs1688866 6 160503894 T C 0.15805 0.2635 0.11165 1.83E-02 -0.64261 0.02707 ####### -0.41004 0.1746 1.89E-02 1.96E-02 7.62E-02 20
ENSG00000175003 6 SLC22A1 160561285 rs755884 6 160524578 G C 0.25348 0.187179 0.08105 2.09E-02 -0.22909 0.00866 ####### -0.81706 0.35516 2.14E-02 1.76E-02 2.51E-01 20
ENSG00000085511 6 MAP3K4 161475588 rs1488 6 161538250 G A 0.34592 0.157259 0.07414 3.39E-02 -0.06236 0.00829 5.22E-14 -2.52168 1.23519 4.12E-02 2.08E-01 3.38E-01 20
ENSG00000226445 6 THBS2-AS1 169626504 rs9688728 6 169613896 C A 0.166 0.252507 0.11707 3.10E-02 0.31403 0.0186 6.21E-64 0.804097 0.37584 3.24E-02 3.47E-01 7.79E-02 20
ENSG00000198719 6 DLL1 170595427 rs6242858 6 170748659 T G 0.43837 0.151533 0.07306 3.81E-02 0.30105 0.00785 ####### 0.50335 0.24304 3.84E-02 2.96E-01 1.13E-01 20
ENSG00000112584 6 FAM120B 170657972 rs1219649 6 170635900 C T 0.19881 -0.2397 0.11171 3.19E-02 -0.6381 0.00898 ####### 0.375649 0.17515 3.20E-02 1.48E-01 3.75E-01 20
ENSG00000164916 7 FOXK1 4747231 rs102627 7 4777161 A G 0.4006 0.19776 0.07512 8.47E-03 0.32896 0.00919 ####### 0.601169 0.22896 8.65E-03 1.78E-01 9.49E-01 20
ENSG00000122550 7 KLHL7 23180196 rs1025699 7 23145295 G T 0.40756 -0.15102 0.07442 4.24E-02 0.21086 0.00797 ####### -0.71621 0.35395 4.30E-02 1.38E-01 1.31E-01 20
ENSG00000106069 7 CHN2 29357950 rs245881 7 29186576 A G 0.21372 0.202182 0.09298 2.97E-02 -0.54407 0.00938 ####### -0.37161 0.17102 2.98E-02 1.82E-01 3.01E-01 20
ENSG00000105778 7 AVL9 32806777 rs5766536 7 32665929 G A 0.25746 -0.18702 0.08171 2.21E-02 -0.27898 0.00942 ####### 0.670365 0.29377 2.25E-02 2.45E-01 9.68E-01 20
ENSG00000006451 7 RALA 39705402 rs7797693 7 39756481 A G 0.35587 0.150541 0.07469 4.39E-02 0.14771 0.01207 1.85E-34 1.01919 0.5125 4.67E-02 3.80E-02 8.61E-01 20
ENSG00000062582 7 MRPS24 43907824 rs1026507 7 43910925 G A 0.08648 -0.35816 0.16854 3.36E-02 0.20012 0.01621 5.20E-35 -1.78973 0.85458 3.62E-02 3.62E-02 1.30E-01 20
ENSG00000106608 7 URGCP 43940751 rs102489 7 43935301 C T 0.06561 -0.41478 0.17799 1.98E-02 0.3364 0.0188 1.26E-71 -1.23301 0.53358 2.08E-02 1.80E-01 1.30E-02 20
ENSG00000136206 7 SPDYE1 44045104 rs2330943 7 44027348 A G 0.41153 -0.18789 0.07338 1.05E-02 0.17565 0.01411 1.40E-35 -1.06967 0.42652 1.21E-02 1.36E-02 4.36E-01 20
ENSG00000228903 7 RASA4CP 44074020 rs567363 7 44085131 C T 0.36879 0.21236 0.07226 3.30E-03 0.7021 0.017 ####### 0.302463 0.10318 3.38E-03 2.21E-02 4.69E-02 20
ENSG00000136279 7 DBNL 44096647 rs2528374 7 43976548 G C 0.06064 -0.52777 0.19898 7.99E-03 -0.60536 0.01868 ####### 0.871828 0.32979 8.20E-03 5.55E-02 2.79E-01 20
ENSG00000106624 7 AEBP1 44149060 rs1025454 7 44137330 T G 0.41352 0.184239 0.07195 1.04E-02 -0.20246 0.00911 ####### -0.90999 0.35773 1.10E-02 1.73E-03 1.20E-01 20
ENSG00000106633 7 GCK 44210820 rs2537184 7 44172278 A G 0.53181 -0.16897 0.07254 1.98E-02 -0.1024 0.00933 5.18E-28 1.65015 0.72421 2.27E-02 1.25E-01 8.18E-01 18
ENSG00000122679 7 RAMP3 45211645 rs1294866 7 45256687 T C 0.22266 -0.17676 0.08316 3.35E-02 0.30752 0.00963 ####### -0.5748 0.27104 3.39E-02 2.86E-01 9.65E-01 20
ENSG00000136205 7 TNS3 47468454 rs1023392 7 47706121 A G 0.32107 -0.17888 0.07731 2.07E-02 -0.13489 0.00847 3.94E-57 1.32613 0.57919 2.20E-02 4.51E-02 2.89E-01 16
ENSG00000164776 7 PHKG1 56154564 rs1717250 7 56149847 T C 0.15706 0.192599 0.09379 4.00E-02 -0.35898 0.01901 1.43E-79 -0.53651 0.2628 4.12E-02 4.53E-01 3.83E-01 20
ENSG00000198039 7 ZNF273 64360947 rs1851569 7 63636557 A G 0.01193 -1.00905 0.50523 4.58E-02 -0.53876 0.04129 6.54E-39 1.87292 0.94869 4.84E-02 2.70E-01 1.11E-02 8
ENSG00000213462 7 ERV3-1 64459154 rs7807855 7 64449629 G A 0.40457 0.145366 0.0738 4.89E-02 0.91251 0.00747 ####### 0.159304 0.08089 4.89E-02 1.04E-01 6.93E-01 20
ENSG00000234585 7 CCT6P3 64516911 rs3579435 7 64529300 T C 0.4006 0.147115 0.0738 4.62E-02 0.40569 0.0092 ####### 0.362626 0.1821 4.64E-02 8.04E-01 6.33E-01 20
ENSG00000226002 7 GTF2IP14 64552545 rs3579435 7 64529300 T C 0.4006 0.147115 0.0738 4.62E-02 0.9573 0.01512 ####### 0.153677 0.07713 4.63E-02 2.98E-01 5.71E-01 20
ENSG00000106089 7 STX1A 73123769 rs1023272 7 73124968 C T 0.3509 -0.15577 0.07312 3.31E-02 -0.16638 0.01211 5.67E-43 0.936255 0.44472 3.53E-02 3.56E-02 9.76E-01 20
ENSG00000214439 7 FAM185BP 76732318 rs3864643 7 76753104 C T 0.41451 0.182879 0.07307 1.23E-02 0.24402 0.0192 5.41E-37 0.74943 0.30517 1.41E-02 2.90E-01 1.78E-01 20
ENSG00000001629 7 ANKIB1 91953123 rs2836596 7 91875310 T C 0.07356 0.259637 0.13036 4.64E-02 0.46486 0.01678 ####### 0.558524 0.28114 4.70E-02 2.22E-01 2.34E-01 20
ENSG00000198742 7 SMURF1 98683392 rs1197576 7 98766688 G A 0.28827 0.204907 0.08644 1.78E-02 0.07131 0.00913 5.63E-15 2.87338 1.26667 2.33E-02 7.60E-02 9.38E-01 20
ENSG00000106404 7 CLDN15 100878737 rs6071960 7 100892604 T C 0.05964 -0.446 0.16741 7.72E-03 0.54272 0.01822 ####### -0.82178 0.30969 7.96E-03 2.61E-02 6.70E-01 20
ENSG00000214253 7 FIS1 100889168 rs114756 7 100882533 T G 0.05964 -0.44604 0.16741 7.72E-03 -0.93842 0.01777 ####### 0.475305 0.17863 7.79E-03 2.15E-02 7.39E-01 20
ENSG00000005075 7 POLR2J 102116459 rs5598118 7 102099690 A G 0.23161 0.205264 0.07669 7.44E-03 -0.49739 0.00945 ####### -0.41269 0.15439 7.52E-03 5.97E-01 4.62E-01 20
ENSG00000168255 7 POLR2J3 102205628 rs1211323 7 102468199 G C 0.14712 -0.2512 0.11603 3.04E-02 -0.42752 0.02448 2.60E-68 0.587588 0.27348 3.17E-02 1.12E-01 1.62E-01 20
ENSG00000233297 7 RASA4DP 102326599 rs4989124 7 102101510 A G 0.23559 0.203203 0.07666 8.03E-03 -0.55587 0.02068 ####### -0.36556 0.13858 8.34E-03 1.65E-01 3.58E-01 20
ENSG00000048405 7 ZNF800 127029411 rs2269729 7 127032663 A T 0.40756 -0.15865 0.07504 3.45E-02 -0.16088 0.00816 1.91E-86 0.986145 0.46911 3.55E-02 5.75E-02 1.75E-01 20
ENSG00000197157 7 SND1 127512447 rs127068 7 127501613 T C 0.28032 -0.17395 0.08718 4.60E-02 -0.19832 0.00923 ####### 0.877151 0.44148 4.69E-02 2.26E-02 6.79E-01 20
ENSG00000244556 7 ODCP 128669762 rs1874327 7 128585376 A T 0.31113 -0.16444 0.08042 4.09E-02 0.1728 0.02105 2.23E-16 -0.95161 0.47962 4.72E-02 1.26E-01 3.68E-01 20
ENSG00000205060 7 SLC35B4 133987943 rs1833475 7 133958263 T C 0.47117 -0.15879 0.07333 3.03E-02 0.26953 0.00854 ####### -0.58913 0.27269 3.07E-02 1.44E-01 3.71E-01 20
ENSG00000085662 7 AKR1B1 134135569 rs7316485 7 134233851 T C 0.39264 -0.14413 0.07335 4.94E-02 0.28106 0.00836 ####### -0.51281 0.26141 4.98E-02 4.95E-01 6.61E-01 20
ENSG00000232533 7 FAM131B-AS2143077186 rs113541 7 143077036 T C 0.09344 -0.47048 0.16715 4.88E-03 -0.76446 0.04131 1.80E-76 0.615438 0.22116 5.39E-03 3.79E-03 1.71E-01 10
ENSG00000159860 7 TCAF2P1 143424571 rs2949770 7 143217190 C A 0.34592 -0.15977 0.07526 3.38E-02 -0.43947 0.02044 ####### 0.363547 0.17208 3.46E-02 2.89E-02 2.29E-01 20
ENSG00000242048 7 PRKAG2-AS2 151505825 rs7797865 7 151505090 C T 0.28827 -0.16133 0.07601 3.38E-02 0.17839 0.01187 4.96E-51 -0.90438 0.43034 3.56E-02 7.15E-02 1.91E-02 12
ENSG00000173295 8 FAM86B3P 8094252 rs187856 8 8092405 A C 0.51988 -0.18319 0.07208 1.10E-02 0.15724 0.01 1.12E-55 -1.16504 0.46438 1.21E-02 2.40E-03 1.34E-01 20
ENSG00000253981 8 ALG1L13P 8097857 rs1327019 8 8378102 C T 0.48211 0.171016 0.0726 1.85E-02 0.34557 0.0185 6.66E-78 0.494883 0.21175 1.94E-02 5.02E-02 5.69E-02 20
ENSG00000147324 8 MFHAS1 8696009 rs408459 8 8706332 C A 0.41451 0.146429 0.07192 4.18E-02 0.22504 0.00789 ####### 0.650667 0.32041 4.23E-02 2.97E-02 2.10E-01 20
ENSG00000233609 8 RPL10P19 8827622 rs6994163 8 8820969 A G 0.35388 0.163652 0.07332 2.56E-02 0.72842 0.01722 ####### 0.224669 0.1008 2.58E-02 7.36E-03 3.74E-01 20
ENSG00000104626 8 ERI1 8916956 rs7846007 8 8876916 C A 0.31412 -0.21428 0.07858 6.39E-03 -0.11824 0.00849 4.52E-44 1.81229 0.67723 7.45E-03 2.27E-03 2.97E-01 20
ENSG00000154316 8 TDH 11211553 rs2736265 8 11186674 A G 0.48807 -0.15432 0.07311 3.48E-02 0.1037 0.01279 5.05E-16 -1.48815 0.72851 4.11E-02 4.11E-02 9.87E-01 20
ENSG00000129422 8 MTUS1 17579865 rs1712548 8 17662033 C T 0.02485 0.551753 0.22209 1.30E-02 1.10498 0.01985 ####### 0.499332 0.20119 1.31E-02 2.04E-01 2.87E-01 20
ENSG00000158856 8 DMTN 21923272 rs1268179 8 21927211 C G 0.0497 -0.35224 0.16537 3.32E-02 0.15611 0.02297 1.08E-11 -2.25637 1.11015 4.21E-02 4.21E-02 2.59E-01 14
ENSG00000134014 8 ELP3 27997931 rs2305452 8 27950535 A G 0.33797 -0.19238 0.07568 1.10E-02 0.53916 0.00794 ####### -0.35682 0.14047 1.11E-02 1.13E-01 9.18E-01 20
ENSG00000156735 8 BAG4 38052435 rs5791889 8 38048137 A G 0.25845 -0.19925 0.09203 3.04E-02 -0.29982 0.01075 ####### 0.664555 0.30788 3.09E-02 1.56E-01 4.74E-01 20
ENSG00000085788 8 DDHD2 38107906 rs2306899 8 38095662 T C 0.25447 -0.20763 0.09138 2.31E-02 0.22005 0.00953 ####### -0.94356 0.41727 2.37E-02 6.75E-02 5.67E-01 20
ENSG00000158669 8 GPAT4 41458613 rs7827170 8 41482734 G A 0.46521 0.14749 0.07331 4.42E-02 0.14877 0.01178 1.44E-36 0.991427 0.499 4.69E-02 6.51E-02 4.80E-01 20
ENSG00000165066 8 NKX6-3 41505776 rs3609425 8 41440467 T C 0.44433 -0.16406 0.07492 2.85E-02 -0.15597 0.00828 4.57E-79 1.05185 0.48357 2.96E-02 8.10E-02 1.60E-01 20
ENSG00000254087 8 LYN 56858155 rs1511724 8 56796697 G C 0.40159 -0.1493 0.07267 3.99E-02 0.16046 0.00807 5.78E-88 -0.93049 0.45533 4.10E-02 2.39E-01 3.01E-01 20
ENSG00000104331 8 BPNT2 57888447 rs8718 8 57870847 T C 0.12724 -0.25338 0.1044 1.52E-02 0.1825 0.01237 2.76E-49 -1.38838 0.57971 1.66E-02 6.35E-02 3.52E-01 20
ENSG00000066855 8 MTFR1 66620232 rs1050438 8 66556187 T C 0.15408 0.210055 0.10693 4.95E-02 0.6575 0.01075 ####### 0.319477 0.16272 4.96E-02 3.48E-01 4.06E-01 20
ENSG00000147592 8 LACTB2 71564481 rs6746937 8 71479026 C A 0.09443 -0.33488 0.15442 3.01E-02 0.60186 0.01419 ####### -0.5564 0.2569 3.03E-02 2.01E-01 6.97E-01 20
