Supplementary Table 1 Basic information of active compounds in SZY

NO. Mol ID Molecule Name PubChem ID | Oral Bioavailability(OB) (%) | Drug-Likeness(DL) Structure
1
1 MOL001494 Mandenol 5282184 42 0.19
L,
. :
2 MOL001495 Ethyl linolenate 6371716 46.1 0.2
3 MOLO001771 poriferast-5-en-3beta-ol 457801 36.91 0.75 C ! D
e
J
4 MOL002879 Diop 33934 43.59 0.39 )
) 0
5 MOL002883 Ethyl oleate (NF) 5363269 32.4 0.19
6 MOLO003137 Leucanthoside 442659 32.12 0.78
7 MOLO000358 beta-sitosterol 222284 36.91 0.75
8 MOL000359 sitosterol 12303645 36.91 0.75
9 MOL000449 Stigmasterol 5280794 43.83 0.76
o
- \; )
10 MOL005360 malkangunin 90473155 57.71 0.63 - '
\
2,6,10,14,18- , L ,
11 MOL005481 pentamethylicosa- 5366013 33.4 0.24 V/\/\K\/\K\/M

2,6,10,14,18-pentaene




- I\;},L\‘g*&y

12 MOL005486 | 3,4-Dehydrolycopen-16-al 5316458 46.64 0.49 LAY
e SV
13 MOL005489 3,6-Digalloylglucose 46191017 31.42 0.66 R
14 MOLO005503 Cornudentanone 46191017 39.66 0.33
15 MOL005530 Hydroxygenkwanin 5318214 36.47 0.27
16 MOL005531 Telocinobufagin 259991 69.99 0.79
17 MOLO008457 Tetrahydroalstonine 72340 32.42 0.81
18 MOL000ss4 |82llic acid-3-0-(6-O-galloyl-| 5110405, 30.25 0.67 »
glucoside =
19 MOL005552 gemin D 471119 68.83 0.56 -
[ " A
20 MOL00sss7 | lanosta-8.24-dien-3-ol,3- 94175 443 0.82

acetate




Supplementary Table 2 The targets of 20 active components in SZY

MOLID MOL name Target name Targes Gene Symbol Source
MOL001494 Mandenol Prostaglandin G/H synthase 1 PTGS1 TCMSP
MOL001494 Mandenol Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOL001494 Mandenol Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL001495 | Ethyl linolenate | Prostaglandin G/H synthase 1 PTGSI1 TCMSP
MOLO001495 | Ethyl linolenate | Nuclear receptor coactivator 2 NCOA2 TCMSP
MOLO001771 | Poriferast-3-en- Progesterone receptor PGR TCMSP

3beta-ol
MOL001771 | P orléfle)zztfl-en- Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL002879 Diop Sodium channel protein type 5 SCNSA TCMSP
subunit alpha
MOL002879 Diop Beta-2 adrenergic receptor ADRB2 TCMSP
MOL002879 Diop Muscarinic acetylcholine CHRM3 TCMSP
receptor M3
MOLO002883 [ Ethyl oleate (NF) | Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL003137| Leucanthoside DNA topoisomerase 11 TOP2 TCMSP
Proto-oncogene
MOLO003137 | Leucanthoside serine/threonine-protein PIM1 TCMSP
kinase Pim-1
MOLO000358 [ beta-sitosterol Progesterone receptor PGR TCMSP
MOLO000358 | beta-sitosterol |Nuclear receptor coactivator 2 NCOA2 TCMSP
MOLO000358 | beta-sitosterol | Prostaglandin G/H synthase 1 PTGS1 TCMSP
MOL000358 | beta-sitosterol | Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOLO000358 | beta-sitosterol Heat shock protein HSP 90 HSP 90 TCMSP
Phosphatidylinositol-4,5-
MOL000358 |  beta-sitosterol bisphosphate 3-kinase PIK3CG TCMSP
catalytic subunit, gamma
isoform
Potassium voltage-gated
MOLO000358 | beta-sitosterol | channel subfamily H member KCNH2 TCMSP
2
MOL000358 | beta-sitosterol Dopamine D1 receptor DRDI TCMSP
MOLO000358 | betasitosterol | Muscarinic acetylcholine CHRM3 TCMSP
receptor M3
MOL000358 | beta-sitosterol | Muscarinic acetylcholine CHRMI TCMSP
receptor M1
MOL000358 | beta-sitosterol | >0dium channel protein type 5 SCN5A TCMSP
subunit alpha
MOL000358 | beta-sitosterol | O2mma-aminobutyric-acid (G721 TCMSP
receptor alpha-2 subunit
MOLO000358 [ beta-sitosterol Muscarinic acetylcholine LS TCMSP
receptor M4
MOL000358 | beta-sitosterol | > ydroxytryptamine 2A HTR2A TCMSP
receptor
MOL000358 | beta-sitosterol | Oomma-aminobutyric-acid GABRAS TCMSP
receptor alpha-5 subunit
MOL000358 | beta-sitosterol | Alpha-1A adrenergic receptor ADRAIA TCMSP
MOL000358 | beta-sitosterol | CAmma-aminobutyric-acid GABRAS TCMSP
receptor alpha-3 subunit
MOL000358 | beta-sitosterol | Muscarinic acetylcholine CIRLDY TCMSP
receptor M2
MOLO000358 | beta-sitosterol | Alpha-1B adrenergic receptor ADRAIB TCMSP
MOL000358 | beta-sitosterol Beta-2 adrenergic receptor ADRB?2 TCMSP




