Supplementary Table S1: Diagnostic specificity and species identification results of the Nanopore tNGS DR-TB assay among non-tuberculous mycobacteria (NTM) and mycobacteria-negative clinical control samples.

	Sample Category / Species
	N
	Reference Result 
(Anyplex™ MTB/NTM)
	tNGS Result 
	%Concordance

	Non-tuberculous mycobacteria (NTM)
	
	
	
	

	Mycobacterium abscessus
	2
	NTM positive, M. abscessus**
	M. abscessus
	100%

	Mycobacterium iranicum
	1
	NTM positive
	M. iranicum
	100%

	Unidentified NTM species
	7
	NTM positive 
(Genus level)
	Unidentified/
Low reads*
	N/A***

	
	
	
	
	

	
	
	
	
	

	Mycobacteria-negative controls
(true negative control)
	10
	Negative for MTB and NTM
	Negative
	100%

	
	
	
	
	

	Total
	20
	
	
	100% Specificity


Notes: * indicates tNGS sequencing yielded insufficient data for identification due to low bacterial load (Ct values >35 or smear-negative). ** indicates the species-level was confirm using LPA. *** indicates concordance was not applicable (N/A). However, both methods agreed on the absence of M. tuberculosis. 
















Supplementary Table S2: Detailed genotypic (gDST) and phenotypic (pDST) drug susceptibility results for the 59 clinical isolates included in the diagnostic assessment.


Abbreviations: gDST, genotypic drug susceptibility testing; pDST, phenotypic drug susceptibility testing; RAVs, resistance-associated variants. Sample types: SPT, sputum sample; CLN, culture isolate. Patient Categories: PS, pan-susceptible; IR, isoniazid-resistant; RR, rifampicin-resistant; MDR, multidrug-resistant; pre-XDR, pre-extensively drug-resistant. Drugs & Phenotypes: INH, isoniazid; RIF, rifampicin; EMB, ethambutol; PZA, pyrazinamide; STM, streptomycin; AMK, amikacin; KAN, kanamycin; ETO, ethionamide; FQs, fluoroquinolones; -R, resistant (e.g., RIF-R); -S, susceptible; ND, not determined/done.
Supplementary Figure S1 Nanopore tNGS TB-DR Custom Panel results for the 59 samples. The reports were retrieved from the EPI2ME Lab software (wf-tb-amr workflow), showing species identification, spoligotyping, lineage, and drug resistance profiles for each sample.
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Abbreviations: PS, pan-susceptible; IR, isoniazid-resistant; RR, rifampicin-resistant; IRR, isoniazid- and rifampicin-resistant; MDR, multidrug-resistant; pre-XDR, pre-extensively drug-resistant; SPT, sputum sample; CLN, colony sample.
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Hospital Lab