ENSG00000104343 8 UBE2W 74741738 rs1848983 8 74362056 C G 0.01491 0.665548 0.25859 1.01E-02 -0.26481 0.03549 8.60E-14 -2.5133 1.03299 1.50E-02 1.50E-02 8.16E-01 8
ENSG00000164683 8 HEY1 80678171 rs2467765 8 80742902 T A 0.3161 -0.25061 0.07549 9.01E-04 0.40458 0.00872 ####### -0.61942 0.18707 9.29E-04 1.10E-01 3.13E-01 20
ENSG00000076641 8 PAG1 81953414 rs8014126 8 82034453 C T 0.15109 -0.2168 0.09891 2.84E-02 0.3138 0.01139 ####### -0.69089 0.31619 2.89E-02 4.59E-01 1.13E-01 20
ENSG00000164951 8 PDP1 94904164 rs1177846 8 94917576 C T 0.40557 0.175657 0.07252 1.54E-02 0.16342 0.00807 3.60E-91 1.07486 0.4469 1.62E-02 4.38E-02 8.11E-01 20
ENSG00000175895 8 PLEKHF2 96157472 rs8008654 8 96225548 A G 0.17097 -0.20365 0.08631 1.83E-02 0.3032 0.01072 ####### -0.67167 0.28567 1.87E-02 8.93E-02 9.61E-01 20
ENSG00000169439 8 SDC2 97564789 rs1327189 8 97873601 T C 0.44036 0.153911 0.07295 3.49E-02 0.09305 0.00798 2.14E-31 1.65416 0.79677 3.79E-02 6.91E-03 3.02E-01 20
ENSG00000261087 8 ZNNT1 102180445 rs117040 8 102211506 C T 0.01491 0.447299 0.17345 9.91E-03 1.21922 0.08851 3.57E-43 0.366872 0.14473 1.12E-02 1.09E-02 7.74E-01 3
ENSG00000048392 8 RRM2B 103234038 rs285323 8 103251997 A G 0.24255 0.164691 0.07871 3.64E-02 -0.17881 0.00914 3.67E-85 -0.92106 0.44274 3.75E-02 7.55E-02 7.09E-01 20
ENSG00000253328 8 SUMO2P19 103254557 rs285323 8 103251997 A G 0.24255 0.164691 0.07871 3.64E-02 0.64099 0.02122 ####### 0.256933 0.1231 3.69E-02 1.50E-01 6.82E-01 20
ENSG00000246263 8 UBR5-DT 103258591 rs285323 8 103251997 A G 0.24255 0.164691 0.07871 3.64E-02 0.64518 0.02019 ####### 0.255263 0.12227 3.68E-02 2.72E-01 3.59E-01 20
ENSG00000104517 8 UBR5 103345154 rs3587355 8 103366317 C T 0.14811 -0.25496 0.10849 1.88E-02 0.18315 0.01167 1.51E-55 -1.39208 0.59898 2.01E-02 1.17E-01 7.34E-01 20
ENSG00000104447 8 TRPS1 116621311 rs231142 8 116412878 A T 0.52982 0.150494 0.07302 3.93E-02 0.12542 0.00793 2.41E-56 1.1999 0.58714 4.10E-02 3.23E-01 6.92E-01 20
ENSG00000176853 8 FAM91A1 124804194 rs9656947 8 124826804 T G 0.19185 -0.19178 0.09596 4.56E-02 0.11967 0.01027 2.39E-31 -1.60261 0.81357 4.89E-02 3.36E-01 8.67E-01 20
ENSG00000153317 8 ASAP1 131260129 rs1689326 8 131204233 G C 0.19781 0.17945 0.09088 4.83E-02 -0.45093 0.00967 ####### -0.39796 0.20173 4.85E-02 2.15E-01 1.70E-01 20
ENSG00000197353 8 LYPD2 143832760 rs1036385 8 143842901 C T 0.37575 0.165198 0.07588 2.95E-02 0.34141 0.00796 ####### 0.483867 0.22255 2.97E-02 6.37E-02 1.52E-01 20
ENSG00000184428 8 TOP1MT 144414351 rs6252472 8 144402338 A G 0.13817 0.256915 0.11061 2.02E-02 0.15309 0.01226 9.15E-36 1.67818 0.73492 2.24E-02 3.23E-01 7.64E-01 20
ENSG00000180921 8 FAM83H 144811037 rs6980774 8 144790997 A G 0.25944 -0.19295 0.07903 1.46E-02 0.14985 0.01027 3.47E-48 -1.2876 0.53473 1.60E-02 5.17E-02 9.53E-02 20
ENSG00000147854 9 UHRF2 6460102 rs734005 9 6284249 A T 0.0338 -0.38216 0.17819 3.20E-02 0.1507 0.02419 4.64E-10 -2.53585 1.25046 4.26E-02 4.26E-02 8.05E-01 19
ENSG00000204930 9 FAM221B 35822566 rs1329424 9 35826038 C T 0.2008 0.190459 0.09635 4.81E-02 -0.26141 0.01151 ####### -0.7286 0.36998 4.89E-02 2.23E-01 1.78E-01 20
ENSG00000215283 9 HMGB3P24 36304208 rs1328956 9 36301235 G A 0.50497 -0.15048 0.07257 3.81E-02 -0.2076 0.0226 4.11E-20 0.724849 0.35839 4.31E-02 7.84E-02 8.15E-01 20
ENSG00000135069 9 PSAT1 80928534 rs1161855 9 80966916 C T 0.17396 0.220466 0.09615 2.19E-02 0.51725 0.00987 ####### 0.42623 0.18607 2.20E-02 3.37E-01 9.83E-01 20
ENSG00000123975 9 CKS2 91928865 rs3211663 9 91926088 T C 0.08549 0.339985 0.16002 3.36E-02 -0.56509 0.0158 ####### -0.60165 0.28367 3.39E-02 6.33E-02 9.53E-01 20
ENSG00000136938 9 ANP32B 100761934 rs769179 9 100771440 G A 0.21869 -0.22464 0.08887 1.15E-02 -0.19202 0.01408 2.52E-42 1.1699 0.4707 1.29E-02 4.26E-02 2.73E-01 20
ENSG00000119514 9 GALNT12 101591172 rs2295928 9 101609706 C T 0.06859 0.368518 0.11195 9.96E-04 -0.24155 0.01842 2.83E-39 -1.52563 0.47786 1.41E-03 7.69E-03 9.82E-01 20
ENSG00000234323 9 LINC01505 109203874 rs7149459 9 109080783 G A 0.19881 0.218301 0.09242 1.82E-02 -0.5073 0.02353 ####### -0.43032 0.18328 1.89E-02 1.66E-01 1.87E-02 20
ENSG00000198121 9 LPAR1 113718262 rs1098079 9 113912553 G A 0.48907 0.145692 0.0718 4.24E-02 -0.69289 0.00695 ####### -0.21027 0.10365 4.25E-02 8.97E-01 4.21E-01 20
ENSG00000059769 9 DNAJC25 114413070 rs2065099 9 114393235 T C 0.27634 -0.15299 0.07527 4.21E-02 -0.14349 0.00915 1.90E-55 1.06622 0.52893 4.38E-02 1.73E-01 6.38E-01 20
ENSG00000106948 9 AKNA 117126560 rs4978585 9 117191839 T C 0.40954 -0.15288 0.07731 4.80E-02 -0.17747 0.0081 ####### 0.861436 0.43737 4.89E-02 5.47E-01 7.25E-02 20
ENSG00000106952 9 TNFSF8 117674350 rs1081767 9 117644640 G A 0.32406 0.195447 0.07925 1.37E-02 0.30935 0.00849 ####### 0.631807 0.25676 1.39E-02 1.91E-02 5.80E-01 20
ENSG00000095303 9 PTGS1 125145403 rs6257559 9 125189590 A G 0.13817 -0.30312 0.12335 1.40E-02 -0.15558 0.01222 3.99E-37 1.94835 0.80748 1.58E-02 2.42E-02 3.36E-01 20
ENSG00000148358 9 GPR107 132859076 rs6145626 9 132900641 A G 0.18589 0.18771 0.08255 2.30E-02 -0.0754 0.01086 3.83E-12 -2.48956 1.15203 3.07E-02 8.88E-02 8.58E-01 20
ENSG00000186350 9 RXRA 137270687 rs1045570 9 137332311 T G 0.16302 0.22879 0.09802 1.96E-02 0.09679 0.01254 1.17E-14 2.36378 1.05803 2.55E-02 4.00E-02 1.61E-01 20
ENSG00000107317 9 PTGDS 139875921 rs885070 9 139856810 G A 0.43539 -0.14605 0.0736 4.72E-02 0.30163 0.01161 ####### -0.4842 0.24471 4.79E-02 2.38E-01 1.85E-01 20
ENSG00000180549 9 FUT7 139926044 rs1073270 9 139926960 C T 0.37575 0.152287 0.07444 4.08E-02 0.50936 0.00925 ####### 0.298975 0.14624 4.09E-02 2.90E-01 7.66E-01 20
ENSG00000107281 9 NPDC1 139937288 rs1074704 9 139938606 T C 0.10835 0.2825 0.12625 2.53E-02 -0.69631 0.02314 ####### -0.40571 0.18182 2.57E-02 3.40E-01 7.81E-01 20
ENSG00000047056 10 WDR37 1136857 rs7100196 10 1096932 A G 0.02087 0.531194 0.25489 3.72E-02 0.43698 0.02483 2.56E-69 1.21559 0.58736 3.85E-02 5.11E-02 7.24E-01 20
ENSG00000229205 10 LINC00200 1208160 rs1125029 10 1206798 T C 0.06163 0.288054 0.13197 2.91E-02 0.27158 0.02139 6.24E-37 1.06066 0.49304 3.15E-02 1.18E-01 6.05E-01 20
ENSG00000065675 10 PRKCQ 6545684 rs2255088 10 6625378 C T 0.30716 0.1506 0.07527 4.54E-02 -0.15819 0.00876 7.29E-73 -0.95201 0.47872 4.67E-02 5.05E-01 3.84E-01 12
ENSG00000107485 10 GATA3 8106364 rs1090535 10 8447663 A G 0.29026 0.165969 0.07662 3.03E-02 0.05781 0.00896 1.12E-10 2.87104 1.39817 4.00E-02 4.00E-02 6.86E-01 20
ENSG00000165995 10 CACNB2 18630202 rs7278795 10 18837656 C T 0.42843 -0.15504 0.07312 3.40E-02 0.13869 0.00806 2.30E-66 -1.11789 0.53122 3.53E-02 3.53E-02 6.94E-01 20
ENSG00000165997 10 ARL5B 18959451 rs1154030 10 18970125 C T 0.1173 0.295382 0.13929 3.40E-02 0.08815 0.01375 1.46E-10 3.35073 1.66434 4.41E-02 5.85E-02 8.78E-02 20
ENSG00000120539 10 MASTL 27459800 rs7900024 10 27444763 C A 0.39761 -0.20429 0.07519 6.59E-03 -0.69074 0.00739 ####### 0.295751 0.10891 6.61E-03 1.54E-02 1.51E-01 20
ENSG00000230445 10 LRRC37A6P 27541831 rs178009 10 27522278 C T 0.36779 -0.16102 0.07772 3.83E-02 -0.07773 0.01034 5.71E-14 2.07144 1.03714 4.58E-02 4.58E-02 1.32E-01 20
ENSG00000099246 10 RAB18 27812170 rs2808284 10 27860019 T C 0.51292 0.155286 0.07221 3.15E-02 0.11012 0.00796 1.75E-43 1.41017 0.66363 3.36E-02 6.32E-02 5.51E-01 20
ENSG00000234814 10 SVIL2P 30983345 rs7083477 10 30987663 A G 0.07555 -0.31733 0.13114 1.55E-02 -0.51235 0.03047 1.93E-63 0.619362 0.2586 1.66E-02 4.21E-02 8.45E-01 20
ENSG00000183621 10 ZNF438 31227214 rs2994647 10 31275977 A C 0.42346 -0.14534 0.0735 4.80E-02 0.16309 0.00811 5.98E-90 -0.89113 0.45281 4.91E-02 1.32E-01 1.42E-02 20
ENSG00000120616 10 EPC1 32612202 rs7944260 10 32608749 T C 0.15308 0.19112 0.09401 4.20E-02 -0.11566 0.01057 7.31E-28 -1.65249 0.82673 4.56E-02 8.03E-02 4.02E-01 20
ENSG00000235962 10 RPL7AP53 33346943 rs791948 10 33405184 C T 0.10139 -0.27608 0.10727 1.01E-02 0.12154 0.01756 4.51E-12 -2.27153 0.94168 1.59E-02 1.59E-02 1.28E-01 20
ENSG00000196793 10 ZNF239 44060929 rs1079344 10 44087671 C T 0.31312 -0.16116 0.07745 3.74E-02 0.34719 0.0085 ####### -0.4642 0.22336 3.77E-02 1.58E-01 5.47E-01 20
ENSG00000107551 10 RASSF4 45472513 rs762603 10 45434467 A G 0.11233 -0.27869 0.1261 2.71E-02 -0.47689 0.01292 ####### 0.58439 0.26489 2.74E-02 5.08E-01 6.00E-01 20
ENSG00000148634 10 HERC4 69758385 rs7326527 10 69891819 A G 0.11233 -0.19953 0.09019 2.69E-02 0.11389 0.01268 2.65E-19 -1.75194 0.81556 3.17E-02 7.87E-02 4.57E-01 20
ENSG00000166228 10 PCBD1 72645289 rs2630336 10 72648422 T G 0.31909 0.196298 0.07171 6.20E-03 -0.15524 0.00827 1.51E-78 -1.26444 0.46683 6.76E-03 2.98E-02 2.92E-01 20
ENSG00000198246 10 SLC29A3 73101078 rs1099978 10 73116605 G A 0.11531 -0.34007 0.1103 2.05E-03 0.36485 0.01213 ####### -0.93207 0.30389 2.16E-03 4.01E-01 1.39E-01 20
ENSG00000122884 10 P4HA1 74811853 rs6480668 10 74849326 G A 0.05964 -0.33202 0.16593 4.54E-02 0.18336 0.01552 3.35E-32 -1.81079 0.91782 4.85E-02 4.85E-02 3.10E-01 5
ENSG00000166321 10 NUDT13 74880901 rs1100053 10 74914256 G T 0.05964 -0.32959 0.1661 4.72E-02 -0.56059 0.01514 ####### 0.587928 0.29672 4.75E-02 7.56E-02 3.54E-01 7
ENSG00000122882 10 ECD 74908883 rs6480678 10 74936522 C T 0.05964 -0.33234 0.16589 4.51E-02 -0.56438 0.01475 ####### 0.588861 0.29434 4.54E-02 4.42E-02 5.42E-01 8
ENSG00000213551 10 DNAJC9 74975870 rs7092989 10 74862134 C T 0.05865 -0.33202 0.16593 4.54E-02 -0.35176 0.0277 6.14E-37 0.943882 0.47752 4.81E-02 8.97E-02 1.68E-01 9
ENSG00000156042 10 CFAP70 75066067 rs1257188 10 74913459 C G 0.05368 -0.35681 0.16903 3.48E-02 -0.50419 0.02512 1.41E-89 0.707682 0.33709 3.58E-02 1.80E-01 4.20E-01 8
ENSG00000122378 10 PRXL2A 82180169 rs1078863 10 82206018 T C 0.53777 0.169303 0.07212 1.89E-02 0.36109 0.00856 ####### 0.468871 0.20004 1.91E-02 1.68E-01 2.81E-02 20