MOL000358 | beta-sitosterol |  curonal acetyleholine CHRNA2 TCMSP
receptor subunit alpha-2
MOL000358 | beta-sitosterol | SCdium-dependent serotonin SLC6A4 TCMSP
transporter
MOLO000358 [ beta-sitosterol Mu-type opioid receptor OPRMI TCMSP
MOL000358 | beta-sitosterol | Cmma-aminobutyric acid GBI TCMSP
receptor subunit alpha-1
MOLO000358 [ beta-sitosterol Apoptosis regulator Bel-2 BCL2 TCMSP
MOL000358 | beta-sitosterol Apoptosis regulator BAX BAX TCMSP
MOLO000358 [ beta-sitosterol Caspase-9 CASP9 TCMSP
MOL000358 | beta-sitosterol Caspase-3 CASP3 TCMSP
MOLO000358 [ beta-sitosterol Caspase-8 CASP8 TCMSP
MOLO000358 | beta-sitosterol Protein kinase C alpha type PRKCA TCMSP
MOLO000358 [ beta-sitosterol Transformll;legt ;grlowth factor UGHEY TCMSP
MOL000358 |  beta-sitosterol Serum PONI1 TCMSP
paraoxonase/arylesterase 1
MOL000358 | beta-sitosterol | Hcrotubule-associated MAP2 TCMSP
protein 2
MOL000359 sitosterol Progesterone receptor PGR TCMSP
MOL000359 sitosterol Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL000359 sitosterol Mineralocorticoid receptor NR3C2 TCMSP
MOL000449 Stigmasterol Progesterone receptor PGR TCMSP
MOL000449 Stigmasterol Mineralocorticoid receptor NR3C2 TCMSP
MOL000449 Stigmasterol | Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL000449 Stigmasterol Alcohol dehydrogenase 1C ADHI1C TCMSP
MOL000449 | Stigmasterol | REHROIC acﬁ;ﬁzep“’r RXR- RXRA TCMSP
MOL000449 Stigmasterol | Nuclear receptor coactivator 1 NCOAI TCMSP
MOL000449 [  Stigmasterol | Prostaglandin G/H synthase 1 PTGS1 TCMSP
MOL000449 Stigmasterol | Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOL000449 | Stigmasterol | Alpha-2A adrenergic receptor ADRA2A TCMSP
MOL000449 | Stigmasterol Sodium-dependent BILCSA TCMSP
noradrenaline transporter
MOL000449 | Stigmasterol | Sodium-dependent dopamine SLC6A3 TCMSP
transporter
MOL000449 Stigmasterol Beta-2 adrenergic receptor ADRRB?2 TCMSP
MOLO000449 | Stigmasterol | Urokinase-type plasminogen PLAU TCMSP
activator
MOL000449 Stigmasterol Leukotriene A-4 hydrolase LTA4H TCMSP
MOLO000449 | Stigmasterol Amine oxidase [flavin- MAOB TCMSP
containing] B
MOL000449 | Stigmasterol Amine oxidase [flavin- s TCMSP
containing] A
MOL000449 Stigmasterol Chymotrypsinogen B CTRBI TCMSP
MOL000449 | Stigmasterol | Muscarinic acetylcholine e TCMSP
receptor M3
MOL000449 |  Stigmasterol Muscarinic acetylcholine CHRM1 TCMSP
receptor M1
MOL000449 Stigmasterol Beta-1 adrenergic receptor ADRBI TCMSP
MOL000449 | Stigmasterol | >0dium channel protein type 3 SO TCMSP
subunit alpha
MOL000449 | Stigmasterol | > Tydroxytryptamine 2A AR TCMSP
receptor
MOL000449 Stigmasterol | Alpha-1A adrenergic receptor ADRAIA TCMSP
MOL000449 | Stigmasterol | O2mma-aminobutyric-acid e TCMSP

receptor alpha-3 subunit




MOL000449 | Stigmasterol | Muscarinic acetylcholine CIRLD TCMSP
receptor M2
MOL000449 Stigmasterol | Alpha-1B adrenergic receptor ADRAIB TCMSP
MOL000449 | Stigmasterol | G2mma-aminobutyric acid (S/NEIT TCMSP
receptor subunit alpha-1
2,6,10,14,18- PTGS2
MOL0054g1 |Pentamethylicosa-l o o o1andin G/H synthase 2 TCMSP
2,6,10,14,18-
pentaene
MOL005503 | Cornudentanone | Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOL005503 | Cornudentanone | Nuclear receptor coactivator 2 NCOA2 TCMSP
MOL005530 Hydroxygenkwan Nitric .0x1de. synthase, NOS2 TCMSP
in inducible
MOL005530 Hydroxffe“kwan Prostaglandin G/H synthase 1 PTGSI TCMSP
MOL005530 Hydrox?fenkwan Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOL005530 Hydroxfe“kwan Dipeptidyl peptidase IV DIFIEE; TCMSP
MOL005530 Hydrox?fenkwan Heat shock protein HSP 90 HSP 90 TCMSP
MOLO005530 Hydrox;i/fenkwan Nuclear receptor coactivator 2 N TCMSP
MOL005530 Hydrox?fenkwan CALM CALM TCMSP
Phosphatidylinositol-4,5- PIK3CG
MOL005530 Hydroxygenkwan blsph.osphate ;S—klnase TCMSP
n catalytic subunit, gamma
isoform
MOLO005531 | Telocinobufagin [ Mineralocorticoid receptor NR3C2 TCMSP
MOL005531 | Telocinobufagin Glucocorticoid receptor NR3C1 TCMSP
MOL008457 Tetrahydroalstoni Nitric 'ox1de' synthase, NOS2 TCMSP
ne inducible
MOLO008457 Tetrahygzoamom Prostaglandin G/H synthase 1 PTGSI TCMSP
MOLO008457 Tetrahygzoalstom Dopamine D1 receptor DR TCMSP
MOL008457 Tetrahydroalstoni| Muscarinic acetylcholine CHRM3 TCMSP
ne receptor M3
. Potassium voltage-gated KCNH2
MOL008457 Tetrahyﬂ:’alstom channel subfamily H member TCMSP
2
MOLO008457 Tetrahydroalstoni| Muscarinic acetylcholine CHRMI TCMSP
ne receptor M1
MOLO008457 Tetrahyﬁ:’amom Androgen receptor AR TCMSP
MOLO008457 Tetrahydroalstoni | Sodium chann§1 protein type 5 SCN5A TCMSP
ne subunit alpha
MOL008457 Tetrahydroalstoni Pe'r0x1some proliferator PPARG TCMSP
ne activated receptor gamma
MOLO008457 Tetrahydroalstoni| Muscarinic acetylcholine CHRMS TCMSP
ne receptor M5
MOL008457 Tetrahyﬁ:’amom Prostaglandin G/H synthase 2 PTGS2 TCMSP
MOLO008457 Tetrahydroalstoni Alpha-2C adrenergic receptor ADRA2C TCMSP