pDST results

number Patient ID/Code |Sample type tNGS results (gDST) (only available results)
2320122463 TBO7 SPT No RAVs detected Pan-susceptible
2320126681 TB09 SPT No RAVs detected Pan-susceptible
2320095689 IRO1 CLN katG S315T INH-R, RIF-S, EMB-S, STM-S
2320105722 IRO2 CLN No RAVs detected INH-R, RIF-S, EMB-S, STM-S
2320111487 IRO3 CLN katG S315T INH-R, RIF-S, EMB-S, STM-S
2320055729 IR04 CLN katG S315T INH-R, RIF-S, EMB-S
2320064944 IRO5 CLN katG S315T INH-R, RIF-S, EMB-S
2320061307 IR06 CLN katG S315T INH-R, RIF-S, EMB-S
2320112534 IRO7 CLN katG S315T INH-R, RIF-S, EMB-S
2320072424 IRO8 CLN katG S315T, rpsL K43R INH-R, RIF-S, EMB-S, STM-ND
2320072524 IR09 CLN katG S315T INH-R, RIF-S, EMB-S
2320163498 IR10 CLN katG S315T, rpoB L452P. gyrA S91P, rpsL K43R, INH-R, RIF-S, EMB-S, FQs-ND, ETO-ND, STM-ND
2320065027 RRO1 CLN rpoB S450L ';C')FS'_RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2320063331 RR02 CLN rpoB Q432H E'QFS' _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2320002707 RR03 CLN rpoB S450L E(')FS'_'Z’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
No RAVs detected
2320009427 RR04 CLN (rpoB ¢.1327_1335delTTGACCCAC, manual variant RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,
_ KAN-S, FQs-S
calling)
2320057653 RRO5 CLN rpoB S450L E'QFS' _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220356265 RR06 CLN rpoB H445R ;';2 INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220349032 RRO7 CLN rpoB H445D Ilel,I):s- _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220299392 RR08 CLN rpoB S450L E'QFS' _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220314290 RR09 CLN rpoB V170F ;';2 INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220342713 RR10 CLN rpoB H445D Ilel,I):s- _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2320151448 RR11 CLN rpoB S450L, E'QFS' _RS’ INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,
2320055151 MDRO1 CLN katG S315T, rpoB H445D KAN-S, FQs-8
RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,
2320045809 MDRO02 CLN katG S315T, rpoB H445D KAN-S, FQs-8
RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,
2320111079 MDRO3 CLN katG S315T, rpoB H445D KAN-S. FQs-S
RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,
2320064673 MDRO04 CLN katG S315T, rpoB S450L KAN-S, FQs-8
2320110528 MDRO5 CLN katG S315T, rpoB S450L Ilel,I):s- _RS’ INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-
2320064671 MDRO06 CLN katG S315T, rpoB S450L S.KAN-S, FQe-S
2220343984 MDRO8 CLN katG S315T, rpoB S450L E(')FS'_% INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2220321780 MDRO09 CLN katG S315T, rpoB L430P, rpoB D435A, pncA T76l Ilel,I):s- _RS’ INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2320149745 MDR10 CLN rpoB S450L, inhA -154G>A E'QFS' _RS’ INH-R, EMB-S, STM-S, ETO-R, AMK-S, KAN-S,
2320157004 MDR11 CLN katG S315T, rpoB S450L, embB M306I, rpsL K43R E(')FS'_% INH-R, EMB-R, STM-R, ETO-S, AMK-S, KAN-S,
2320128669 MDR12 CLN katG S315T, rpoB S450L Ilel,I):s- _RS’ INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S,
2320076083 MDR13 CLN katG S315T, rpoB H445D, rpsL K43R, ethA S214fs E'QFS' _RS’ INH-R, EMB-S, STM-R, ETO-S, AMK-S ,KAN-S,
2320048772 MDR14 CLN katG S315T, rpoB D435A, rpsL K43R, ethA S214fs E(')FS'_% INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S,
2320061316 MDR15 CLN katG S315T, rpoB S450L, embB G406D, pncA L116R RIF-R, INH-R, EMB-R, STM-S, PZA-R, ETO-ND, AMK-S,
KAN-S, FQs-S
2320049321 MDR16 CLN inhA -777C>T, rpoB S450L E'QFS' _RS’ INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S,
katG S315T, rpoB S450L, embB M306V, pncA -11A>C, |RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-R, AMK-S,
2320120389 | Pre-XDRO1 CLN | 1hsl K43R, gyrA A0V, ethA S214fs KAN-S, FQs-R
katG S315T, rpoB S450L, embB M306V, pncA -11A>C,  |RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S,
2320142062 Pre-XDR02 CLN 1 sl K43R, gyrA A0V, ethA S214fs KAN-S, FQs-R
katG S315T, rpoB S450L, embB M306V, pncA -11A>C, |RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S,
2320160886 Pre-XDRO3 CLN" 1 10sL Ka3R, gyrA AQOV, ethA S214fs KAN-S, FQs-S
katG S315T, rpoB S450L, embB G406D, pncA Y34D, RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-S, AMK-R,
2320230763 Pre-XDR04 CLN rrs 1401A>G, gyrA D94G KAN-R, FQs-R
2320127896 PS01 CLN No RAVs detected Pan-susceptible
2320131233 PS02 CLN No RAVs detected Pan-susceptible
2320132275 PS03 CLN No RAVs detected Pan-susceptible
2320135173 PS04 CLN No RAVs detected Pan-susceptible
2320107868 PS05 CLN No RAVs detected Pan-susceptible
2320138963 PS06 CLN No RAVs detected Pan-susceptible
2320130143 PS07 CLN No RAVs detected Pan-susceptible
2320115996 PS08 CLN No RAVs detected Pan-susceptible
2320125742 PS09 CLN No RAVs detected Pan-susceptible
2320137329 PS10 CLN No RAVs detected Pan-susceptible
2320101174 PS11 CLN inhA -777C>T, mpoB Q432L, poB M434T Pan-susceptible
2320122174 PS12 CLN No RAVs detected Pan-susceptible
2320144622 PS13 CLN No RAVs detected Pan-susceptible
2320132469 PS14 CLN No RAVs detected Pan-susceptible
2320132390 PS15 CLN No RAVs detected Pan-susceptible
2320132494 PS16 CLN No RAVs detected Pan-susceptible
2320154991 PS17 CLN No RAVs detected Pan-susceptible