ENSG00000171862 10 PTEN 89677278 rs2785080 10 89788889 G C 0.24752 -0.2272 0.08776 9.63E-03 0.11462 0.01739 4.39E-11 -1.98229 0.82266 1.60E-02 1.56E-02 6.88E-01 20
ENSG00000152778 10 IFIT5 91177550 rs303208 10 91165833 T C 0.27634 -0.18726 0.07999 1.92E-02 -0.40855 0.00873 ####### 0.458362 0.19603 1.94E-02 1.27E-01 4.13E-01 20
ENSG00000014919 10 COX15 101481729 rs1277925 10 101358685 A T 0.40855 -0.16729 0.07291 2.18E-02 -0.16891 0.00808 3.89E-97 0.990413 0.43424 2.26E-02 1.58E-01 2.70E-01 20
ENSG00000107566 10 ERLIN1 101928971 rs7832122 10 101943723 A G 0.02684 0.323505 0.12599 1.02E-02 -0.40553 0.02417 3.40E-63 -0.79773 0.31429 1.11E-02 4.91E-02 8.99E-02 20
ENSG00000107833 10 NPM3 103542126 rs6187358 10 103627885 C G 0.37276 0.148222 0.07247 4.08E-02 -0.18383 0.00821 ####### -0.80629 0.39585 4.17E-02 4.71E-01 8.66E-02 20
ENSG00000120049 10 KCNIP2 103594704 rs1088368 10 103510393 A C 0.46919 0.158019 0.07188 2.79E-02 0.06685 0.00836 1.27E-15 2.36385 1.11508 3.40E-02 7.06E-02 8.43E-01 20
ENSG00000151532 10 VTI1A 114392629 rs2479124 10 114578994 A G 0.43141 0.18214 0.07266 1.22E-02 -0.05849 0.00808 4.63E-13 -3.11378 1.31457 1.79E-02 1.79E-02 3.54E-01 14
ENSG00000165806 10 CASP7 115464802 rs4353229 10 115489589 C T 0.25447 -0.17739 0.07957 2.58E-02 -0.59223 0.00831 ####### 0.299528 0.13442 2.59E-02 1.68E-01 8.09E-01 20
ENSG00000107902 10 LHPP 126228430 rs1124510 10 126167376 A G 0.37078 -0.15487 0.07368 3.56E-02 -0.37324 0.00847 ####### 0.414926 0.19764 3.58E-02 1.12E-01 1.52E-02 20
ENSG00000189319 10 FAM53B 126370349 rs1044419 10 126375608 C G 0.48807 0.164 0.07186 2.25E-02 0.11136 0.00797 2.23E-44 1.47277 0.65384 2.43E-02 9.96E-02 2.84E-01 20
ENSG00000148803 10 FUOM 135170093 rs1892744 10 135135022 A G 0.0338 -0.46367 0.2321 4.57E-02 -0.38959 0.02761 3.28E-45 1.19017 0.60169 4.79E-02 9.52E-03 6.83E-02 20
ENSG00000177963 11 RIC8A 211312 rs6598075 11 207275 G C 0.27237 -0.18017 0.08398 3.19E-02 0.25179 0.00902 ####### -0.71556 0.33452 3.24E-02 5.84E-02 3.05E-01 20
ENSG00000185627 11 PSMD13 244764 rs7128044 11 244115 G A 0.26938 -0.19151 0.08396 2.25E-02 0.3939 0.00905 ####### -0.48619 0.21344 2.27E-02 1.93E-01 5.65E-01 20
ENSG00000142089 11 IFITM3 323603 rs3809112 11 307036 C T 0.34493 -0.16166 0.08023 4.39E-02 0.55796 0.00932 ####### -0.28974 0.14388 4.40E-02 1.61E-01 6.18E-01 20
ENSG00000174915 11 PTDSS2 469830 rs496319 11 496626 G A 0.31113 -0.16292 0.07746 3.54E-02 -0.17108 0.00994 2.24E-66 0.952294 0.45615 3.68E-02 6.16E-02 6.32E-01 20
ENSG00000185522 11 LMNTD2 557817 rs4559214 11 536170 A C 0.07256 0.302724 0.13109 2.09E-02 0.7628 0.03895 2.10E-85 0.396859 0.17304 2.18E-02 2.18E-01 3.04E-01 20
ENSG00000070047 11 PHRF1 594354 rs4963140 11 588654 C T 0.38966 -0.16035 0.07499 3.25E-02 0.1055 0.01154 6.03E-20 -1.51992 0.72996 3.73E-02 5.56E-03 6.51E-01 20
ENSG00000185507 11 IRF7 614276 rs1236082 11 620927 A C 0.17197 -0.29615 0.09928 2.85E-03 -0.23078 0.01041 ####### 1.28326 0.43407 3.11E-03 2.43E-02 7.51E-02 20
ENSG00000130598 11 TNNI2 1861564 rs2089909 11 1874266 T C 0.2674 0.188586 0.08019 1.87E-02 0.29389 0.01266 ####### 0.641689 0.27425 1.93E-02 3.18E-02 4.83E-01 20
ENSG00000130592 11 LSP1 1893848 rs907612 11 1874221 T C 0.38569 -0.16537 0.0738 2.50E-02 0.19375 0.01004 5.29E-83 -0.85356 0.38349 2.60E-02 1.86E-01 2.59E-01 20
ENSG00000214026 11 MRPL23 1987130 rs907612 11 1874221 T C 0.38569 -0.16537 0.0738 2.50E-02 -0.15549 0.01358 2.27E-30 1.06357 0.48366 2.79E-02 4.51E-02 2.71E-01 20
ENSG00000110169 11 HPX 6458063 rs9787849 11 6468149 G A 0.20875 0.198435 0.07573 8.78E-03 -0.08963 0.0098 6.06E-20 -2.214 0.87892 1.18E-02 2.74E-02 3.39E-01 19
ENSG00000158042 11 MRPL17 6703322 rs4758117 11 6689064 T C 0.16799 -0.24072 0.09583 1.20E-02 -0.15309 0.01031 6.59E-50 1.57241 0.63485 1.33E-02 2.20E-01 3.52E-01 20
ENSG00000130413 11 STK33 8514627 rs1176107 11 8615886 T C 0.06163 0.350111 0.14254 1.40E-02 -0.30573 0.01687 2.08E-73 -1.14516 0.47049 1.49E-02 5.77E-02 1.81E-02 16
ENSG00000251381 11 LINC00958 12997576 rs6187884 11 13011003 A C 0.22763 -0.28385 0.09368 2.45E-03 1.22147 0.01632 ####### -0.23238 0.07676 2.47E-03 2.96E-01 6.61E-01 20
ENSG00000133794 11 BMAL1 13353506 rs2219998 11 13292864 G A 0.42644 0.141761 0.07196 4.88E-02 0.37758 0.00777 ####### 0.375443 0.19075 4.90E-02 2.05E-01 4.26E-01 20



ENSG00000011405 11 PIK3C2A 17164403 rs511119 11 17215117 A G 0.49702 0.152529 0.07162 3.32E-02 0.48758 0.00891 ####### 0.31283 0.14699 3.33E-02 7.95E-02 1.95E-01 20
ENSG00000070081 11 NUCB2 17300610 rs214081 11 17299654 G T 0.42942 0.158553 0.07211 2.79E-02 0.41385 0.01151 ####### 0.383115 0.17455 2.82E-02 2.28E-02 6.97E-01 20
ENSG00000176102 11 CSTF3 33141325 rs1083603 11 33198290 T A 0.2833 -0.20662 0.07919 9.07E-03 0.16641 0.00879 5.83E-80 -1.24166 0.48036 9.74E-03 9.28E-02 1.12E-01 20
ENSG00000166352 11 IFTAP 36655437 rs3758874 11 36655089 G A 0.12326 -0.27698 0.12773 3.01E-02 0.14941 0.01236 1.23E-33 -1.85382 0.86854 3.28E-02 1.03E-01 4.52E-01 20
ENSG00000109919 11 MTCH2 47651521 rs1430018 11 47722571 A G 0.06362 0.46068 0.1827 1.17E-02 -0.23929 0.01974 7.79E-34 -1.92519 0.77986 1.36E-02 1.04E-01 2.27E-01 20
ENSG00000134780 11 DAGLA 61481189 rs1692120 11 61417472 G A 0.54672 -0.17082 0.07275 1.89E-02 -0.12002 0.00797 3.31E-51 1.42322 0.61344 2.03E-02 1.38E-01 7.65E-01 20
ENSG00000089597 11 GANAB 62403201 rs1180930 11 62413673 T G 0.16103 -0.2996 0.1068 5.03E-03 -0.28793 0.01789 2.73E-58 1.04052 0.3765 5.72E-03 4.44E-03 8.60E-01 20
ENSG00000168569 11 TMEM223 62549297 rs2241908 11 62555242 G A 0.35587 0.191798 0.07026 6.34E-03 -0.30587 0.00892 ####### -0.62707 0.23045 6.51E-03 1.09E-02 3.94E-02 20
ENSG00000185475 11 TMEM179B 62556382 rs4034 11 62619629 A G 0.36481 0.177208 0.07321 1.55E-02 0.11392 0.00823 1.48E-43 1.55549 0.65234 1.71E-02 1.09E-02 1.71E-01 20
ENSG00000162231 11 NXF1 62566684 rs4693 11 62564009 T C 0.37674 0.176458 0.07286 1.54E-02 0.20261 0.00809 ####### 0.870916 0.36126 1.59E-02 1.12E-01 2.74E-01 20
ENSG00000168070 11 MAJIN 64722273 rs610130 11 64712696 A G 0.24752 -0.18715 0.08685 3.12E-02 -0.06519 0.01112 4.63E-09 2.87086 1.41944 4.31E-02 4.31E-02 2.43E-01 12
ENSG00000149806 11 FAU 64889022 rs769440 11 64889416 G C 0.51093 0.183477 0.06949 8.29E-03 -0.09061 0.01182 1.76E-14 -2.02485 0.81113 1.25E-02 1.25E-02 8.32E-01 17
ENSG00000197345 11 MRPL21 68665023 rs636049 11 68667198 C A 0.3002 -0.15078 0.07419 4.21E-02 -0.77577 0.00726 ####### 0.194362 0.09565 4.22E-02 6.06E-01 9.59E-01 20
ENSG00000132740 11 IGHMBP2 68689690 rs496616 11 68672800 C G 0.29921 -0.15083 0.07419 4.21E-02 0.65534 0.00762 ####### -0.23015 0.11324 4.21E-02 8.34E-01 9.74E-01 20
ENSG00000256518 11 FOLR1P1 71870385 rs3018303 11 71852122 G A 0.46521 -0.14481 0.07181 4.37E-02 -0.41927 0.02095 4.52E-89 0.345376 0.17214 4.48E-02 3.18E-01 9.54E-01 20
ENSG00000149243 11 KLHL35 75137556 rs301810 11 75141762 T C 0.42346 0.176169 0.06994 1.18E-02 -0.36211 0.0078 ####### -0.48651 0.19344 1.19E-02 3.97E-02 6.79E-01 20
ENSG00000151366 11 NDUFC2 77785307 rs657277 11 77774736 T C 0.166 0.24932 0.09872 1.16E-02 -0.3501 0.01104 ####### -0.71215 0.28287 1.18E-02 8.35E-02 7.94E-01 20
ENSG00000159063 11 ALG8 77831344 rs550458 11 77855254 T C 0.17296 0.261018 0.09945 8.67E-03 0.20705 0.01108 5.88E-78 1.26068 0.48503 9.35E-03 4.17E-02 6.97E-01 20
ENSG00000188997 11 KCTD21 77891081 rs510318 11 77808818 C T 0.16998 0.264367 0.09883 7.47E-03 -0.26967 0.01273 1.52E-99 -0.98032 0.36939 7.96E-03 3.54E-01 6.70E-01 10
ENSG00000151376 11 ME3 86267914 rs6170375 11 86383876 A C 0.12724 -0.20664 0.10415 4.73E-02 0.64985 0.01121 ####### -0.31799 0.16037 4.74E-02 1.68E-01 1.44E-01 20
ENSG00000137714 11 FDX1 110318106 rs1089112 11 110331848 G C 0.28032 -0.20304 0.07934 1.05E-02 0.3205 0.00884 ####### -0.6335 0.24816 1.07E-02 9.66E-02 5.58E-01 20
ENSG00000137731 11 FXYD2 117685929 rs1121656 11 117699377 T C 0.4831 0.144098 0.07218 4.59E-02 -0.10799 0.0081 1.41E-40 -1.33437 0.67588 4.84E-02 4.62E-01 1.40E-02 20
ENSG00000254528 11 FXYD6-AS1 117707045 rs107902 11 117707191 C T 0.48708 0.146803 0.07466 4.93E-02 0.55443 0.01813 ####### 0.264784 0.13494 4.97E-02 3.83E-01 1.91E-01 20
ENSG00000064309 11 CDON 125879460 rs646725 11 125917325 A G 0.14414 -0.35828 0.13513 8.02E-03 0.11665 0.0112 2.20E-25 -3.07155 1.19545 1.02E-02 2.79E-02 2.27E-01 20
ENSG00000134954 11 ETS1 128393046 rs5583695 11 128168631 A C 0.19185 0.178837 0.08303 3.12E-02 -0.07898 0.00944 5.74E-17 -2.26443 1.08552 3.70E-02 2.30E-01 4.65E-01 16
ENSG00000134909 11 ARHGAP32 128992087 rs1122167 11 129207859 A G 0.23758 -0.22989 0.10073 2.25E-02 0.24128 0.00976 ####### -0.95278 0.41926 2.31E-02 1.81E-01 6.83E-01 20
ENSG00000080854 11 IGSF9B 133806032 rs329673 11 133798999 C T 0.20179 0.248744 0.08802 4.71E-03 -0.2257 0.01137 1.14E-87 -1.10211 0.39391 5.14E-03 5.31E-02 6.19E-01 20
ENSG00000109956 11 B3GAT1 134265105 rs7876057 11 134281332 G T 0.12127 0.229401 0.11013 3.72E-02 -0.39753 0.01192 ####### -0.57706 0.27757 3.76E-02 7.37E-01 6.88E-01 20
ENSG00000255545 11 B3GAT1-DT 134340961 rs7876057 11 134281332 G T 0.12127 0.229401 0.11013 3.72E-02 -0.71316 0.0276 ####### -0.32167 0.15493 3.79E-02 4.83E-01 6.65E-01 20
ENSG00000120645 12 IQSEC3 231778 rs5737194 12 239301 C G 0.33897 0.170687 0.07381 2.08E-02 0.5802 0.01436 ####### 0.294186 0.12742 2.10E-02 9.73E-02 8.69E-01 20
ENSG00000177406 12 NINJ2-AS1 756464 rs5580092 12 752360 A G 0.13022 0.224604 0.0873 1.01E-02 0.94098 0.01272 ####### 0.238691 0.09283 1.01E-02 5.91E-01 9.52E-01 20
ENSG00000047621 12 C12orf4 4622284 rs1084908 12 4597481 C A 0.1839 -0.25309 0.09867 1.03E-02 -0.20071 0.01095 5.34E-75 1.26098 0.4964 1.11E-02 5.10E-01 2.01E-01 20