ne




MOL008457 Tetrahydroalstoni| Muscarinic acetylcholine CHRM4 TCMSP

ne receptor M4
MOL008457 Tetrahygzoamom Delta-type opioid receptor QLD TCMSP
MOLO008457 Tetrahygzoals“’m Acetylcholinesterase ACHE TCMSP
MOL008457 Tetrahydroalstoni|  5-hydroxytryptamine 2A HTR2A TCMSP

ne receptor
MOL008457 Tetrahygzoalstom Alpha-1B adrenergic receptor AUDIELE TCMSP
MOL008457 Tetrahygzoamom Beta-2 adrenergic receptor ADRB2 TCMSP
MOLO008457 Tetrahygzoalstom Alpha-1D adrenergic receptor ADRAID TCMSP
MOL008457 Tetrahydroalstoni| Sodium-dependent serotonin SLC6A4 TCMSP

ne transporter
MOLO008457 Tetrahygzoalstom Mu-type opioid receptor G TCMSP
MOL008457 Tetrahyﬂ:’amom Dipeptidyl peptidase TV DPP4 TCMSP
MOL008457 Tetrahyﬂzoals“’m Heat shock protein HSP 90 HSP90 TCMSP
MOLO008457 Tetrahyﬂ:’amom CALM CALM TCMSP
MOL001494 Mandenol Anandamide amidohydrolase FAAH Swisstargetprediction
MOL001494 Mandenol Cannabinoid receptor 2 CNR2 Swisstargetprediction
MOL001494 Mandenol 11-beta-hydroxysteroid HSD11BI Swisstargetprediction

dehydrogenase 1
MOL001494 Mandenol Cannabinoid receptor 1 CNRI1 Swisstargetprediction
MOL001494 Mandenol Carboxylesterase 2 CES2 Swisstargetprediction
MOL001494 Mandenol Fatty acid bmdlng protein FABP4 Swisstargetprediction
adipocyte
MOL001494 Mandenol Fatty aCIdnlljlrSlgl:g protein [FALEIES Swisstargetprediction
u
MOL001494 Mandenol Cyclooxygenase-1 PTGSI1 Swisstargetprediction
MOL001494 Mandenol Prostaglandin E synthase PTGES Swisstargetprediction
MOL001494 Mandenol Cytochrome P450 19A1 CYPI9A1 Swisstargetprediction
MOL001494 Mandenol Cytochrome P450 17A1 CYPI17A1 Swisstargetprediction
MOL001494 Mandenol Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOL001494 Mandenol Prote1n-tyr0s11n§ phosphatase EINEN Swisstargetprediction
MOL001494 Mandenol Pe'r0x1some proliferator- PPARG Swisstargetprediction
activated receptor gamma
MOL001494 Mandenol Free fatty acid receptor 1 FFARI1 Swisstargetprediction
MOL001494 Mandenol Adenosine A2a receptor ADORA2A Swisstargetprediction
HMG-CoA reductase (by . -
MOLO001494 Mandenol HMGCR Swisstargetprediction
homology)
MOL001494 Mandenol Neuropeptide ;{ receptor type INESEES Swisstargetprediction
MOLO001494 Mandenol Perpmsome proliferator- PPARA Swisstargetprediction
activated receptor alpha
MOL001494 Mandenol Per9x1some proliferator- PPARD Swisstargetprediction
activated receptor delta

MOL001494 Mandenol Glucocorticoid receptor NR3Cl1 Swisstargetprediction
MOL001494 Mandenol Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOL001494 Mandenol Aldo-keto reductase family 1 ALRIC Swisstargetprediction