2320122463 TB07 SPT No RAVs detected Pan-susceptible

2320126681 TB09 SPT No RAVs detected Pan-susceptible

2320095689 IR01 CLN katG S315T INH-R, RIF-S, EMB-S, STM-S

2320105722 IR02 CLN No RAVs detected INH-R, RIF-S, EMB-S, STM-S

2320111487 IR03 CLN katG S315T INH-R, RIF-S, EMB-S, STM-S

2320055729 IR04 CLN katG S315T INH-R, RIF-S, EMB-S

2320064944 IR05 CLN katG S315T INH-R, RIF-S, EMB-S

2320061307 IR06 CLN katG S315T INH-R, RIF-S, EMB-S

2320112534 IR07 CLN katG S315T INH-R, RIF-S, EMB-S

2320072424 IR08 CLN katG S315T, rpsL K43R INH-R, RIF-S, EMB-S, STM-ND

2320072524 IR09 CLN katG S315T INH-R, RIF-S, EMB-S

2320163498 IR10 CLN katG S315T, rpoB L452P. gyrA S91P, rpsL K43R, INH-R, RIF-S, EMB-S, FQs-ND, ETO-ND, STM-ND

2320065027 RR01 CLN rpoB S450L

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320063331 RR02 CLN rpoB Q432H

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320002707 RR03 CLN rpoB S450L

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320009427 RR04 CLN

No RAVs detected 

(rpoB c.1327_1335delTTGACCCAC, manual variant 

calling)

RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, 

KAN-S, FQs-S

2320057653 RR05 CLN rpoB S450L

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220356265 RR06 CLN rpoB H445R

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220349032 RR07 CLN rpoB H445D

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220299392 RR08 CLN rpoB S450L

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220314290 RR09 CLN rpoB V170F

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220342713 RR10 CLN rpoB H445D

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320151448 RR11 CLN rpoB S450L,

RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320055151 MDR01 CLN katG S315T, rpoB H445D

RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, 

KAN-S, FQs-S

2320045809 MDR02 CLN katG S315T, rpoB H445D

RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, 

KAN-S, FQs-S

2320111079 MDR03 CLN katG S315T, rpoB H445D

RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, 

KAN-S, FQs-S

2320064673 MDR04 CLN katG S315T, rpoB S450L

RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, 

KAN-S, FQs-S

2320110528 MDR05 CLN katG S315T, rpoB S450L

RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320064671 MDR06 CLN katG S315T, rpoB S450L

RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-

S,KAN-S, FQs-S

2220343984 MDR08 CLN katG S315T, rpoB S450L

RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2220321780 MDR09 CLN katG S315T, rpoB L430P, rpoB D435A, pncA T76I

RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320149745 MDR10 CLN rpoB S450L, inhA -154G>A 