ENSG00000139190 12 VAMP1 6575778 rs2534722 12 6581230 T G 0.30915 0.167086 0.08195 4.15E-02 0.69759 0.00787 ####### 0.239518 0.11751 4.15E-02 8.13E-02 5.29E-01 20
ENSG00000111642 12 CHD4 6697945 rs7969177 12 6712980 A G 0.1342 0.22413 0.09664 2.04E-02 -0.14847 0.01094 6.25E-42 -1.50964 0.6604 2.23E-02 1.26E-02 9.10E-01 20
ENSG00000184574 12 LPAR5 6736807 rs7294416 12 6689686 T A 0.1332 0.222726 0.09663 2.12E-02 -0.38806 0.01209 ####### -0.57395 0.24964 2.15E-02 2.71E-01 6.36E-01 20
ENSG00000064115 12 TM7SF3 27146747 rs6487582 12 27115395 C T 0.15805 0.247651 0.10403 1.73E-02 -0.25851 0.01199 ####### -0.95799 0.40485 1.80E-02 4.91E-01 1.83E-01 20
ENSG00000167552 12 TUBA1A 49580843 rs1116886 12 49515130 C T 0.02783 -0.64116 0.3117 3.97E-02 0.4993 0.04668 1.07E-26 -1.28413 0.63571 4.34E-02 1.26E-01 2.31E-01 19
ENSG00000196876 12 SCN8A 52093173 rs1948432 12 51987478 T C 0.20775 -0.2315 0.0924 1.22E-02 0.19048 0.00983 1.42E-83 -1.21534 0.48914 1.30E-02 1.70E-01 2.82E-01 20
ENSG00000063046 12 EIF4B 53417967 rs7957445 12 53408580 A G 0.16799 -0.17598 0.08247 3.29E-02 0.4541 0.01728 ####### -0.38753 0.18221 3.34E-02 1.34E-01 4.22E-01 20
ENSG00000167778 12 SPRYD3 53465796 rs7302636 12 53471929 C T 0.17594 0.171526 0.08642 4.72E-02 0.18961 0.01024 1.32E-76 0.904648 0.45839 4.84E-02 1.33E-01 2.96E-02 20
ENSG00000135414 12 GDF11 56143987 rs7302200 12 56449435 A G 0.32704 0.186879 0.07855 1.73E-02 -0.06746 0.00862 4.93E-15 -2.77021 1.21692 2.28E-02 4.45E-02 9.91E-01 19
ENSG00000139531 12 SUOX 56395694 rs1873914 12 56379427 C G 0.39066 0.172038 0.07397 2.00E-02 -0.33661 0.00797 ####### -0.51109 0.22008 2.02E-02 1.40E-01 9.58E-01 20
ENSG00000197728 12 RPS26 56436876 rs1131017 12 56435929 C G 0.40855 0.180893 0.07259 1.27E-02 0.34827 0.0086 ####### 0.519401 0.20882 1.29E-02 2.59E-01 3.89E-01 20
ENSG00000065361 12 ERBB3 56485465 rs1117173 12 56470625 C T 0.41451 0.157359 0.07248 2.99E-02 -0.16793 0.00815 2.05E-94 -0.93707 0.43398 3.08E-02 4.79E-02 8.66E-01 20
ENSG00000111537 12 IFNG 68551037 rs2870960 12 68426628 C T 0.28827 -0.15421 0.07576 4.18E-02 -0.09155 0.00851 5.29E-27 1.68433 0.84217 4.55E-02 2.21E-02 9.47E-01 20
ENSG00000179941 12 BBS10 76740238 rs3449219 12 76804493 C T 0.23459 -0.17165 0.08634 4.68E-02 -0.24131 0.00898 ####### 0.71132 0.35876 4.74E-02 2.83E-01 3.47E-02 20
ENSG00000179104 12 TMTC2 83304654 rs1111560 12 83523857 T A 0.333 -0.16394 0.07312 2.50E-02 -0.10466 0.00824 5.49E-37 1.56647 0.70948 2.72E-02 1.75E-01 2.74E-01 20
ENSG00000198707 12 CEP290 88489393 rs5686775 12 88986900 C T 0.01491 -0.53563 0.24695 3.01E-02 -0.57818 0.08972 1.16E-10 0.9264 0.45066 3.98E-02 3.98E-02 7.99E-01 16
ENSG00000139324 12 TMTC3 88564868 rs1110473 12 88490119 T C 0.01292 -0.52838 0.23552 2.49E-02 0.46462 0.04275 1.65E-27 -1.13722 0.5176 2.80E-02 2.80E-02 5.74E-01 20
ENSG00000257345 12 LINC02413 93403295 rs4760509 12 93349509 T A 0.11133 0.228142 0.09855 2.06E-02 0.28559 0.02964 5.66E-22 0.798858 0.3549 2.44E-02 1.21E-01 1.72E-01 20
ENSG00000173598 12 NUDT4 93784341 rs3528807 12 93796615 G T 0.14215 0.217963 0.09867 2.72E-02 -0.14369 0.01137 1.24E-36 -1.51693 0.69712 2.96E-02 1.31E-02 1.85E-01 20
ENSG00000111142 12 METAP2 95888455 rs301037 12 95878317 G C 0.08847 0.241394 0.10624 2.31E-02 0.26054 0.01247 5.90E-97 0.926517 0.41015 2.39E-02 1.83E-01 9.49E-01 20
ENSG00000111145 12 ELK3 96625886 rs4762139 12 96617906 G C 0.23459 0.20783 0.09203 2.39E-02 -0.19872 0.01756 1.05E-29 -1.04584 0.47223 2.68E-02 8.00E-03 1.29E-01 20
ENSG00000171310 12 CHST11 105002432 rs1650133 12 104981594 C T 0.47018 0.145636 0.07191 4.29E-02 -0.1237 0.00794 8.87E-55 -1.17735 0.58626 4.46E-02 2.92E-01 4.04E-01 20
ENSG00000013503 12 POLR3B 106827706 rs1721933 12 106751563 T C 0.02286 -0.28152 0.13503 3.71E-02 0.67384 0.02419 ####### -0.41779 0.20095 3.76E-02 4.72E-01 9.56E-01 20
ENSG00000166578 12 IQCD 113646072 rs729062 12 113687859 G A 0.08946 -0.21669 0.10037 3.08E-02 0.18867 0.01758 7.19E-27 -1.14853 0.54263 3.43E-02 7.98E-02 9.88E-01 20
ENSG00000151176 12 PLBD2 113811787 rs3812826 12 113830657 T C 0.11431 -0.22185 0.11019 4.41E-02 0.21832 0.01395 3.34E-55 -1.01614 0.50889 4.59E-02 6.68E-02 8.90E-01 7
ENSG00000110917 12 MLEC 121132169 rs7976497 12 121135467 C T 0.47018 0.144681 0.07221 4.51E-02 -0.2168 0.00867 ####### -0.66736 0.33416 4.58E-02 5.39E-01 4.53E-01 20
ENSG00000089041 12 P2RX7 121597249 rs1106545 12 121581983 T C 0.03678 0.277659 0.13527 4.01E-02 -0.60812 0.01717 ####### -0.45659 0.22281 4.04E-02 6.84E-01 7.37E-01 20
ENSG00000110987 12 BCL7A 122478638 rs1084063 12 122427310 A G 0.53181 0.185167 0.07337 1.16E-02 0.18495 0.0087 ####### 1.00116 0.39947 1.22E-02 2.83E-01 8.70E-01 20
ENSG00000139719 12 VPS33A 122732589 rs6195436 12 122720095 A G 0.05865 0.428276 0.20487 3.66E-02 0.16762 0.01646 2.35E-24 2.5551 1.24775 4.06E-02 7.56E-02 2.00E-01 20
ENSG00000111450 12 STX2 131298978 rs7301826 12 131291101 C T 0.44533 0.166641 0.07327 2.30E-02 -0.72681 0.00695 ####### -0.22928 0.10084 2.30E-02 8.50E-03 2.07E-01 20
ENSG00000132341 12 RAN 131359323 rs7533547 12 131363724 G A 0.14016 0.288742 0.11428 1.15E-02 0.13812 0.01243 1.09E-28 2.09058 0.84855 1.38E-02 1.92E-02 3.57E-01 20
ENSG00000177192 12 PUS1 132421075 rs7312854 12 132353460 C T 0.25547 -0.17926 0.07768 2.10E-02 0.0609 0.01065 1.09E-08 -2.94373 1.37566 3.24E-02 1.37E-02 7.68E-01 20
ENSG00000184967 12 NOC4L 132633003 rs1154330 12 132631855 T C 0.10636 0.307307 0.13686 2.47E-02 -0.2798 0.01601 2.05E-68 -1.09832 0.49315 2.59E-02 2.18E-01 2.21E-02 20
ENSG00000196199 13 MPHOSPH8 20227693 rs4126709 13 20297346 T A 0.23758 -0.24312 0.1114 2.91E-02 0.18798 0.01005 4.01E-78 -1.29336 0.59665 3.02E-02 1.51E-01 5.21E-01 20
ENSG00000121390 13 PSPC1 20303019 rs9508812 13 20240743 T C 0.23658 -0.23672 0.11136 3.35E-02 -0.18905 0.00992 6.80E-81 1.25211 0.59267 3.46E-02 2.57E-01 6.87E-01 20
ENSG00000127870 13 RNF6 26751522 rs1175716 13 26904453 A C 0.39662 -0.19188 0.07374 9.26E-03 0.05733 0.00814 1.85E-12 -3.34693 1.37111 1.46E-02 1.46E-02 3.93E-01 20
ENSG00000188811 13 NHLRC3 39618344 rs4560413 13 39613187 G A 0.14712 -0.22705 0.09878 2.15E-02 -0.15548 0.013 6.03E-33 1.46038 0.64695 2.40E-02 1.03E-01 4.29E-01 20
ENSG00000188342 13 GTF2F2 45776443 rs7987863 13 45694139 T C 0.06262 -0.3377 0.1476 2.21E-02 0.91569 0.01672 ####### -0.36879 0.16133 2.23E-02 4.36E-01 7.44E-01 20
ENSG00000139687 13 RB1 48967004 rs9535032 13 49012265 G A 0.28926 -0.16335 0.07823 3.68E-02 -0.16208 0.00868 8.49E-78 1.00784 0.4857 3.80E-02 9.12E-02 6.01E-01 20
ENSG00000136161 13 RCBTB2 49085232 rs9316382 13 49069415 T C 0.28926 -0.1732 0.07824 2.68E-02 -0.07204 0.00874 1.71E-16 2.40426 1.12459 3.25E-02 9.91E-02 9.18E-01 20
ENSG00000235532 13 LINC00402 74819853 rs9530292 13 74831966 G A 0.26541 -0.15666 0.07938 4.84E-02 0.32978 0.01074 ####### -0.47503 0.24119 4.89E-02 7.67E-01 1.26E-01 20
ENSG00000139737 13 SLAIN1 78305200 rs1381985 13 78352442 C T 0.09245 -0.21898 0.09537 2.17E-02 0.10888 0.01542 1.68E-12 -2.01129 0.92116 2.90E-02 2.39E-03 4.85E-01 13
ENSG00000247400 13 DNAJC3-DT 96327134 rs1161900 13 96317506 T C 0.41054 -0.16873 0.07296 2.08E-02 -0.18688 0.00961 2.65E-84 0.902895 0.39319 2.17E-02 1.49E-01 1.55E-02 20
ENSG00000125304 13 TM9SF2 100184965 rs7325697 13 100117793 T C 0.15507 -0.23214 0.10819 3.19E-02 -0.19149 0.01104 2.43E-67 1.21232 0.5693 3.32E-02 1.56E-01 4.08E-01 20
ENSG00000211777 14 TRAV3 22192264 rs1109130 14 22890959 G A 0.54871 -0.16905 0.07191 1.87E-02 -0.08838 0.00972 9.74E-20 1.91271 0.84035 2.28E-02 6.59E-02 7.19E-01 20
ENSG00000251002 14 TRD-AS1 22900515 rs916052 14 22904492 A G 0.54871 -0.15758 0.07183 2.82E-02 -0.3645 0.01843 4.32E-87 0.432306 0.19826 2.92E-02 1.23E-01 7.39E-01 20
ENSG00000211858 14 TRAJ31 22979979 rs1288742 14 22980408 G A 0.42843 -0.15395 0.07397 3.74E-02 0.08009 0.01012 2.54E-15 -1.92234 0.95506 4.41E-02 1.31E-01 4.13E-02 12
ENSG00000155463 14 OXA1L 23238369 rs1115775 14 23173797 G A 0.52187 -0.19031 0.06994 6.51E-03 -0.12377 0.0118 9.91E-26 1.5376 0.58377 8.44E-03 1.78E-01 5.17E-01 20
ENSG00000196497 14 IPO4 24653797 rs2273912 14 24649669 T C 0.08648 0.281122 0.11569 1.51E-02 0.22256 0.01956 5.53E-30 1.26312 0.53156 1.75E-02 1.75E-02 4.84E-02 20
ENSG00000151332 14 MBIP 36778823 rs7991345 14 36816264 C T 0.05964 0.27621 0.10958 1.17E-02 -0.1207 0.01644 2.12E-13 -2.28834 0.95986 1.71E-02 5.82E-02 8.49E-01 13
ENSG00000100490 14 CDKL1 50839744 rs1465160 14 50811025 C T 0.52485 -0.15118 0.07177 3.52E-02 -0.47274 0.01116 ####### 0.319799 0.152 3.54E-02 3.87E-01 2.58E-01 20
ENSG00000131966 14 ACTR10 58684274 rs1783289 14 58678057 A G 0.04274 -0.32539 0.15935 4.12E-02 -1.00414 0.03509 ####### 0.324045 0.1591 4.17E-02 4.76E-01 5.06E-01 20
ENSG00000100564 14 PIGH 68057838 rs4899212 14 68067756 G A 0.1004 -0.26073 0.12623 3.89E-02 0.15815 0.01462 2.97E-27 -1.64863 0.81262 4.25E-02 3.58E-02 5.19E-01 20
ENSG00000156127 14 BATF 76001063 rs175722 14 75989286 G T 0.10338 0.284435 0.13858 4.01E-02 0.17075 0.01265 1.59E-41 1.66579 0.82094 4.24E-02 3.26E-01 3.39E-02 20
ENSG00000119686 14 FLVCR2 76087258 rs3784003 14 76083582 A C 0.25547 -0.23572 0.08487 5.48E-03 0.38946 0.00895 ####### -0.60526 0.21837 5.58E-03 1.61E-02 8.49E-01 20
ENSG00000119669 14 IRF2BPL 77492961 rs1135377 14 77486390 C T 0.08847 -0.2629 0.12683 3.82E-02 -0.94347 0.01734 ####### 0.27865 0.13452 3.83E-02 1.67E-01 6.21E-02 20
ENSG00000198894 14 CIPC 77574035 rs265599 14 77574438 A G 0.29921 0.173156 0.07899 2.84E-02 -0.63143 0.00895 ####### -0.27423 0.12516 2.85E-02 4.39E-02 8.67E-01 20
ENSG00000258733 14 LINC02328 86498585 rs3557017 14 86401243 C T 0.03181 0.46947 0.23754 4.81E-02 -0.89039 0.04896 6.45E-74 -0.52727 0.26835 4.94E-02 2.59E-01 6.02E-01 14