member C2




MOL001494 Mandenol Aldo-keto reductase family 1 REIRICL Swisstargetprediction
member C1
MOL001494 Mandenol Vascular endothelial growth . Swisstargetprediction
factor receptor 1
MOLO001494 Mandenol Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2
MOL001494 Mandenol LXR-alpha NRI1H3 Swisstargetprediction
MOL001494 Mandenol Acyl-CoA desaturase SCD Swisstargetprediction
MOL001494 Mandenol Estradiol 17-beta- HSD17B2 Swisstargetprediction
dehydrogenase 2
MOL001494 Mandenol Fatty acid b inding protein LIS Swisstargetprediction
epidermal
MOL001494 Mandenol Fatty ac1d-t1)ili]1;ir1ng protein, FABPI Swisstargetprediction
MOL001494 Mandenol Progesterone receptor PGR Swisstargetprediction
MOL001494 Mandenol Mlcrosoma'l triglyceride . MTTP Swisstargetprediction
transfer protein large subunit
MOL001494 Mandenol Apolipoprotein B-100 APOB Swisstargetprediction
6-phosphofructo-2-
MOL001494 Mandenol kinase/fructose-2,6- PFKFB3 Swisstargetprediction
bisphosphatase 3
MOL001494 Mandenol Histamine H3 receptor HRH3 Swisstargetprediction
MOL001494 Mandenol Histamine H4 receptor HRH4 Swisstargetprediction
MOL001494 Mandenol Gamma-secretase PSEN2 Swisstargetprediction
MOL001494 Mandenol AICAR transformylase ATIC Swisstargetprediction
MOL001494 Mandenol Arachidonate 5-lipoxygenase ALOXS Swisstargetprediction
MOL001494 Mandenol 3 -llpoxygs:;iei:;ctlvatmg ALOXS5AP Swisstargetprediction
MOL001494 Mandenol Androgen Receptor AR Swisstargetprediction
MOL001494 Mandenol Cyclin-dep er%dent kinase CCNELl Swisstargetprediction
2/cyclin E1
MOL001494 Mandenol Acetyl-CoA carboxylase 2 ACACB Swisstargetprediction
MOL001494 Mandenol Vasopressin V2 receptor AVPR2 Swisstargetprediction
MOL001494 Mandenol Calcium sensing receptor CASR Swisstargetprediction
MOL001494 Mandenol Vasopressin Va receptor AVPRIA Swisstargetprediction
MOL001494 Mandenol Nuclear receptor ROR-gamma RORC Swisstargetprediction
MOL001494 Mandenol Glutaminyl-peptide et Swisstargetprediction
cyclotransferase
MOL001494 Mandenol Epoxide hydrolase 1 EPHX1 Swisstargetprediction
MOL001494 Mandenol 11-beta-hydroxysteroid SRR Swisstargetprediction
dehydrogenase 2
MOL001494 Mandenol Phosphodiesterase 10A PDE10A Swisstargetprediction
MOL001494 Mandenol Proteln-tyrosirg phosphatase PTPN6 Swisstargetprediction
MOL001494 Mandenol Rho—assomate(; protein kinase ROCK2 Swisstargetprediction
MOL001494 Mandenol Rho—assomateci protein kinase ROCK1 Swisstargetprediction
Proteinase-activated receptor . _
MOL001494 Mandenol | F2R Swisstargetprediction
MOL001494 Mandenol Cathepsin K CTSK Swisstargetprediction
MOL001494 Mandenol NA.CHT’ LRR. and PY].) NLRP3 Swisstargetprediction
domains-containing protein 3
MOL001494 Mandenol Tyrosine-protein kinase ABL ABL1 Swisstargetprediction
MOL001494 Mandenol Melanin-concentrating MCHRI1 Swisstargetprediction
hormone receptor 1
MOL001494 Mandenol Hormone sensitive lipase LIPE Swisstargetprediction




15-hydroxyprostaglandin

MOL001494 Mandenol dehydrogenase [NAD-] HPGD Swisstargetprediction
MOL001494 Mandenol Cyclin-dep er}dent kinase CCND1 Swisstargetprediction
4/cyclin D1
MOL001494 Mandenol Adenosine kinase ADK Swisstargetprediction
MOL001494 Mandenol . Glu'cose-d.ependent GPR119 Swisstargetprediction
insulinotropic receptor
MOL001494 Mandenol Tankyrase-1 TNKS Swisstargetprediction
MOL001494 Mandenol Glucagon receptor GCGR Swisstargetprediction
MOL001494 Mandenol Monoamine oxidase B MAOB Swisstargetprediction
MOL001494 Mandenol Epidermal growth factor EGFR Swisstargetprediction
receptor erbB1
MOL001494 Mandenol Carbonic anhydrase VB CA5B Swisstargetprediction
MOL001494 Mandenol Carbonic anhydrase VA CASA Swisstargetprediction
MOL001494 Mandenol Orexin receptor 2 HCRTR2 Swisstargetprediction
MOL001494 Mandenol Orexin receptor 1 HCRTRI1 Swisstargetprediction
MOL001494 Mandenol Smoothened homolog SMO Swisstargetprediction
MOL001494 Mandenol GABA-A receptor; alpha- GABRB3 Swisstargetprediction
S5/beta-3/gamma-2
MOL001494 Mandenol Isoprenyleysteine carboxyl ICMT Swisstargetprediction
methyltransferase
MOL001494 Mandenol Cytochrome P450 26A1 CYP26A1 Swisstargetprediction
MOLO001494 Mandenol Translocator protein - (by TSPO Swisstargetprediction
homology)
MOL001494 Mandenol Protein farnesyltransferase FNTA Swisstargetprediction
MOL001494 Mandenol Cyclin-dep en'dent kinase CCNB3 Swisstargetprediction
1/cyclin B
MOL001494 Mandenol Metabotropic glutamate GRMS5 Swisstargetprediction
receptor 5
MOLO001494 Mandenol Calc'ltonln gene-related CALCRL Swisstargetprediction
peptide type 1 receptor
MOL001494 Mandenol Voltage-gated potassmm KCNAS Swisstargetprediction
channel subunit Kv1.5
MOL001494 Mandenol Thromboxane A2 receptor TBXA2R Swisstargetprediction
MOL001494 Mandenol Nlc.otlnamlde NAMPT Swisstargetprediction
phosphoribosyltransferase
MOLO001494 Mandenol C3a anap hylatoxm C3ARI1 Swisstargetprediction
chemotactic receptor
MOL001494 Mandenol p53-binding protein Mdm-2 MDM?2 Swisstargetprediction
CDC7/DBF4 (Cell division
MOLO001494 Mandenol . cycle 7-r.e1ated protein CDC7 Swisstargetprediction
kinase/Activator of S phase
kinase)
MOL001494 | Mandenol Endothelial PAS domain- EPASI Swisstargetprediction
containing protein 1
MOL001494 Mandenol Serln-e/threonme-protem AURKB Swisstargetprediction
kinase Aurora-B
MOL001494 Mandenol Cytochrome P450 24A1 CYP24A1 Swisstargetprediction
25-hydroxyvitamin D-1 alpha
MOL001494 Mandenol hydroxylase, mitochondrial CYP27B1 Swisstargetprediction
(by homology)
MOL001494 Mandenol Isocitrate dehydrogenase IDH1 Swisstargetprediction
[NADP] cytoplasmic getp
MOL001494 |  Mandenol | & Chem"kmse receptor type CCRS Swisstargetprediction
MOL001494 Mandenol G protein-coupled receptor 44 PTGDR2 Swisstargetprediction
MOL001494 Mandenol Cyclin-dependent kinase 1 CDK1 Swisstargetprediction