RIF-R, INH-R, EMB-S, STM-S, ETO-R, AMK-S, KAN-S, 

FQs-S

2320157004 MDR11 CLN katG S315T, rpoB S450L, embB M306I, rpsL K43R

RIF-R, INH-R, EMB-R, STM-R, ETO-S, AMK-S, KAN-S, 

FQs-S

2320128669 MDR12 CLN katG S315T, rpoB S450L

RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, 

FQs-S

2320076083 MDR13 CLN katG S315T, rpoB H445D, rpsL K43R, ethA S214fs

RIF-R, INH-R, EMB-S, STM-R, ETO-S, AMK-S ,KAN-S, 

FQs-S

2320048772 MDR14 CLN katG S315T, rpoB D435A, rpsL K43R, ethA S214fs

RIF-R, INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S, 

FQs-S

2320061316 MDR15 CLN katG S315T, rpoB S450L, embB G406D, pncA L116R

RIF-R, INH-R, EMB-R, STM-S, PZA-R, ETO-ND, AMK-S, 

KAN-S, FQs-S

2320049321 MDR16 CLN inhA -777C>T, rpoB S450L

RIF-R, INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S, 

FQs-S

2320120389 Pre-XDR01 CLN

katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 

rpsL K43R, gyrA A90V, ethA S214fs 

RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-R, AMK-S, 

KAN-S, FQs-R

2320142062 Pre-XDR02 CLN

katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 

rpsL K43R, gyrA A90V, ethA S214fs 

RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S, 

KAN-S, FQs-R

2320160886 Pre-XDR03 CLN

katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 

rpsL K43R, gyrA A90V, ethA S214fs 

RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S, 

KAN-S, FQs-S

2320230763 Pre-XDR04 CLN

katG S315T, rpoB S450L, embB G406D, pncA Y34D, 

rrs 1401A>G, gyrA D94G

RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-S, AMK-R, 

KAN-R, FQs-R

2320127896 PS01 CLN No RAVs detected Pan-susceptible

2320131233 PS02 CLN No RAVs detected Pan-susceptible

2320132275 PS03 CLN No RAVs detected Pan-susceptible

2320135173 PS04 CLN No RAVs detected Pan-susceptible

2320107868 PS05 CLN No RAVs detected Pan-susceptible

2320138963 PS06 CLN No RAVs detected Pan-susceptible

2320130143 PS07 CLN No RAVs detected Pan-susceptible

2320115996 PS08 CLN No RAVs detected Pan-susceptible

2320125742 PS09 CLN No RAVs detected Pan-susceptible

2320137329 PS10 CLN No RAVs detected Pan-susceptible

2320101174 PS11 CLN

inhA -777C>T, rpoB Q432L, rpoB M434T

Pan-susceptible

2320122174 PS12 CLN No RAVs detected Pan-susceptible

2320144622 PS13 CLN No RAVs detected Pan-susceptible

2320132469 PS14 CLN No RAVs detected Pan-susceptible

2320132390 PS15 CLN No RAVs detected Pan-susceptible

2320132494 PS16 CLN No RAVs detected Pan-susceptible

2320154991 PS17 CLN No RAVs detected Pan-susceptible

Hospital Lab 

number

Patient ID/Code Sample type tNGS results (gDST)

pDST results 

(only available results)


Microsoft_Excel_Worksheet.xlsx
get-all-pDST

		Hospital Lab number		Patient ID/Code		Sample type		tNGS results (gDST)		pDST results 
(only available results)



		2320122463		TB07		SPT		No RAVs detected		Pan-susceptible

		2320126681		TB09		SPT		No RAVs detected		Pan-susceptible

		2320095689		IR01		CLN		katG S315T		INH-R, RIF-S, EMB-S, STM-S

		2320105722		IR02		CLN		No RAVs detected		INH-R, RIF-S, EMB-S, STM-S

		2320111487		IR03		CLN		katG S315T		INH-R, RIF-S, EMB-S, STM-S

		2320055729		IR04		CLN		katG S315T		INH-R, RIF-S, EMB-S

		2320064944		IR05		CLN		katG S315T		INH-R, RIF-S, EMB-S

		2320061307		IR06		CLN		katG S315T		INH-R, RIF-S, EMB-S

		2320112534		IR07		CLN		katG S315T		INH-R, RIF-S, EMB-S

		2320072424		IR08		CLN		katG S315T, rpsL K43R		INH-R, RIF-S, EMB-S, STM-ND

		2320072524		IR09		CLN		katG S315T		INH-R, RIF-S, EMB-S

		2320163498		IR10		CLN		katG S315T, rpoB L452P. gyrA S91P, rpsL K43R,		INH-R, RIF-S, EMB-S, FQs-ND, ETO-ND, STM-ND

		2320065027		RR01		CLN		rpoB S450L		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320063331		RR02		CLN		rpoB Q432H		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320002707		RR03		CLN		rpoB S450L		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320009427		RR04		CLN		No RAVs detected 
(rpoB c.1327_1335delTTGACCCAC, manual variant calling)		RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320057653		RR05		CLN		rpoB S450L		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220356265		RR06		CLN		rpoB H445R		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220349032		RR07		CLN		rpoB H445D		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220299392		RR08		CLN		rpoB S450L		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220314290		RR09		CLN		rpoB V170F		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220342713		RR10		CLN		rpoB H445D		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320151448		RR11		CLN		rpoB S450L,		RIF-R, INH-S, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320055151		MDR01		CLN		katG S315T, rpoB H445D		RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320045809		MDR02		CLN		katG S315T, rpoB H445D		RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320111079		MDR03		CLN		katG S315T, rpoB H445D		RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320064673		MDR04		CLN		katG S315T, rpoB S450L		RIF-R, INH-R, EMB-S, STM-S, PZA-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320110528		MDR05		CLN		katG S315T, rpoB S450L		RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320064671		MDR06		CLN		katG S315T, rpoB S450L		RIF-R, INH-S, EMB-S, STM-S, PZA-S, ETO-S, AMK-S,KAN-S, FQs-S