ENSG00000119720 14 NRDE2 90770530 rs7145398 14 90732150 C T 0.39662 0.178508 0.07299 1.45E-02 -0.37726 0.00877 ####### -0.47317 0.1938 1.46E-02 5.83E-01 5.06E-01 20
ENSG00000246223 14 LINC01550 98418204 rs1551540 14 98431156 T C 0.26541 0.16173 0.07926 4.13E-02 0.13421 0.01201 5.54E-29 1.20504 0.6003 4.47E-02 5.64E-01 7.54E-01 20
ENSG00000259775 14 EIF5-DT 103798357 rs8007383 14 103797095 G A 0.28231 0.174586 0.08038 2.98E-02 0.37073 0.02294 9.38E-59 0.470924 0.21876 3.13E-02 1.91E-01 5.83E-01 20
ENSG00000100664 14 EIF5 103805621 rs8007383 14 103797095 G A 0.28231 0.174586 0.08038 2.98E-02 0.51625 0.00845 ####### 0.33818 0.15579 3.00E-02 3.17E-01 7.06E-01 20
ENSG00000166165 14 CKB 103987722 rs1014947 14 104017953 A G 0.48111 0.146838 0.07215 4.18E-02 -0.21285 0.00791 ####### -0.68985 0.33992 4.24E-02 3.82E-01 7.00E-01 20
ENSG00000166170 14 BAG5 104026024 rs2296482 14 104029819 G T 0.26143 -0.16599 0.07774 3.28E-02 0.18662 0.0089 1.10E-97 -0.88946 0.41874 3.37E-02 4.49E-01 6.54E-01 20
ENSG00000134153 15 EMC7 34385183 rs1865925 15 34377601 T C 0.11034 -0.25586 0.12079 3.42E-02 0.13327 0.0142 6.46E-21 -1.91989 0.92916 3.88E-02 3.88E-02 6.07E-01 20
ENSG00000182405 15 PGBD4 34395432 rs4780216 15 34401353 G A 0.11133 -0.25549 0.12095 3.47E-02 0.19206 0.0126 1.90E-52 -1.33027 0.63578 3.64E-02 3.64E-02 4.69E-01 20
ENSG00000171262 15 FAM98B 38763119 rs562949 15 38790165 C T 0.25746 -0.20158 0.08581 1.88E-02 0.12295 0.00933 1.14E-39 -1.63957 0.70892 2.07E-02 1.48E-01 3.21E-01 20
ENSG00000172575 15 RASGRP1 38819040 rs3431556 15 38792536 A G 0.25845 -0.2082 0.08646 1.60E-02 -0.11927 0.00995 4.10E-33 1.74566 0.73942 1.82E-02 3.26E-01 2.85E-01 20
ENSG00000128829 15 EIF2AK4 40277072 rs1107024 15 40317792 G T 0.53181 -0.17224 0.07173 1.63E-02 -0.20132 0.00787 ####### 0.855568 0.35788 1.68E-02 1.72E-01 3.19E-01 20
ENSG00000137842 15 TMEM62 43446410 rs139431 15 43151472 C T 0.01789 -0.47107 0.20183 1.96E-02 0.30941 0.03334 1.67E-20 -1.52249 0.67262 2.36E-02 1.50E-02 2.19E-01 12
ENSG00000140265 15 ZSCAN29 43656796 rs3532638 15 43630884 G C 0.19583 0.219267 0.10612 3.88E-02 -0.5589 0.00961 ####### -0.39232 0.18999 3.89E-02 4.08E-02 4.95E-02 20
ENSG00000140254 15 DUOXA1 45415852 rs6202512 15 45420964 T C 0.20477 0.187987 0.08719 3.11E-02 0.06263 0.01054 2.83E-09 3.00157 1.48092 4.27E-02 4.27E-02 4.57E-01 19
ENSG00000035664 15 DAPK2 64281733 rs332280 15 64314274 C T 0.15109 -0.25473 0.10622 1.65E-02 -0.23244 0.01115 1.73E-96 1.09588 0.45999 1.72E-02 2.64E-01 5.37E-01 20
ENSG00000140598 15 EFL1 82488837 rs7649440 15 82538830 C T 0.15905 0.213663 0.09125 1.92E-02 -0.10785 0.01096 7.71E-23 -1.98112 0.86973 2.27E-02 8.49E-02 2.90E-01 20
ENSG00000166503 15 HDGFL3 83830545 rs2847970 15 83869144 A G 0.06163 0.309034 0.13321 2.03E-02 0.81994 0.01472 ####### 0.376898 0.1626 2.05E-02 8.63E-01 1.58E-01 20
ENSG00000181991 15 MRPS11 89016453 rs6202433 15 89021523 C T 0.01491 -0.45385 0.22341 4.22E-02 -0.48255 0.03837 2.88E-36 0.940529 0.46898 4.49E-02 1.30E-01 4.21E-01 20
ENSG00000140548 15 ZNF710 90585031 rs2939850 15 90619362 C T 0.28926 -0.17357 0.08094 3.20E-02 0.10605 0.00972 1.01E-27 -1.63675 0.77785 3.54E-02 9.71E-02 7.80E-01 19
ENSG00000259291 15 ZNF710-AS1 90621593 rs2939849 15 90619082 G C 0.41253 -0.15506 0.07668 4.32E-02 0.21846 0.01953 4.72E-29 -0.70977 0.35667 4.66E-02 4.66E-02 9.93E-01 16
ENSG00000140575 15 IQGAP1 90988462 rs2074585 15 91009484 G A 0.4662 0.242498 0.06935 4.71E-04 -0.45777 0.00757 ####### -0.52974 0.15176 4.82E-04 9.75E-04 7.95E-01 20
ENSG00000140577 15 CRTC3 91130867 rs2238327 15 91012949 A G 0.32704 -0.2046 0.076 7.10E-03 -0.17497 0.00935 3.89E-78 1.16939 0.43882 7.70E-03 4.52E-02 1.28E-01 20
ENSG00000197299 15 BLM 91309708 rs389480 15 91351930 A G 0.45925 -0.17003 0.07266 1.93E-02 0.5415 0.00742 ####### -0.31401 0.13425 1.93E-02 1.62E-02 4.89E-02 20
ENSG00000140564 15 FURIN 91419255 rs372098 15 91365165 T C 0.39563 0.205866 0.07059 3.54E-03 -0.17814 0.00828 ####### -1.15563 0.39988 3.85E-03 1.34E-03 3.88E-01 20
ENSG00000182511 15 FES 91432965 rs8027450 15 91418394 T C 0.32306 0.193324 0.07655 1.16E-02 -0.38695 0.00825 ####### -0.49961 0.19812 1.17E-02 3.41E-03 5.07E-01 20
ENSG00000140443 15 IGF1R 99349979 rs2654980 15 99504843 T C 0.1839 0.177175 0.08554 3.83E-02 -0.19843 0.01025 1.55E-83 -0.89288 0.43356 3.95E-02 3.52E-02 1.17E-02 20
ENSG00000182253 15 SYNM 99657109 rs1163694 15 99647605 G T 0.33797 0.19219 0.07789 1.36E-02 -0.68145 0.00746 ####### -0.28203 0.11434 1.36E-02 1.60E-01 8.93E-01 20
ENSG00000183060 15 LYSMD4 100264836 rs8033612 15 100271757 T C 0.11829 0.295421 0.12667 1.97E-02 0.68926 0.01283 ####### 0.428604 0.18395 1.98E-02 1.11E-01 2.04E-02 20
ENSG00000251819 15 RNU6-322P 101092076 rs3605328 15 101114640 C T 0.42942 0.151714 0.07232 3.59E-02 -0.80375 0.01643 ####### -0.18876 0.09007 3.61E-02 3.03E-01 7.62E-01 20
ENSG00000259205 15 PRKXP1 101096446 rs3605328 15 101114640 C T 0.42942 0.151714 0.07232 3.59E-02 -0.88135 0.01515 ####### -0.17214 0.08211 3.61E-02 4.31E-01 7.21E-01 20
ENSG00000167962 16 ZNF598 2053739 rs2283476 16 2039308 T C 0.14115 -0.24955 0.107 1.97E-02 -0.31323 0.01458 ####### 0.796699 0.34362 2.04E-02 6.45E-02 5.12E-01 20
ENSG00000065057 16 NTHL1 2093841 rs2516726 16 2095065 C T 0.2326 0.175509 0.08448 3.78E-02 0.10957 0.01152 1.87E-21 1.60178 0.78918 4.24E-02 9.02E-02 2.76E-01 20
ENSG00000167969 16 ECI1 2295848 rs556503 16 2301269 T C 0.16103 0.181151 0.09068 4.58E-02 -0.56889 0.02672 ####### -0.31843 0.1601 4.67E-02 3.84E-01 7.75E-01 20
ENSG00000205918 16 PDPK2P 2679709 rs4786306 16 2708741 C T 0.38469 -0.18675 0.07552 1.34E-02 -0.7974 0.04615 6.65E-67 0.234202 0.09567 1.44E-02 9.61E-02 6.50E-02 20
ENSG00000260565 16 ERVK13-1 2716897 rs4786305 16 2707517 A G 0.40557 -0.18849 0.07535 1.24E-02 -0.77587 0.01751 ####### 0.242937 0.09727 1.25E-02 1.18E-01 3.57E-01 20
ENSG00000007038 16 PRSS21 2871734 rs1270912 16 2919229 T G 0.2495 -0.16294 0.08117 4.47E-02 0.12658 0.00873 1.27E-47 -1.28725 0.64736 4.68E-02 1.49E-01 6.28E-01 20
ENSG00000162076 16 FLYWCH2 2941285 rs1063677 16 2945248 G C 0.40954 -0.22868 0.07022 1.13E-03 0.38526 0.00766 ####### -0.59357 0.18265 1.15E-03 1.98E-01 6.01E-01 20
ENSG00000140987 16 ZSCAN32 3441575 rs1175546 16 3428149 T G 0.07058 -0.30508 0.14634 3.71E-02 -0.28248 0.03357 3.94E-17 1.08001 0.53371 4.30E-02 1.26E-01 2.23E-01 20
ENSG00000153406 16 NMRAL1 4528722 rs1163999 16 4527109 T C 0.27734 -0.26033 0.08343 1.81E-03 0.59807 0.00846 ####### -0.43527 0.13964 1.83E-03 1.70E-03 2.23E-01 20
ENSG00000103415 16 HMOX2 4542519 rs1898737 16 4518205 G A 0.27535 -0.26328 0.08376 1.67E-03 0.11532 0.009 1.44E-37 -2.2831 0.74792 2.27E-03 1.15E-04 2.01E-02 20
ENSG00000089486 16 CDIP1 4574752 rs478597 16 4577090 A G 0.28926 -0.2526 0.08321 2.40E-03 0.10879 0.01101 4.96E-23 -2.32188 0.80013 3.71E-03 3.71E-03 3.27E-02 20
ENSG00000205832 16 C16orf96 4628603 rs1291768 16 4590910 A G 0.32008 -0.25727 0.07937 1.19E-03 -0.05923 0.00988 2.06E-09 4.34366 1.52347 4.36E-03 4.36E-03 7.01E-02 20
ENSG00000103199 16 ZNF500 4807932 rs5872982 16 4816102 C T 0.25646 0.19068 0.07869 1.54E-02 0.3633 0.01019 ####### 0.52486 0.21709 1.56E-02 3.40E-02 7.39E-01 20
ENSG00000067836 16 ROGDI 4849960 rs2290562 16 4853816 A G 0.26938 0.196475 0.07426 8.15E-03 0.68475 0.00805 ####### 0.286929 0.1085 8.18E-03 3.01E-02 4.57E-01 20
ENSG00000118900 16 UBN1 4914513 rs9745736 16 4905691 G A 0.49602 0.177859 0.07216 1.37E-02 -0.08633 0.00803 5.87E-27 -2.06014 0.85756 1.63E-02 5.94E-02 1.56E-01 20
ENSG00000166669 16 ATF7IP2 10498893 rs6202748 16 10562738 T G 0.12227 -0.23489 0.10448 2.46E-02 0.39781 0.01078 ####### -0.59046 0.26313 2.48E-02 5.21E-01 6.67E-01 20
ENSG00000171490 16 RSL1D1 11937249 rs288806 16 12018374 G A 0.03082 0.342454 0.15621 2.84E-02 -0.16968 0.02769 8.97E-10 -2.01826 0.97778 3.90E-02 3.90E-02 6.96E-01 6
ENSG00000103381 16 CPPED1 12827396 rs1085235 16 12891812 T C 0.13519 -0.23868 0.09877 1.57E-02 0.31717 0.01036 ####### -0.75253 0.31238 1.60E-02 2.34E-02 7.27E-01 20
ENSG00000140750 16 ARHGAP17 24978846 rs1292982 16 25037231 A C 0.27734 0.188777 0.07958 1.77E-02 -0.10471 0.00855 1.76E-34 -1.8028 0.77411 1.99E-02 6.21E-03 3.46E-01 20
ENSG00000013364 16 MVP 29845535 rs10204 16 29826538 T C 0.13618 0.251791 0.1085 2.03E-02 0.29512 0.01258 ####### 0.853195 0.36943 2.09E-02 3.63E-02 1.32E-01 20
ENSG00000149929 16 HIRIP3 30005701 rs7951250 16 30194328 C G 0.14811 -0.32304 0.11614 5.41E-03 -0.0969 0.0141 6.37E-12 3.33367 1.29295 9.93E-03 9.93E-03 2.55E-01 15
ENSG00000102879 16 CORO1A 30197272 rs7199462 16 30158757 G T 0.54672 -0.15753 0.07233 2.94E-02 0.13145 0.00794 1.25E-61 -1.19841 0.55502 3.08E-02 3.03E-01 4.15E-02 20
ENSG00000179965 16 ZNF771 30429769 rs7204270 16 30156963 T C 0.54672 -0.15741 0.07234 2.96E-02 0.05828 0.00798 2.76E-13 -2.7008 1.29507 3.70E-02 3.70E-02 8.63E-02 20
ENSG00000228695 16 CES1P1 55811265 rs1244358 16 55866337 C T 0.27237 0.184702 0.07515 1.40E-02 -0.22105 0.01095 1.20E-90 -0.83558 0.34251 1.47E-02 8.07E-02 4.97E-01 20
ENSG00000198848 16 CES1 55852006 rs1244358 16 55866337 C T 0.27237 0.184702 0.07515 1.40E-02 -0.76335 0.01888 ####### -0.24196 0.09864 1.42E-02 8.15E-02 2.54E-01 20
ENSG00000182885 16 ADGRG3 57713037 rs727216 16 57718783 G C 0.2326 0.180258 0.0776 2.02E-02 0.34425 0.00996 ####### 0.523627 0.22593 2.05E-02 5.71E-02 6.08E-01 20
ENSG00000159625 16 DRC7 57747211 rs129271 16 57722866 T C 0.23161 0.180145 0.07755 2.02E-02 0.21375 0.01024 8.52E-97 0.842788 0.36503 2.10E-02 8.50E-03 7.68E-01 20
ENSG00000102890 16 ELMO3 67235473 rs3730399 16 67229019 G A 0.05964 0.268903 0.11705 2.16E-02 0.42589 0.02238 9.12E-81 0.63139 0.27683 2.26E-02 3.24E-02 1.00E+00 20
