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UPRmt-related
genes
CLPP
CLPX
HSPA9
HSPD1
HSPE1
LONP1
YME1L1
SIRT3
SIRT7
PINK1
PRKN
HTRA2
SSBP1
MRPS5
LRPPRC
UCP2
UCP3
NRF1
NRF2
TFAM
ATF4
ATF5
DDIT3
EP300

CREBBP
FGF21
GDF15
FOXO3
HDAC1
HDAC2
HSF1

Supplementary Material 1: UPRmt-related genes.



Supplementary Material 2

Supplementary Material 2
Primer Name Upstream Downstream

β-actin ctacctcatgaagatcctgacc cacagcttctctttgatgtcac

APOC1 gagagcataccggataaactga ttctccttcactttgccaaatg

ARHGAP25 tcagaggctaaggcaggagaagg tcgtaggtagaagtccgctggtc

CYTH4 ttgccaacctcaacctcgttcag gcagtagcgagcagcgaagg

ITGB7 ctctctgtggaaatctacgacc tcgcacttttgtagagaggatt

MARCO tggagaccttcgaaatcaatga ctctaggtaccaggtgtgtttt

PLCB2 ctacctcctaaagcacgagttc cccagagatgatcgtaatggaa

WDFY4 gagagcgatgttcaagggcagag aggtggtggcgatcagtagagac

Supplementary Material 2: The primers and nucleotide sequences used in this detection.
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Supplementary Material 3: The determination of soft thresholding power.
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Supplementary Material 4: (A)The ROC curves of hub genes in GSE28829. (B)The ROC curves
of hub genes in GSE41571.
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Supplementary Material 5: MR-SNP
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Supplementary Material 6: MR-result.
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Supplementary Material 7: heterogeneity
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Supplementary Material 8: pleiotropy
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Supplementary Material 1

Supplementary Material 9: Presents the RMSF (Root Mean Square Fluctuation) analysis of.
APOC1 protein residues throughout a molecular dynamics simulation

0

Supplementary Material 10: Schematic of UPRmt–immune cell crosstalk.