Poly [ADP-ribose]

MOLO001494 Mandenol PARP1 Swisstargetprediction
polymerase-1
MOL001494 Mandenol Transcription intermediary TRIM24 Swisstargetprediction
factor 1-alpha
Calcitonin-gene-related
MOL001494 Mandenol peptide receptor, CALCRL Swisstargetprediction
CALCRL/RAMPI
MOL001494 Mandenol Deoxycytidine kinase DCK Swisstargetprediction
MOL001495 | Ethyl linolenate | Anandamide amidohydrolase FAAH Swisstargetprediction
MOLO001495 [ Ethyl linolenate Cannabinoid receptor 1 CNR1 Swisstargetprediction
MOL001495 | Ethyl linolenate Cannabinoid receptor 2 CNR2 Swisstargetprediction
MOLO001495 [ Ethyl linolenate Prostaglandin E synthase PTGES Swisstargetprediction
MOL001495 | Ethyl linolenate Cytochrome P450 19A1 CYP19A1 Swisstargetprediction
MOLO001495 | Ethyl linolenate Fatty acid .blndlng protein FABP4 Swisstargetprediction
adipocyte
MOLO001495 | Ethyl linolenate Fatty amdﬁ?&?glgg protein FABP3 Swisstargetprediction
MOLO001495 [ Ethyl linolenate Free fatty acid receptor | FFAR1 Swisstargetprediction
MOLO001495 | Ethyl linolenate Protem-tyr0511r]1;: phosphatase PTPNI1 Swisstargetprediction
MOLO001495 [ Ethyl linolenate Androgen Receptor AR Swisstargetprediction
MOL001495 | Ethyl linolenate Cytochrome P450 17A1 CYP17A1 Swisstargetprediction
MOLO001495 | Ethyl linolenate 11-beta-hydroxysteroid HSD11B1 Swisstargetprediction
dehydrogenase 1
MOL001495 | Ethyl linolenate Cyclooxygenase-1 PTGSI1 Swisstargetprediction
MOLO001495 | Ethyl linolenate Carboxylesterase 2 CES2 Swisstargetprediction
MOLO001495 | Ethyl linolenate Pe'r0x1some proliferator- PPARG Swisstargetprediction
activated receptor gamma
MOLO001495 | Ethyl linolenate | | croxisome proliferator- PPARD Swisstargetprediction
activated receptor delta
MOLO001495 | Ethyl linolenate HMG-CoA reductase - (by HMGCR Swisstargetprediction
homology)
MOLO001495 [ Ethyl linolenate LXR-alpha NRIH3 Swisstargetprediction
MOLO001495 | Ethyl linolenate Neuropeptide z receptor type NPY5R Swisstargetprediction
MOLO001495 | Ethyl linolenate Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOLO001495 | Ethyl linolenate Protemase-activated receptor F2R Swisstargetprediction
MOLO001495 | Ethyl linolenate Gamma-secretase PSEN2 Swisstargetprediction
MOLO001495 | Ethyl linolenate Testls—.spe'c1ﬂc an@rogen— SHBG Swisstargetprediction
binding protein
MOLO001495 | Ethyl linolenate T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase
MOLO001495 | Ethyl linolenate Aldo-keto reductase family 1 AKRI1C2 Swisstargetprediction
member C2
MOLO001495 | Ethyl linolenate | A\140-Keto reductase family 1 AKRICI Swisstargetprediction
member C1
MOLO001495 | Ethyl linolenate IS?SK]?;]dzsz)iﬂzgf;ise IDHI Swisstargetprediction
MOLO001495 | Ethyl linolenate | ' osphodiesterase 10A - (by PDE10A Swisstargetprediction
homology)
MOLO001495 | Ethyl linolenate Fatty acid b inding protein FABPS Swisstargetprediction
epidermal
MOLO001495 | Ethyl linolenate Fatty amd—ll)iln;irlng protein, FABP1 Swisstargetprediction
A
MOLO001495 | Ethyl linolenate >-lipoxygenase activating ALOXS5AP Swisstargetprediction

protein




MOLO001495 | Ethyl linolenate | Mineralocorticoid receptor NR3C2 Swisstargetprediction

MOL001495 | Ethyl linolenate Glucocorticoid receptor NR3C1 Swisstargetprediction

MOLO001495 | Ethyl linolenate Progesterone receptor PGR Swisstargetprediction

MOLO001495 | Ethyl linolenate Estradiol 17-beta- HSD17B2 Swisstargetprediction
dehydrogenase 2

MOLO001495 [ Ethyl linolenate Cytochrome P450 26A1 CYP26A1 Swisstargetprediction

MOL001495 | Ethyl linolenate Adenosine A2a receptor ADORA2A Swisstargetprediction

MOLO001495 | Ethyl linolenate Perf)x1some proliferator- PPARA Swisstargetprediction

activated receptor alpha

MOL001495 | Ethyl linolenate Histamine H3 receptor HRH3 Swisstargetprediction

MOLO001495 [ Ethyl linolenate Histamine H4 receptor HRH4 Swisstargetprediction

MOL001495 | Ethyl linolenate | Thromboxane A2 receptor TBXA2R Swisstargetprediction

MOLO001495 [ Ethyl linolenate Prostanoid EP2 receptor PTGER2 Swisstargetprediction

MOL001495 | Ethyl linolenate Prostanoid IP receptor PTGIR Swisstargetprediction

MOLO001495 [ Ethyl linolenate Vasopressin V2 receptor AVPR2 Swisstargetprediction

MOLO001495 | Ethyl linolenate 11-beta-hydroxysteroid HSD11B2 Swisstargetprediction
dehydrogenase 2

MOLO001495 [ Ethyl linolenate Cytochrome P450 26B1 CYP26Bl1 Swisstargetprediction

MOL001495 | Ethyl linolenate Smoothened homolog SMO Swisstargetprediction

MOLO001495 | Ethyl linolenate Protein-glutamine gamma- TGM2 Swisstargetprediction

glutamyltransferase
MOLO001495 | Ethyl linolenate Protein-glutamine gamma- TGM1 Swisstargetprediction
glutamyltransferase K