ENSG00000125122 16 FBXL9P 67250996 rs2233455 16 67207933 T C 0.06561 0.270087 0.11562 1.95E-02 -0.13688 0.01519 2.02E-19 -1.97322 0.8726 2.37E-02 2.37E-02 1.00E+00 20
ENSG00000213398 16 LCAT 67975843 rs255056 16 68016185 C G 0.14911 0.223736 0.08675 9.91E-03 0.30198 0.01099 ####### 0.740897 0.28854 1.02E-02 1.19E-02 1.17E-01 20
ENSG00000124067 16 SLC12A4 67990440 rs255052 16 68024995 A G 0.14911 0.225786 0.0866 9.13E-03 0.15468 0.01108 2.97E-44 1.45974 0.56957 1.04E-02 1.66E-02 6.66E-01 20
ENSG00000167264 16 DUS2 68067436 rs6499157 16 68105474 C A 0.1839 0.20565 0.09105 2.39E-02 0.78448 0.01052 ####### 0.262147 0.11612 2.40E-02 1.07E-02 2.60E-01 20



ENSG00000132600 16 PRMT7 68368671 rs7954300 16 68387341 T C 0.11332 0.215577 0.10124 3.32E-02 0.42025 0.01308 ####### 0.512972 0.24143 3.36E-02 2.73E-02 3.58E-01 20
ENSG00000184939 16 ZFP90 68586984 rs8058314 16 68584151 G A 0.20875 -0.24184 0.09449 1.05E-02 -0.8445 0.00824 ####### 0.286371 0.11193 1.05E-02 7.16E-02 7.66E-02 20
ENSG00000157423 16 HYDIN 71052953 rs7646058 16 71307121 G A 0.0169 -0.50024 0.22922 2.91E-02 0.38429 0.02459 4.69E-55 -1.30174 0.60227 3.07E-02 2.05E-01 2.98E-01 20
ENSG00000103196 16 CRISPLD2 84903982 rs805743 16 84839954 C A 0.27435 0.167726 0.07875 3.32E-02 -0.56417 0.00917 ####### -0.2973 0.13966 3.33E-02 4.70E-01 1.58E-01 17
ENSG00000225614 16 ZNF469 88500522 rs7263140 16 88002342 T G 0.19384 0.2053 0.08306 1.34E-02 -0.0827 0.01165 1.26E-12 -2.48237 1.06344 1.96E-02 6.06E-02 1.97E-01 20
ENSG00000167515 16 TRAPPC2L 88925861 rs382606 16 88927221 C T 0.34493 -0.23275 0.07685 2.46E-03 -0.27369 0.00956 ####### 0.850406 0.28236 2.60E-03 4.82E-02 3.65E-01 20
ENSG00000167523 16 SPATA33 89730945 rs164749 16 89708224 G T 0.48509 0.150493 0.07277 3.86E-02 0.12599 0.00872 2.28E-47 1.19449 0.58348 4.06E-02 5.60E-03 6.26E-01 20
ENSG00000167740 17 CYB5D2 4068533 rs6207218 17 4050848 C A 0.22664 -0.19496 0.0936 3.73E-02 0.35973 0.00958 ####### -0.54197 0.2606 3.76E-02 9.10E-01 2.21E-01 20
ENSG00000065320 17 NTN1 9036088 rs7219198 17 9149392 C G 0.26044 -0.18275 0.08128 2.46E-02 -0.11096 0.00991 4.33E-29 1.64696 0.74716 2.75E-02 2.75E-02 1.26E-01 20
ENSG00000006740 17 ARHGAP44 12793908 rs2523 17 12895815 C T 0.39364 -0.14658 0.07348 4.61E-02 0.16198 0.00896 5.39E-73 -0.90493 0.4564 4.74E-02 1.78E-01 6.49E-01 20
ENSG00000006744 17 ELAC2 12908606 rs2523 17 12895815 C T 0.39364 -0.14658 0.07348 4.61E-02 -0.35646 0.00797 ####### 0.411201 0.20634 4.63E-02 7.99E-02 9.22E-01 20
ENSG00000239704 17 CDRT4 15373127 rs236815 17 15468444 A C 0.32604 -0.22801 0.07369 1.97E-03 -0.27925 0.00873 ####### 0.816492 0.2651 2.07E-03 1.70E-02 6.12E-01 20
ENSG00000175106 17 TVP23C 15404057 rs2938170 17 15452308 T C 0.32704 -0.22324 0.0738 2.49E-03 -0.15346 0.00947 5.23E-59 1.45469 0.48921 2.94E-03 6.99E-02 3.93E-01 20
ENSG00000223878 17 PPIAP53 15410424 rs2938170 17 15452308 T C 0.32704 -0.22324 0.0738 2.49E-03 -0.07154 0.01181 1.40E-09 3.12044 1.15311 6.81E-03 6.81E-03 5.82E-01 14
ENSG00000187607 17 ZNF286A 15621882 rs1245355 17 15613384 G C 0.37078 -0.15864 0.07476 3.39E-02 -0.7025 0.01616 ####### 0.225816 0.10655 3.41E-02 6.40E-03 3.23E-01 20
ENSG00000141027 17 NCOR1 16028108 rs1085283 17 16174506 G C 0.4831 0.155919 0.07182 2.99E-02 -0.31537 0.00779 ####### -0.4944 0.22806 3.02E-02 1.04E-02 7.73E-01 20
ENSG00000108474 17 PIGL 16186319 rs1165195 17 16235462 G A 0.50696 -0.15268 0.0719 3.37E-02 0.20276 0.00798 ####### -0.75302 0.35586 3.43E-02 1.95E-02 7.66E-01 20
ENSG00000166582 17 CENPV 16251409 rs3112526 17 16247100 C T 0.46422 -0.14413 0.07164 4.42E-02 0.40775 0.00838 ####### -0.35348 0.17585 4.44E-02 1.49E-02 7.21E-01 20
ENSG00000181350 17 LRRC75A 16370179 rs1293876 17 16334445 T C 0.12425 -0.33148 0.13065 1.12E-02 -0.26805 0.01338 2.71E-89 1.23665 0.4913 1.18E-02 1.51E-02 6.56E-02 20
ENSG00000128438 17 TBC1D27P 16832191 rs6206542 17 16837274 A G 0.167 0.264283 0.09847 7.28E-03 0.11572 0.01236 7.55E-21 2.28373 0.88513 9.88E-03 8.35E-02 6.22E-01 20
ENSG00000240505 17 TNFRSF13B 16854140 rs5577010 17 16841424 G A 0.18688 0.225941 0.08813 1.04E-02 -0.06101 0.01013 1.69E-09 -3.7031 1.56971 1.83E-02 1.83E-02 4.66E-01 20
ENSG00000087111 17 PIGS 26889645 rs633274 17 26882994 T A 0.17893 -0.24949 0.09738 1.04E-02 -0.11565 0.01089 2.36E-26 2.1572 0.86614 1.28E-02 6.28E-02 6.25E-01 20
ENSG00000109107 17 ALDOC 26902207 rs7207976 17 27004703 C A 0.30318 -0.1682 0.07612 2.71E-02 -0.26407 0.00867 ####### 0.636941 0.28901 2.75E-02 4.17E-01 1.83E-01 20
ENSG00000161395 17 PGAP3 37840212 rs2952152 17 37832735 T C 0.31809 0.190414 0.07747 1.40E-02 0.35496 0.00823 ####### 0.536442 0.21861 1.41E-02 2.67E-01 4.82E-01 20
ENSG00000141736 17 ERBB2 37865423 rs903506 17 37879762 G A 0.32803 0.22144 0.07241 2.23E-03 0.06866 0.00843 3.68E-16 3.22495 1.12642 4.20E-03 2.57E-02 6.54E-01 20
ENSG00000161405 17 IKZF3 37970819 rs907091 17 37921742 T C 0.48907 0.166469 0.07255 2.18E-02 -0.3593 0.00771 ####### -0.46331 0.20215 2.19E-02 4.46E-01 6.21E-01 20
ENSG00000073605 17 GSDMB 38068477 rs1293623 17 38029120 C G 0.48509 0.158023 0.07231 2.89E-02 0.83389 0.00643 ####### 0.1895 0.08672 2.89E-02 2.03E-01 2.25E-01 20
ENSG00000172057 17 ORMDL3 38080574 rs1293623 17 38029120 C G 0.48509 0.158023 0.07231 2.89E-02 0.73268 0.00681 ####### 0.215679 0.09871 2.89E-02 4.81E-01 2.04E-01 20
ENSG00000131095 17 GFAP 42988340 rs991649 17 42987524 C T 0.26243 -0.15854 0.07741 4.06E-02 0.0803 0.00936 9.28E-18 -1.97426 0.99102 4.64E-02 9.75E-02 7.24E-02 20
ENSG00000228782 17 MRPL45P2 45548896 rs5851256 17 45523858 C T 0.4831 0.21111 0.06961 2.42E-03 -0.43373 0.01682 ####### -0.48674 0.1616 2.59E-03 8.58E-03 3.34E-01 20
ENSG00000141279 17 NPEPPS 45650474 rs1043203 17 45624913 G C 0.47515 -0.18985 0.07004 6.72E-03 -0.22098 0.00846 ####### 0.85912 0.31868 7.02E-03 1.99E-02 3.82E-01 20
ENSG00000263766 17 KPNB1-DT 45704006 rs3809868 17 45750596 G A 0.46223 -0.1798 0.07013 1.04E-02 -0.11187 0.01907 4.47E-09 1.6072 0.68412 1.88E-02 1.88E-02 4.27E-01 20
ENSG00000198933 17 TBKBP1 45780431 rs4794052 17 45769236 T C 0.42346 0.249912 0.06935 3.14E-04 0.5827 0.00742 ####### 0.428884 0.11914 3.18E-04 6.36E-02 7.71E-01 20
ENSG00000173868 17 PHOSPHO1 47304426 rs1165097 17 47345563 T C 0.24354 0.175476 0.08403 3.68E-02 0.18384 0.0092 9.38E-89 0.95453 0.45959 3.78E-02 4.79E-01 5.17E-01 20
ENSG00000108821 17 COL1A1 48269821 rs9898186 17 48278507 T C 0.20676 -0.20224 0.09849 4.00E-02 0.08405 0.01046 9.18E-16 -2.40631 1.20945 4.66E-02 4.66E-02 2.03E-01 10
ENSG00000136449 17 MYCBPAP 48597303 rs6504662 17 48580257 C T 0.43738 -0.14324 0.07219 4.72E-02 -0.29367 0.00792 ####### 0.487749 0.24619 4.76E-02 2.58E-01 8.87E-01 20
ENSG00000183691 17 NOG 54672005 rs2877763 17 54712328 G A 0.07058 -0.41508 0.16123 1.00E-02 -0.26928 0.01728 1.00E-54 1.54145 0.60687 1.11E-02 1.44E-02 2.22E-02 20
ENSG00000175155 17 YPEL2 57444070 rs6503918 17 57482466 A G 0.44235 0.179777 0.07202 1.26E-02 -0.18152 0.00806 ####### -0.99042 0.3992 1.31E-02 4.03E-01 1.19E-01 20
ENSG00000108950 17 FAM20A 66564392 rs1165487 17 66575761 A G 0.1839 0.222101 0.09304 1.70E-02 -0.15325 0.01013 9.99E-52 -1.44925 0.61461 1.84E-02 5.38E-02 3.24E-01 20
ENSG00000109066 17 TMEM104 72804270 rs3498616 17 72773115 A C 0.44036 0.183631 0.0695 8.24E-03 -0.0619 0.00795 6.98E-15 -2.96637 1.18561 1.24E-02 1.47E-02 4.57E-01 14
ENSG00000108479 17 GALK1 73754733 rs1106343 17 73818872 A G 0.19483 0.241121 0.09811 1.40E-02 -0.26016 0.01041 ####### -0.92682 0.37893 1.44E-02 2.81E-02 5.06E-01 20
ENSG00000250506 17 CDK3 73999533 rs1165222 17 73963667 C T 0.17992 -0.2891 0.10474 5.78E-03 -0.07917 0.01133 2.74E-12 3.65164 1.42241 1.03E-02 3.03E-02 3.09E-02 20
ENSG00000161547 17 SRSF2 74731826 rs991404 17 74703582 C T 0.50298 0.14778 0.07277 4.23E-02 0.06047 0.00796 3.14E-14 2.44388 1.24567 4.98E-02 8.41E-02 7.20E-01 20
ENSG00000141582 17 CBX4 77810091 rs128525 17 77809823 C T 0.39662 0.204637 0.08095 1.15E-02 -0.14916 0.00929 4.96E-58 -1.37191 0.54935 1.25E-02 2.19E-01 1.11E-01 20
ENSG00000173821 17 RNF213 78303625 rs8070920 17 78274186 G A 0.31412 0.170407 0.07608 2.51E-02 0.05661 0.00929 1.09E-09 3.01023 1.43179 3.55E-02 7.79E-02 5.44E-01 20
ENSG00000171246 17 NPTX1 78446295 rs3417798 17 78669788 T C 0.18092 -0.22786 0.10684 3.30E-02 -0.10574 0.01039 2.39E-24 2.15487 1.03236 3.69E-02 1.35E-01 1.52E-01 20
ENSG00000141564 17 RPTOR 78729395 rs4062178 17 78676905 C T 0.18092 -0.22134 0.10699 3.86E-02 -0.34104 0.0102 ####### 0.649021 0.31432 3.89E-02 5.72E-02 4.22E-01 20
ENSG00000207736 17 MIR657 79099124 rs1205172 17 79100010 T C 0.49503 0.187675 0.06944 6.88E-03 0.13731 0.0152 1.70E-19 1.36679 0.52788 9.62E-03 3.15E-02 5.98E-02 20
ENSG00000221025 17 MIR1250 79107052 rs4969407 17 79123135 T C 0.39364 0.182821 0.06988 8.89E-03 -0.19441 0.01517 1.34E-37 -0.94039 0.36684 1.04E-02 6.61E-03 8.01E-01 20
ENSG00000181409 17 AATK 79115486 rs4969407 17 79123135 T C 0.39364 0.182821 0.06988 8.89E-03 -0.53713 0.00998 ####### -0.34036 0.13025 8.97E-03 5.06E-02 2.53E-01 20
ENSG00000186765 17 FSCN2 79499789 rs5632420 17 79463324 A G 0.36183 0.217318 0.07179 2.47E-03 -0.06238 0.00937 2.76E-11 -3.48364 1.26419 5.86E-03 5.86E-03 1.96E-01 20
ENSG00000178927 17 CYBC1 80404585 rs3751913 17 80405552 C T 0.12624 0.206231 0.09617 3.20E-02 -0.45289 0.01136 ####### -0.45537 0.21265 3.22E-02 7.98E-01 8.23E-02 20
ENSG00000141560 17 FN3KRP 80681381 rs2246577 17 80680394 T C 0.40954 -0.15936 0.07561 3.50E-02 -0.80463 0.00679 ####### 0.198059 0.09398 3.51E-02 2.87E-01 9.28E-01 20
ENSG00000141556 17 TBCD 80805332 rs8072584 17 80839215 A G 0.16203 -0.22925 0.10344 2.67E-02 0.75961 0.01066 ####### -0.3018 0.13624 2.67E-02 3.23E-01 1.11E-01 20