		2220343984		MDR08		CLN		katG S315T, rpoB S450L		RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2220321780		MDR09		CLN		katG S315T, rpoB L430P, rpoB D435A, pncA T76I		RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320149745		MDR10		CLN		rpoB S450L, inhA -154G>A 		RIF-R, INH-R, EMB-S, STM-S, ETO-R, AMK-S, KAN-S, FQs-S

		2320157004		MDR11		CLN		katG S315T, rpoB S450L, embB M306I, rpsL K43R		RIF-R, INH-R, EMB-R, STM-R, ETO-S, AMK-S, KAN-S, FQs-S

		2320128669		MDR12		CLN		katG S315T, rpoB S450L		RIF-R, INH-R, EMB-S, STM-S, ETO-S, AMK-S, KAN-S, FQs-S

		2320076083		MDR13		CLN		katG S315T, rpoB H445D, rpsL K43R, ethA S214fs		RIF-R, INH-R, EMB-S, STM-R, ETO-S, AMK-S ,KAN-S, FQs-S

		2320048772		MDR14		CLN		katG S315T, rpoB D435A, rpsL K43R, ethA S214fs		RIF-R, INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S, FQs-S

		2320061316		MDR15		CLN		katG S315T, rpoB S450L, embB G406D, pncA L116R		RIF-R, INH-R, EMB-R, STM-S, PZA-R, ETO-ND, AMK-S, KAN-S, FQs-S

		2320049321		MDR16		CLN		inhA -777C>T, rpoB S450L		RIF-R, INH-R, EMB-S, STM-R, ETO-R, AMK-S, KAN-S, FQs-S

		2320120389		Pre-XDR01		CLN		katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 
rpsL K43R, gyrA A90V, ethA S214fs 		RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-R, AMK-S, KAN-S, FQs-R

		2320142062		Pre-XDR02		CLN		katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 
rpsL K43R, gyrA A90V, ethA S214fs 		RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S, KAN-S, FQs-R

		2320160886		Pre-XDR03		CLN		katG S315T, rpoB S450L, embB M306V, pncA -11A>C, 
rpsL K43R, gyrA A90V, ethA S214fs 		RIF-R, INH-R, EMB-R, STM-R, PZA-ND, ETO-R, AMK-S, KAN-S, FQs-S

		2320230763		Pre-XDR04		CLN		katG S315T, rpoB S450L, embB G406D, pncA Y34D, 
rrs 1401A>G, gyrA D94G		RIF-R, INH-R, EMB-R, STM-R, PZA-R, ETO-S, AMK-R, KAN-R, FQs-R

		2320127896		PS01		CLN		No RAVs detected		Pan-susceptible

		2320131233		PS02		CLN		No RAVs detected		Pan-susceptible

		2320132275		PS03		CLN		No RAVs detected		Pan-susceptible

		2320135173		PS04		CLN		No RAVs detected		Pan-susceptible

		2320107868		PS05		CLN		No RAVs detected		Pan-susceptible

		2320138963		PS06		CLN		No RAVs detected		Pan-susceptible

		2320130143		PS07		CLN		No RAVs detected		Pan-susceptible

		2320115996		PS08		CLN		No RAVs detected		Pan-susceptible

		2320125742		PS09		CLN		No RAVs detected		Pan-susceptible

		2320137329		PS10		CLN		No RAVs detected		Pan-susceptible

		2320101174		PS11		CLN		inhA -777C>T, rpoB Q432L, rpoB M434T		Pan-susceptible

		2320122174		PS12		CLN		No RAVs detected		Pan-susceptible

		2320144622		PS13		CLN		No RAVs detected		Pan-susceptible

		2320132469		PS14		CLN		No RAVs detected		Pan-susceptible

		2320132390		PS15		CLN		No RAVs detected		Pan-susceptible

		2320132494		PS16		CLN		No RAVs detected		Pan-susceptible

		2320154991		PS17		CLN		No RAVs detected		Pan-susceptible





		IR; Isoniazid-Resistance. RR; Rifampicin-resistance. IRR; Isoniazid and rifampicin-resistance. PS; Pan susceptible. RAVs; Resistance-associated variants

		MDR; Multi drug-resistance. XDR; Extensively drug-resistance

		SPT; Sputum samples. CLN; Colony samples