MOLO001495 | Ethyl linolenate Neuropeptide T receptor type NPYIR Swisstargetprediction

MOL001495 | Ethyl linolenate Tankyrase-1 TNKS Swisstargetprediction

MOLO001495 | Ethyl linolenate Cyclin-dep en'dent kinase CCNB3 Swisstargetprediction

1/cyclin B

MOLO001495 | Ethyl linolenate Glutamate [NMD.A ] receptor GRIN2B Swisstargetprediction
subunit epsilon 2

MOLO001495 | Ethyl linolenate | Acetyl-CoA carboxylase 2 ACACB Swisstargetprediction

MOLO001495 | Ethyl linolenate Vascular endothelial growth FLT1 Swisstargetprediction
factor receptor 1

. Serine/threonine-protein . -
MOLO001495 | Ethyl linolenate Kinase RAF RAF1 Swisstargetprediction
MOLO001495 | Ethyl linolenate Platelet-derived growth factor PDGFRB Swisstargetprediction
receptor beta
MOLO001495 | Ethyl linolenate Stem cell growth factor KIT Swisstargetprediction
receptor

MOLO001495 | Ethyl linolenate Vascular endothelial growth FLT4 Swisstargetprediction
factor receptor 3

MOLO001495 | Ethyl linolenate | Tyrosine-protein kinase SRC SRC Swisstargetprediction

MOLO001495 | Ethyl linolenate Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2

MOLO001495 | Ethyl linolenate Protein kinase C delta PRKCD Swisstargetprediction

MOL001495 | Ethyl linolenate Protein kinase C theta PRKCQ Swisstargetprediction

MOLO001495 | Ethyl linolenate | Protein farnesyltransferase FNTA Swisstargetprediction

MOLO001495 | Ethyl linolenate Glutaminyl-peptide QPCT Swisstargetprediction
cyclotransferase

MOL001495 | Ethyl linolenate | ¥ 250Pressin Vla receptor AVPRIA Swisstargetprediction

(by homology)

MOL001495 | Ethyl linolenate Phospholipase D1 PLDI1 Swisstargetprediction

MOLO001495 [ Ethyl linolenate Phospholipase D2 PLD2 Swisstargetprediction

MOLO001495 | Ethyl linolenate Glutamate Zc\:ﬁ))z)rzlonotroplc, GRIA2 Swisstargetprediction

MOLO001495 | Ethyl linolenate Epoxide hydrolase 1 EPHX1 Swisstargetprediction




6-phosphofructo-2-

MOLO001495 | Ethyl linolenate kinase/fructose-2,6- PFKFB3 Swisstargetprediction
bisphosphatase 3
MOL001495 | Ethyl linolenate | . ACHT, LRR and PYD NLRP3 Swisstargetprediction
domains-containing protein 3
MOL001495 | Ethyl linolenate Monoamine oxidase B MAOB Swisstargetprediction
N-acylsphingosine-
MOLO001495 | Ethyl linolenate amidohydrolase (by NAAA Swisstargetprediction
homology)
. Corticotropin releasing factor . _
MOLO001495 | Ethyl linolenate receptor | CRHR1 Swisstargetprediction
MOL001495 | Ethyl linolenate | Tyrosine-protein kinase ABL ABLI Swisstargetprediction
MOLO001495 | Ethyl linolenate Aurora kinase B/In.ner INCENP Swisstargetprediction
centromere protein
MOLO001495 | Ethyl linolenate Ser1n§/threon1ne-pr0teln AURKA Swisstargetprediction
kinase Aurora-A
MOLO001495 [ Ethyl linolenate Oxytocin receptor OXTR Swisstargetprediction
MOLO001495 | Ethyl linolenate Metabotropic glutamate GRMS5 Swisstargetprediction
receptor 5 (by homology)
MOLO001495 | Ethyl linolenate Poly [ADP-ribosc] PARPI1 Swisstargetprediction
polymerase-1
MOL001495 | Ethyl linolenate Tankyrase-2 TNKS2 Swisstargetprediction
MOLO001495 | Ethyl linolenate Potassium channel subfamily KCNK9 Swisstargetprediction
K member 9
. Cyclin-dependent kinase . .
MOLO001495 | Ethyl linolenate . CCNEl Swisstargetprediction
2/cyclin E1
MOLO001495 [ Ethyl linolenate MAP kinase p38 alpha MAPK 14 Swisstargetprediction
MOL001495 | Ethyl linolenate | Cyclin-dependent kinase 2 CDK2 Swisstargetprediction
MOLO001495 | Ethyl linolenate | Cyclin-dependent kinase 7 CDK7 Swisstargetprediction
MOL001495 | Ethyl linolenate | Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
MOLO001495 | Ethyl linolenate | Cyclin-dependent kinase 9 CDK9 Swisstargetprediction
MOL001495 | Ethyl linolenate | Cyclin-dependent kinase 4 CDK4 Swisstargetprediction
. Cyclin-dependent kinase . .
MOLO001495 | Ethyl linolenate S/CDKS5 activator 1 CDK5 Swisstargetprediction
MOL001495 | Ethyl linolenate | Tyrosine-protein kinase BTK BTK Swisstargetprediction
MOLO001495 | Ethyl linolenate Gonadotropin-releasing GNRHR Swisstargetprediction
hormone receptor
MOL001495 | Ethyl linolenate Somatostatin receptor 2 SSTR2 Swisstargetprediction
MOLO001495 | Ethyl linolenate Somatostatin receptor 4 SSTR4 Swisstargetprediction
MOL001495 | Ethyl linolenate Cathepsin S CTSS Swisstargetprediction
MOLO001495 | Ethyl linolenate Cathepsin L CTSL Swisstargetprediction
CDC7/DBF4 (Cell division
MOLO001495 | Ethyl linolenate . cycle 7-r'elated protein CDC7 Swisstargetprediction
kinase/Activator of S phase
kinase)
MOLO001495 | Ethyl linolenate Acyl coenzyme A.cholesterol CES1 Swisstargetprediction
acyltransferase
MOL001495 | Ethyl linolenate Nicotinamide NAMPT Swisstargetprediction
phosphoribosyltransferase
MOL001771 poriferast-5-en- [ Niemann-Pick Cl1-like protein NPCILI Swisstargetprediction
3beta-ol 1
MOL001771 | P oriferast-3-en- LXR-alpha NR1H3 Swisstargetprediction
3beta-ol
MoLo01771 | P orléfle)ree};tfl-en- Nuclear receptor ROR-gamma RORC Swisstargetprediction
MOL001771 | POTiferast:3-en= | o1 ome P450 17A1 CYPI7A1 Swisstargetprediction