ENSG00000255112 18 CHMP1B 11852921 rs1133739 18 11917083 A C 0.11829 -0.23805 0.11999 4.73E-02 -0.22751 0.01213 1.65E-78 1.0463 0.53032 4.85E-02 3.94E-01 9.94E-01 20
ENSG00000154889 18 MPPE1 11895921 rs1133739 18 11917083 A C 0.11829 -0.23805 0.11999 4.73E-02 -0.67038 0.01159 ####### 0.355089 0.17909 4.74E-02 2.10E-01 5.99E-01 20
ENSG00000141401 18 IMPA2 12005950 rs8085354 18 11916843 C T 0.19086 -0.22123 0.09314 1.75E-02 -0.45276 0.00958 ####### 0.488632 0.20598 1.77E-02 1.86E-01 3.16E-01 20
ENSG00000168675 18 LDLRAD4 13435125 rs8084766 18 13471199 T C 0.45527 0.156539 0.07226 3.03E-02 0.20726 0.00883 ####### 0.755266 0.3501 3.10E-02 2.81E-02 8.13E-01 20
ENSG00000141447 18 OSBPL1A 21859926 rs1077550 18 21743491 C T 0.38966 -0.15111 0.07192 3.56E-02 0.27064 0.00814 ####### -0.55835 0.26626 3.60E-02 4.06E-01 5.32E-01 20
ENSG00000134046 18 MBD2 51715118 rs2085669 18 51767985 G C 0.12227 -0.24585 0.10629 2.07E-02 -0.2273 0.01189 1.58E-81 1.08162 0.47101 2.17E-02 2.59E-02 3.54E-01 20
ENSG00000167468 19 GPX4 1105361 rs8103188 19 1103465 G A 0.44732 -0.14962 0.07188 3.74E-02 0.55144 0.00861 ####### -0.27132 0.13041 3.75E-02 4.13E-01 5.12E-01 20
ENSG00000133243 19 BTBD2 2010163 rs6212949 19 1982681 A G 0.14811 0.252331 0.11304 2.56E-02 0.30153 0.01587 1.60E-80 0.836826 0.37745 2.66E-02 1.25E-01 4.29E-01 20
ENSG00000220008 19 LINGO3 2298965 rs8113792 19 2294260 G C 0.2833 -0.16689 0.07664 2.94E-02 -0.11058 0.01505 2.02E-13 1.5093 0.7229 3.68E-02 1.12E-01 5.96E-01 20
ENSG00000105289 19 TJP3 3729459 rs8110279 19 3828433 A G 0.44036 0.152295 0.07286 3.66E-02 0.11786 0.00794 7.70E-50 1.29219 0.62428 3.85E-02 5.93E-01 9.32E-02 20
ENSG00000105278 19 ZFR2 3836526 rs230184 19 3819403 A G 0.43439 0.157307 0.07302 3.12E-02 0.09677 0.00877 2.64E-28 1.62555 0.76885 3.45E-02 1.02E-01 7.43E-01 20
ENSG00000185361 19 TNFAIP8L1 4647555 rs1699247 19 4640295 G T 0.48807 -0.17035 0.07214 1.82E-02 0.08516 0.00923 2.76E-20 -2.00036 0.87444 2.22E-02 1.24E-01 6.28E-01 20
ENSG00000130544 19 ZNF557 7078717 rs2967647 19 7087002 G C 0.30119 0.207073 0.07567 6.21E-03 -0.10491 0.00958 6.62E-28 -1.97382 0.7435 7.94E-03 2.48E-02 8.52E-01 18
ENSG00000142459 19 EVI5L 7912490 rs5630708 19 7864648 G C 0.22068 -0.20871 0.0825 1.14E-02 0.20734 0.01053 2.53E-86 -1.00662 0.40118 1.21E-02 3.53E-02 2.08E-02 20
ENSG00000104980 19 TIMM44 8000204 rs3486630 19 8076877 G A 0.0835 -0.46558 0.15487 2.64E-03 0.39338 0.01608 ####### -1.18355 0.39664 2.85E-03 8.29E-05 1.47E-01 20
ENSG00000131142 19 CCL25 8122592 rs3455737 19 8129359 G A 0.37376 -0.18147 0.07277 1.26E-02 0.05388 0.00859 3.53E-10 -3.36794 1.45341 2.05E-02 2.05E-02 3.11E-01 20
ENSG00000105401 19 CDC37 10516303 rs1297810 19 10520514 C A 0.30318 -0.15726 0.07611 3.88E-02 0.13749 0.00847 2.83E-59 -1.1438 0.55808 4.04E-02 3.12E-01 7.82E-01 20
ENSG00000129354 19 AP1M2 10690669 rs1821279 19 10693008 C G 0.17893 0.201823 0.09363 3.11E-02 0.3262 0.01079 ####### 0.618712 0.28777 3.16E-02 3.94E-01 9.42E-01 20
ENSG00000160877 19 NACC1 13240436 rs4926198 19 13231918 C T 0.24553 -0.17037 0.07519 2.35E-02 -0.129 0.01394 2.15E-20 1.32066 0.6001 2.78E-02 2.78E-02 2.80E-01 12
ENSG00000187556 19 NANOS3 13982224 rs1205213 19 13983851 G C 0.16302 -0.22953 0.09661 1.75E-02 -0.07968 0.01426 2.29E-08 2.88083 1.31751 2.88E-02 2.88E-02 8.40E-01 13
ENSG00000132016 19 BRME1 14005213 rs6511898 19 14015711 A C 0.21173 -0.18986 0.09157 3.81E-02 -0.08953 0.0107 6.04E-17 2.12057 1.05374 4.42E-02 4.42E-02 2.15E-01 16
ENSG00000105011 19 ASF1B 14239044 rs1428054 19 14287415 A G 0.08449 -0.21079 0.10276 4.02E-02 -0.16334 0.01896 6.90E-18 1.29048 0.64667 4.60E-02 1.34E-01 2.26E-01 16
ENSG00000099795 19 NDUFB7 14679882 rs1108589 19 14679428 A G 0.45427 -0.16477 0.07286 2.37E-02 0.07072 0.01188 2.64E-09 -2.32993 1.10219 3.45E-02 3.45E-02 3.62E-01 12
ENSG00000105127 19 AKAP8 15477404 rs7253722 19 15503492 A G 0.26243 0.231201 0.08299 5.34E-03 -0.07916 0.00936 2.64E-17 -2.92059 1.1037 8.14E-03 3.05E-02 2.88E-02 18
ENSG00000127527 19 EPS15L1 16524473 rs1041380 19 16591236 G A 0.32406 0.172597 0.07393 1.96E-02 0.09133 0.00866 5.31E-26 1.88991 0.82917 2.27E-02 7.04E-02 1.71E-01 20
ENSG00000127526 19 SLC35E1 16671917 rs4808048 19 16598150 G A 0.32903 0.171824 0.07393 2.01E-02 0.13035 0.00957 3.02E-42 1.31816 0.57533 2.20E-02 3.89E-02 8.42E-01 20
ENSG00000130304 19 SLC27A1 17598277 rs1166868 19 17612251 T C 0.11928 -0.23227 0.09799 1.78E-02 -0.25299 0.01203 3.67E-98 0.918088 0.38978 1.85E-02 2.60E-01 2.51E-01 20
ENSG00000131941 19 RHPN2 33512646 rs3531019 19 33468410 A C 0.19682 0.22321 0.08725 1.05E-02 -0.21718 0.01085 3.56E-89 -1.02777 0.40501 1.12E-02 1.54E-01 1.27E-01 20
ENSG00000076650 19 GPATCH1 33596617 rs3531019 19 33468410 A C 0.19682 0.22321 0.08725 1.05E-02 -0.45025 0.01584 ####### -0.49575 0.19457 1.08E-02 1.33E-01 2.83E-01 20
ENSG00000124299 19 PEPD 33945278 rs1167269 19 33876955 T C 0.51988 0.146671 0.07179 4.10E-02 0.15526 0.00791 1.01E-85 0.94468 0.46488 4.21E-02 1.82E-01 8.41E-01 20
ENSG00000168661 19 ZNF30 35426940 rs560930 19 35418182 A G 0.33897 -0.15644 0.07411 3.48E-02 -0.32321 0.00872 ####### 0.48402 0.22968 3.51E-02 9.61E-02 4.77E-01 20
ENSG00000185869 19 ZNF829 37393109 rs3520327 19 37808765 G C 0.12724 0.238243 0.10338 2.12E-02 0.07725 0.01375 1.93E-08 3.08397 1.44641 3.30E-02 3.30E-02 9.65E-01 20
ENSG00000177191 19 B3GNT8 41932949 rs1187909 19 41917260 T C 0.43042 0.14359 0.07175 4.54E-02 -0.08795 0.00804 7.91E-28 -1.63261 0.82934 4.90E-02 2.25E-01 8.01E-01 20
ENSG00000007129 19 CEACAM21 42074541 rs3745936 19 42092815 T A 0.22664 0.199642 0.07757 1.01E-02 -0.73752 0.00966 ####### -0.27069 0.10523 1.01E-02 4.69E-01 9.71E-01 20
ENSG00000239736 19 CEACAMP3 42109214 rs3745936 19 42092815 T A 0.22664 0.199642 0.07757 1.01E-02 1.22733 0.01643 ####### 0.162664 0.06324 1.01E-02 6.19E-01 9.88E-01 20
ENSG00000105427 19 CNFN 42892805 rs1209280 19 42819987 G A 0.06064 0.402959 0.14984 7.16E-03 -0.18146 0.01833 4.25E-23 -2.22062 0.85569 9.46E-03 3.23E-02 1.91E-01 20
ENSG00000079435 19 LIPE 42918618 rs7755534 19 42899150 G T 0.07058 0.442415 0.14778 2.76E-03 0.17342 0.0194 3.96E-19 2.55109 0.89866 4.53E-03 4.53E-03 7.35E-01 20
ENSG00000256294 19 ZNF225 44626680 rs4134895 19 44657679 A G 0.06859 -0.35679 0.13412 7.81E-03 -0.12822 0.01669 1.54E-14 2.78257 1.10693 1.19E-02 1.19E-02 3.70E-01 20
ENSG00000125744 19 RTN2 45994433 rs7356709 19 45994559 T A 0.09841 0.223736 0.10957 4.12E-02 -0.24507 0.0126 3.25E-84 -0.91294 0.44956 4.23E-02 1.11E-01 3.41E-01 20
ENSG00000105379 19 ETFB 51859047 rs8112785 19 51850485 T C 0.42744 0.157595 0.07393 3.30E-02 -0.19418 0.008 ####### -0.8116 0.3822 3.37E-02 1.90E-01 5.15E-01 20
ENSG00000105497 19 ZNF175 52083771 rs1698284 19 52077069 A G 0.24652 0.197465 0.08347 1.80E-02 -0.38601 0.00898 ####### -0.51155 0.21657 1.82E-02 1.72E-01 9.78E-01 20
ENSG00000196267 19 ZNF836 52666006 rs7262625 19 52655304 G C 0.10338 0.290819 0.1089 7.57E-03 -0.20566 0.01698 9.30E-34 -1.41409 0.54223 9.11E-03 3.59E-02 3.07E-01 18
ENSG00000189013 19 KIR2DL4 55280987 rs7788783 19 55386858 G C 0.03877 -0.73561 0.23746 1.95E-03 0.34638 0.05382 1.23E-10 -2.12369 0.76082 5.25E-03 5.25E-03 3.45E-02 14
ENSG00000108107 19 RPL28 55905662 rs1770037 19 55897327 G A 0.37674 -0.16622 0.07455 2.58E-02 -0.56772 0.0083 ####### 0.292779 0.13139 2.59E-02 1.18E-01 4.82E-02 20
ENSG00000108106 19 UBE2S 55915898 rs7361962 19 55909500 A G 0.03777 0.448186 0.17804 1.18E-02 -0.35018 0.04178 5.26E-17 -1.27987 0.53086 1.59E-02 2.35E-02 1.83E-01 19
ENSG00000152443 19 ZNF776 58263845 rs1042244 19 58278429 T C 0.40557 0.164866 0.07265 2.33E-02 0.13054 0.00799 5.62E-60 1.26291 0.56189 2.46E-02 6.14E-02 9.51E-01 20
ENSG00000269343 19 ZNF587B 58350558 rs9676435 19 58285378 A G 0.40855 -0.14406 0.0728 4.78E-02 -0.52249 0.0149 ####### 0.275711 0.13955 4.82E-02 3.77E-01 9.34E-01 20
ENSG00000204514 19 ZNF814 58380270 rs1041900 19 58291847 A G 0.40855 -0.14424 0.07279 4.75E-02 -0.15674 0.00893 6.66E-69 0.920234 0.46738 4.90E-02 6.14E-01 8.18E-01 20
ENSG00000268516 19 ZNF8-DT 58779406 rs260503 19 58790095 T C 0.33499 0.163076 0.07543 3.06E-02 0.43105 0.01924 ####### 0.378327 0.17581 3.14E-02 1.40E-01 4.91E-02 20
ENSG00000101280 20 ANGPT4 875136 rs685119 20 813751 C G 0.45925 -0.14969 0.07206 3.78E-02 0.07261 0.00894 4.69E-16 -2.06156 1.0244 4.42E-02 4.42E-02 6.98E-01 20
ENSG00000198053 20 SIRPA 1897848 rs6132062 20 1896401 A T 0.37475 -0.19433 0.07383 8.49E-03 -0.17794 0.00823 ####### 1.09211 0.41799 8.98E-03 2.27E-01 6.71E-01 20
ENSG00000088888 20 MAVS 3838383 rs1698899 20 3845860 A G 0.15606 -0.24769 0.11191 2.69E-02 0.3503 0.01101 ####### -0.70707 0.32023 2.72E-02 2.55E-01 6.31E-01 20
ENSG00000171984 20 SHLD1 5787798 rs6139846 20 5799170 G T 0.48608 -0.14179 0.07194 4.87E-02 -0.28648 0.00782 ####### 0.494933 0.25147 4.90E-02 7.57E-02 7.69E-01 18
ENSG00000149346 20 SLX4IP 10516714 rs603288 20 10432766 G A 0.44235 -0.14496 0.07247 4.55E-02 0.16743 0.00878 5.49E-81 -0.86583 0.43523 4.67E-02 4.12E-01 6.41E-01 20
ENSG00000132640 20 BTBD3 11889314 rs3848732 20 11758999 T C 0.3171 0.186406 0.07436 1.22E-02 0.09513 0.00837 6.20E-30 1.95949 0.80049 1.44E-02 1.24E-02 5.15E-01 20
ENSG00000089123 20 TASP1 13433148 rs1303769 20 13560308 C T 0.08748 0.323856 0.14264 2.32E-02 -0.08417 0.01543 4.90E-08 -3.84773 1.83567 3.61E-02 3.61E-02 4.76E-01 14
ENSG00000132669 20 RIN2 19925133 rs7360556 20 19979379 A G 0.05368 0.301953 0.14751 4.07E-02 -0.22678 0.01914 2.24E-32 -1.33149 0.6601 4.37E-02 1.59E-01 5.31E-01 11
ENSG00000088930 20 XRN2 21327202 rs1126112 20 21399826 G A 0.17495 0.212045 0.08852 1.66E-02 0.68012 0.01052 ####### 0.311775 0.13025 1.67E-02 2.19E-01 4.89E-01 20
ENSG00000213742 20 ZNF337-AS1 25631695 rs8020758 20 25650968 G A 0.06262 -0.36024 0.14476 1.28E-02 -0.37597 0.03355 3.84E-29 0.958164 0.39442 1.51E-02 4.97E-02 1.36E-01 20