3beta-ol




poriferast-5-en-

MOLO001771 3betacol HMG-CoA reductase HMGCR Swisstargetprediction

MOL0o1771 | Poriferast:-en- | Testis-specific androgen- SHBG Swisstargetprediction
3beta-ol binding protein

MOL001771 | P oriferast--en- Sterol' regulatory glement— SREBF2 Swisstargetprediction
3beta-ol binding protein 2

MOL001771 por‘;ff)reiztj'en' Cytochrome P450 19A1 CYPI9A1 Swisstargetprediction

MOL001771 | P 0r13f;rezzt—051—en- Androgen Receptor AR Swisstargetprediction

MOL001771 | Poriferast:3-en- | Cytochrome P430 51 (by CYP5IAI Swisstargetprediction
3beta-ol homology)

MOL001771 | P 0r13fle)zzt—051—en- Nuclear receptor ROR-alpha RORA Swisstargetprediction

MOL001771 | P orléfzreizt—(;a'l-en- Estrogen receptor alpha ESR1 Swisstargetprediction

MOL001771 | P or13f:zt—051-en- Estrogen receptor beta ESR2 Swisstargetprediction

MOL001771 poriferast-5-en- | Protein-tyrosine phosphatase PTPNI Swisstargetprediction
3beta-ol 1B

MOL001771 p"r‘;zreiztjen' Cytochrome P450 2C19 CYP2C19 Swisstargetprediction

MOLoo1771 | Poriferast:3-en- | Corticosteroid binding SERPINAG Swisstargetprediction
3beta-ol globulin

MOL001771 | P oriferast-3-en- Glucose-6-phosphate 1- G6PD Swisstargetprediction
3beta-ol dehydrogenase

MoLoo1771 | P orléfle)ree};tfl-en- Acetylcholinesterase ACHE Swisstargetprediction

MOL001771 | P 0r13fzr;zt—051—en- Norepinephrine transporter SLC6A2 Swisstargetprediction

MOL001771 | P orléfle)zztfl-en- Serotonin transporter SLC6A4 Swisstargetprediction

MOL001771 | P 0r13fzrezzt—051—en- Butyrylcholinesterase BCHE Swisstargetprediction

MOL001771 poriferast-5-en- Muscarinic acetylcholine CHRM? Swisstargetprediction
3beta-ol receptor M2

oriferast-5-en- Nuclear receptor subfamily 1

MoLo01771 | P group [ member 3 (by NRI1I3 Swisstargetprediction

3beta-ol
homology)

MOL001771 | P orléfle)ree};tfl-en- LXR-beta NR1H2 Swisstargetprediction

MOL001771 | Poriferast-3-en- | Prostanoid EP1 receptor (by PTGERI Swisstargetprediction
3beta-ol homology)

MOL001771 poriferast-5-en- | Prostanoid EP2 receptor (by PTGER2 Swisstargetprediction
3beta-ol homology)

MoLoo1771 | P 0r13fzr;zt—051—en- Prostaglandin E synthase PTGES Swisstargetprediction

MoLo01771 | P orléfle)ree};tfl-en- Vitamin D receptor VDR Swisstargetprediction

poriferast-5-en- Anti-estrogen binding site . _

MOLO001771 DHCR?7 Swisstargetpredict
3beta-ol (AEBS) (by homology) wisstatgetpreaiction

MoLo01771 | P oriferast-3-en- Per9x1some proliferator- PPARD Swisstargetprediction
3beta-ol activated receptor delta

MoLoo1771 | P 0r13fzrezzt—051—en- Squalene monooxygenase SQLE Swisstargetprediction

MOLoo1771 | Poriferast-3-en- | 11-beta-hydroxysteroid HSD11B1 Swisstargetprediction
3beta-ol dehydrogenase 1