ENSG00000130684 20 ZNF337 25666164 rs926487 20 25666737 T C 0.06064 -0.40964 0.15862 9.81E-03 -0.92407 0.01979 ####### 0.443296 0.17192 9.92E-03 2.12E-01 3.17E-01 20
ENSG00000171552 20 BCL2L1 30282023 rs6088962 20 30268184 T C 0.2326 -0.16873 0.07762 2.97E-02 -0.07388 0.01018 3.99E-13 2.28395 1.09675 3.73E-02 3.73E-02 6.70E-01 20
ENSG00000236559 20 BCL2L1-AS1 30289323 rs6058448 20 30332396 T C 0.23459 -0.17074 0.07751 2.76E-02 0.20829 0.02371 1.58E-18 -0.81974 0.38366 3.26E-02 8.59E-02 6.29E-01 20
ENSG00000101400 20 SNTA1 32013729 rs1443899 20 32181740 A G 0.02982 0.458391 0.20692 2.67E-02 0.49884 0.03212 2.16E-54 0.918913 0.419 2.83E-02 1.71E-01 7.64E-01 20
ENSG00000088298 20 EDEM2 33784544 rs6060266 20 33733078 C T 0.22664 -0.20525 0.08275 1.31E-02 -0.36226 0.00915 ####### 0.566575 0.22888 1.33E-02 4.06E-01 2.51E-01 20
ENSG00000101425 20 BPI 36927229 rs6069592 20 36921492 G T 0.31809 0.197987 0.07847 1.16E-02 0.34432 0.00823 ####### 0.575008 0.22831 1.18E-02 5.63E-03 8.25E-01 20
ENSG00000101442 20 ACTR5 37388959 rs2263752 20 37402428 A G 0.42445 0.179654 0.07011 1.04E-02 -0.44148 0.00775 ####### -0.40693 0.15897 1.05E-02 8.68E-02 8.67E-01 20
ENSG00000101445 20 PPP1R16B 37493007 rs6071514 20 37424257 G C 0.40258 0.149339 0.07451 4.50E-02 -0.13693 0.00823 3.32E-62 -1.09066 0.54807 4.66E-02 2.88E-01 1.94E-01 20
ENSG00000124134 20 KCNS1 43725352 rs3545652 20 43727443 C G 0.29125 -0.22366 0.07537 3.00E-03 0.09071 0.00911 2.38E-23 -2.46577 0.86704 4.46E-03 7.94E-03 6.41E-01 20
ENSG00000175063 20 UBE2C 44443405 rs119075 20 44389675 G T 0.39563 0.153463 0.07375 3.74E-02 -0.07613 0.00823 2.15E-20 -2.01581 0.99291 4.23E-02 4.23E-02 3.49E-01 20
ENSG00000158470 20 B4GALT5 48289948 rs2273088 20 48273459 A G 0.44533 -0.15516 0.07158 3.02E-02 0.10756 0.00798 2.18E-41 -1.44255 0.67405 3.23E-02 5.56E-02 8.95E-01 20
ENSG00000196396 20 PTPN1 49164095 rs1174379 20 49171174 G A 0.07654 0.339669 0.13853 1.42E-02 -0.45097 0.01576 ####### -0.75319 0.30831 1.46E-02 1.24E-01 9.10E-01 20
ENSG00000020256 20 ZFP64 50744524 rs6068092 20 50807399 A G 0.20974 -0.26827 0.09642 5.40E-03 -0.14153 0.0098 2.63E-47 1.89549 0.69382 6.30E-03 5.29E-03 1.27E-01 20
ENSG00000196074 20 SYCP2 58473664 rs1128823 20 58561309 C A 0.01292 1.20093 0.60723 4.80E-02 0.60724 0.03543 7.29E-66 1.97769 1.00661 4.94E-02 1.76E-01 7.52E-02 12
ENSG00000184402 20 SS18L1 60738181 rs1615746 20 60797558 G T 0.12724 -0.21121 0.0904 1.95E-02 -0.13577 0.01174 5.94E-31 1.55572 0.67927 2.20E-02 1.97E-02 5.66E-01 20
ENSG00000228705 20 LINC00659 61406122 rs8124577 20 61409066 T C 0.14513 0.18599 0.0889 3.64E-02 -0.26138 0.02791 7.72E-21 -0.71158 0.34849 4.12E-02 4.12E-02 7.51E-01 16
ENSG00000130589 20 HELZ2 62197515 rs2777939 20 62243810 C T 0.13817 0.183247 0.08343 2.81E-02 -0.17087 0.01444 2.52E-32 -1.07242 0.4966 3.08E-02 7.63E-03 3.08E-01 20
ENSG00000197114 20 ZGPAT 62354625 rs1758199 20 62352827 T C 0.08449 0.319563 0.1497 3.28E-02 -0.37311 0.01529 ####### -0.85648 0.40274 3.34E-02 7.57E-03 5.91E-01 20
ENSG00000154642 21 C21orf91 19176493 rs2257907 21 19163805 C T 0.24354 0.199612 0.07986 1.24E-02 -0.13752 0.00896 3.87E-53 -1.4515 0.58839 1.36E-02 1.19E-01 5.73E-02 16
ENSG00000154645 21 CHODL 19456635 rs2824498 21 19177629 C T 0.36084 -0.16446 0.07329 2.48E-02 -0.1089 0.00841 2.55E-38 1.5102 0.68303 2.70E-02 9.21E-03 5.75E-01 12
ENSG00000233236 21 LINC02573 21630099 rs2826149 21 21675046 G A 0.41352 0.167395 0.07443 2.45E-02 -0.42993 0.01958 ####### -0.38936 0.17403 2.53E-02 3.60E-01 5.33E-01 20
ENSG00000166979 21 EVA1C 33836010 rs5564263 21 33780367 C T 0.1163 -0.25831 0.12266 3.52E-02 -0.56081 0.01367 ####### 0.460603 0.21901 3.55E-02 4.32E-01 7.66E-02 20
ENSG00000159082 21 SYNJ1 34050714 rs1333997 21 34068582 T C 0.02485 0.656712 0.31415 3.66E-02 0.39756 0.0307 2.30E-38 1.65187 0.80041 3.90E-02 9.94E-02 3.59E-01 20
ENSG00000159259 21 CHAF1B 37773400 rs1176466 21 37791997 G A 0.03181 -0.45899 0.22044 3.73E-02 0.29013 0.04566 2.09E-10 -1.58201 0.79954 4.79E-02 4.79E-02 6.96E-01 4
ENSG00000157551 21 KCNJ15 39601438 rs2186344 21 39606769 T C 0.50795 -0.15046 0.07287 3.90E-02 0.49842 0.00749 ####### -0.30187 0.14628 3.91E-02 5.78E-01 6.88E-01 20
ENSG00000182093 21 GET1 40776312 rs2837008 21 40773487 C T 0.30616 0.186759 0.08606 3.00E-02 0.75079 0.0076 ####### 0.248749 0.11466 3.00E-02 2.73E-01 5.35E-01 20
ENSG00000157578 21 LCA5L 40797750 rs2836999 21 40761545 T G 0.30815 0.187124 0.08601 2.96E-02 0.32655 0.00856 ####### 0.573033 0.26381 2.98E-02 1.36E-01 5.94E-01 20
ENSG00000141956 21 PRDM15 43258988 rs9983923 21 43221111 A G 0.08449 0.369302 0.13898 7.88E-03 0.45231 0.01467 ####### 0.816489 0.3084 8.11E-03 1.15E-01 4.18E-02 20
ENSG00000182586 21 LINC00334 46666450 rs3746983 21 46711940 G A 0.16799 0.204683 0.09689 3.46E-02 0.17532 0.01683 2.08E-25 1.16746 0.56389 3.84E-02 3.07E-01 4.18E-02 20
ENSG00000182871 21 COL18A1 46879343 rs2236472 21 46903412 T C 0.23459 -0.22034 0.08977 1.41E-02 -0.80767 0.00943 ####### 0.272809 0.1112 1.42E-02 1.60E-01 9.40E-01 20
ENSG00000142173 21 COL6A2 47535387 rs1475915 21 47517157 A C 0.12923 -0.29131 0.13334 2.89E-02 -0.39867 0.01477 ####### 0.73072 0.33555 2.94E-02 2.69E-01 1.52E-01 20
ENSG00000160282 21 FTCD 47565828 rs6221518 21 47603995 G A 0.24354 0.214787 0.09596 2.52E-02 -0.18933 0.00938 1.61E-90 -1.13449 0.50994 2.61E-02 6.23E-01 1.80E-02 20
ENSG00000160294 21 MCM3AP 47680629 rs8131458 21 47694712 A G 0.36183 -0.15843 0.07324 3.05E-02 0.41244 0.00784 ####### -0.38412 0.17772 3.07E-02 6.11E-01 7.92E-01 20
ENSG00000160307 21 S100B 48021998 rs9306156 21 47960493 C T 0.34592 0.184071 0.07724 1.72E-02 0.88783 0.01033 ####### 0.207327 0.08704 1.72E-02 1.04E-01 1.27E-02 20
ENSG00000160310 21 PRMT2 48070057 rs9306156 21 47960493 C T 0.34592 0.184071 0.07724 1.72E-02 0.67018 0.00768 ####### 0.274661 0.1153 1.72E-02 9.60E-02 1.25E-02 20
ENSG00000230982 21 DSTNP1 48073702 rs9306156 21 47960493 C T 0.34592 0.184071 0.07724 1.72E-02 0.41801 0.02068 7.17E-91 0.440347 0.18607 1.80E-02 5.29E-02 1.06E-02 20
ENSG00000069998 22 HDHD5 17632289 rs2159068 22 17653955 C G 0.2167 -0.24445 0.09732 1.20E-02 -0.24089 0.00996 ####### 1.01476 0.40618 1.25E-02 7.31E-02 3.65E-01 20
ENSG00000099910 22 KLHL22 20816849 rs6221903 22 20800256 T C 0.28529 -0.27326 0.07773 4.39E-04 0.10087 0.00886 4.98E-30 -2.70917 0.80656 7.83E-04 4.64E-03 7.19E-02 20
ENSG00000099917 22 MED15 20896059 rs7315914 22 20942641 A G 0.16004 -0.17754 0.08693 4.11E-02 -0.27166 0.01151 ####### 0.65353 0.32117 4.19E-02 7.88E-02 1.25E-02 20



ENSG00000211658 22 IGLV3-27 23011017 rs2877064 22 23013171 C T 0.05964 -0.30242 0.14382 3.55E-02 0.72368 0.04631 4.74E-55 -0.41789 0.20053 3.72E-02 7.57E-03 8.82E-01 20
ENSG00000253234 22 IGLV2-5 23199075 rs390407 22 23258231 C T 0.24354 0.155208 0.07448 3.72E-02 -0.34048 0.0215 1.72E-56 -0.45586 0.22063 3.88E-02 5.36E-02 7.93E-01 20
ENSG00000211672 22 IGLV4-3 23213950 rs455941 22 23256260 G T 0.24752 0.149271 0.07457 4.53E-02 -0.26249 0.02165 8.14E-34 -0.56868 0.28795 4.83E-02 4.83E-02 8.70E-01 20
ENSG00000211678 22 IGLJ3 23247117 rs2854095 22 23249040 T C 0.4841 0.158123 0.07442 3.36E-02 0.2992 0.02233 6.26E-41 0.528494 0.25185 3.59E-02 1.88E-01 8.43E-01 20
ENSG00000099974 22 DDTL 24311905 rs5738974 22 24312629 G C 0.10437 0.272789 0.11518 1.79E-02 0.59283 0.06357 1.10E-20 0.460146 0.20045 2.17E-02 9.43E-02 6.65E-01 20
ENSG00000180957 22 PITPNB 28281889 rs5752663 22 28339350 T C 0.05666 0.381561 0.17284 2.73E-02 0.38978 0.02555 1.51E-52 0.978912 0.44804 2.89E-02 1.24E-02 1.89E-01 20
ENSG00000100220 22 RTCB 32795905 rs12530 22 32783904 C T 0.14811 -0.2144 0.08941 1.65E-02 -0.16488 0.01101 1.12E-50 1.30033 0.54917 1.79E-02 2.73E-02 9.45E-01 20
ENSG00000100336 22 APOL4 36593029 rs132735 22 36597881 T G 0.27038 0.256808 0.07198 3.60E-04 0.13569 0.00874 2.19E-54 1.89267 0.54432 5.07E-04 4.23E-03 2.17E-01 20
ENSG00000100201 22 DDX17 38891555 rs2267390 22 38889657 T C 0.30418 0.191242 0.07544 1.12E-02 0.23051 0.00846 ####### 0.82965 0.32869 1.16E-02 5.08E-02 9.69E-01 20
ENSG00000100216 22 TOMM22 39079385 rs5757194 22 39038790 C A 0.29523 0.163325 0.0763 3.23E-02 -0.11556 0.009 9.34E-38 -1.41335 0.66938 3.47E-02 2.38E-01 2.72E-01 20
ENSG00000100221 22 JOSD1 39089554 rs5750669 22 39080638 A T 0.29324 0.156356 0.07637 4.06E-02 -0.2491 0.00891 ####### -0.62769 0.30739 4.12E-02 4.37E-02 6.48E-01 20
ENSG00000183741 22 CBX6 39262887 rs7292074 22 39266451 A C 0.17197 0.196992 0.08988 2.84E-02 -0.4063 0.00968 ####### -0.48485 0.22151 2.86E-02 3.12E-01 3.66E-01 20
ENSG00000100401 22 RANGAP1 41661935 rs5565858 22 41700361 G A 0.43539 -0.14928 0.07192 3.79E-02 0.10472 0.00796 1.52E-39 -1.42551 0.69527 4.03E-02 6.69E-02 3.89E-02 20
ENSG00000093000 22 NUP50 45571807 rs7290824 22 45527815 T C 0.27932 0.197705 0.08099 1.46E-02 -0.26679 0.0088 ####### -0.74106 0.30456 1.50E-02 7.12E-03 9.17E-02 20
ENSG00000196576 22 PLXNB2 50729732 rs6224122 22 50747507 A G 0.43042 -0.1847 0.0725 1.08E-02 -0.28094 0.01021 ####### 0.657445 0.25917 1.12E-02 6.38E-01 6.48E-01 20
ENSG00000205593 22 DENND6B 50757940 rs6224122 22 50753973 C T 0.34493 -0.15431 0.0745 3.83E-02 -0.30089 0.01001 ####### 0.512863 0.2482 3.88E-02 1.32E-01 8.81E-01 20



Supplementary Table S4 Primer sequences used for quantitative real-time PCR (qPCR) 
Primer Name Primer Sequence (5' to 3') 
Human TAPBP forward CCTGGAGGTAGCAGGTCTTTC
Human TAPBP reverse ATCCTTGCAGGTGGACAGGTA 	
Human HLA class I forward AAAAGGAGGGAGTTACACTCAGG
Human HLA class I reverse GCTGTGAGGGACACATCAGAG
Human ACTB forward CATGTACGTTGCTATCCAGGC 	
Human ACTB reverse CTCCTTAATGTCACGCACGAT 	
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