poriferast-5-en-

Protein-tyrosine phosphatase

MOLO001771 PTPN isst: t icti
OL00177 3betacol \c 6 Swisstargetprediction
MOL001771 | Poriferast-3-en- | T-cell protein-tyrosine PTPN2 Swisstargetprediction
3beta-ol phosphatase
MOL001771 | P or13f:zt—051-en- Carboxylesterase 2 CES2 Swisstargetprediction
MOL001771 | Poriferast-3-en- | Glyeine receptor subunit GLRAI Swisstargetprediction
3beta-ol alpha-1
poriferast-5-en- Nitric oxide synthase, . -
MOLO001771 NOS2 t t t
OLO0177 3beta-ol inducible (by homology) o8 Swisstargetprediction
MOL001771 | Poriferast-3-en- | Peroxisome proliferator- PPARG Swisstargetprediction
3beta-ol activated receptor gamma
MOLO001771 poriferast-5-en- | UDP-glucuronosyltransferase UGT2B7 Swisstargetprediction
3beta-ol 2B7
MOL001771 | Poriferast-3-en- | DNA polymerase beta  (by POLB Swisstargetprediction
3beta-ol homology)
MOL001771 | P 0r13f;rezzt—051—en- Prolyl endopeptidase PREP Swisstargetprediction,
MoLoo1771 | P oriferast-3-en- Dynamin-1 DNMI1 Swisstargetprediction
3beta-ol
MOL001771 | P oriferast-3-en- | Prostanoid EP4 receptor - (by PTGER4 Swisstargetprediction
3beta-ol homology)
MoLo01771 | P orléfle)zztfl-en- Indoleamine 2,3-dioxygenase IDO1 Swisstargetprediction
MOL001771 | P or13fzrezzt—051-en- Smoothened homolog SMO Swisstargetprediction
MoLoo1771 | P orléfle)ree};tfl-en- Glucocorticoid receptor NR3Cl1 Swisstargetprediction
poriferast-5-en- Potassium-transporting . -
MOL001771 . ATPI2A target t
OLO0T77 3beta-ol ATPase alpha chain 2 Swisstargetprediction
MoLoo1771 | P orléfle)zztfl-en- Prostanoid IP receptor PTGIR Swisstargetprediction
MOL001771 | P 0r13f;rezzt—051—en- Sigma opioid receptor SIGMARI1 Swisstargetprediction
MOL001771 poriferast-5-en- | Isoprenylcysteine carboxyl ICMT Swisstargetprediction
3beta-ol methyltransferase
poriferast-5-en- | Anti-estrogen binding site . -
MOLO001771 DHCR t t t
OL00177 Ibetaol (AEBS) CR7 Swisstargetprediction
MoLoo1771 | P orléfle)zztfl-en- p53-binding protein Mdm-2 MDM?2 Swisstargetprediction,
MOL001771 | P oriferast-3-en- Fatty acid .blndlng protein FABP4 Swisstargetprediction
3beta-ol adipocyte
MOL001771 | Poriferast-3-en- Telomerase reverse TERT Swisstargetprediction
3beta-ol transcriptase
MOL001771 | P oriferast-3-en- Fatty acid binding protein FABP3 Swisstargetprediction
3beta-ol muscle
MOL0o1771 | Poriferast--en- | Fatty acid binding protein FABP5S Swisstargetprediction
3beta-ol epidermal
MOL001771 | P oriferast-3-en- | - Fatty ac1d—b.1 nding protein, FABP1 Swisstargetprediction
3beta-ol liver
MOL001771 | Poriferast-3-en- | Sphingosine I-phosphate SIPR3 Swisstargetprediction
3beta-ol receptor Edg-3
MOL001771 | P oriferast-3-en- Sphingosine I-phosphate S1PR1 Swisstargetprediction
3beta-ol receptor Edg-1
MoLoo1771 | P oriferast-3-en- Phosphodiesterase 4A PDE4A Swisstargetprediction

3beta-ol




poriferast-5-en-

MOLO001771 3betacol Phosphodiesterase 4B PDE4B Swisstargetprediction
MoLoo1771 | P orléfzreizt—(;a'l-en- Phosphodiesterase 4C PDE4C Swisstargetprediction
MOL001771 | P 0r13f:12t—051—en- Dopamine transporter SLC6A3 Swisstargetprediction
MOL001771 por‘;ff)reiztj'en' MAP kinase ERK 1 MAPK3 Swisstargetprediction
MOL001771 | P 0r13fi:)§zt—051—en- Protein kinase C eta PRKCH Swisstargetprediction
MOL001771 poriferast-5-en- | Protein-tyrosine phosphatase PTPNI1 Swisstargetprediction
3beta-ol 2C
MOL001771 | P oriferast-3-en- | Aldo-keto reductase family | AKRI1B10 Swisstargetprediction
3beta-ol member B10
MoLoo1771 | P orléfzreizt—(;a'l-en- Thromboxane-A synthase TBXASI Swisstargetprediction
MOL001771 | Poriferast-3-en- | C-X-C chemokine receptor CXCR3 Swisstargetprediction
3beta-ol type 3
MoLoo1771 | P orléfle)zztfl-en- Methionine aminopeptidase 1 METAPI1 Swisstargetprediction
MOL001771 | P 0r13fzrezzt—051—en- Orexin receptor 2 HCRTR2 Swisstargetprediction
MOL001771 | P orléfle)zztfl-en- Orexin receptor 1 HCRTRI1 Swisstargetprediction
poriferast-5-en- 11-beta-hydroxysteroid . -
MOL001771 HSD11B2 target t
OL00177 Ibetaol dehydrogenase 2 S Swisstargetprediction
MoLoo1771 | P oriferast-3-en- | Sonic hedgehog protein - (by SHH Swisstargetprediction
3beta-ol homology)
poriferast-5-en- |Receptor-type tyrosine-protein . -
MOL001771 PTPRF target, t
OL00177 Ibetaol phosphatase F (LAR) Swisstargetprediction,
MoLoo1771 | P orléfle)zztfl-en- Phospholipase A2 group 1B PLA2GIB Swisstargetprediction
oriferast-5-en- Low molecular weight
MOL001771 | P phosphotyrosine protein ACP1 Swisstargetprediction
3beta-ol
phosphatase
MOL001771 poriferast-5-en- Perf)x1some proliferator- PPAR Swisstargetprediction
3beta-ol activated receptor alpha
MoLoo1771 | P 0r13fzrezzt—051—en- Vitamin D-binding protein GC Swisstargetprediction
MoLo01771 | P orléfle)ree};tfl-en- DNA topoisomerase II alpha TOP2A Swisstargetprediction
MOL001771 | P 0r13fzr;zt—051—en- Liver glycogen phosphorylase PYGL Swisstargetprediction
MOL001771 | P oriferast-3-en- Thrombin F2 Swisstargetprediction
3beta-ol
MoLoo1771 | P 0r13fzr;zt—051—en- c-Jun N-terminal kinase 1 MAPKS Swisstargetprediction
oriferast-5-en- Microtubule-associated
MOL001771 | P Ibeta-ol serine/threonine-protein MAST3 Swisstargetprediction,
kinase 3
MOLO001771 poriferast-5-en- | Thrombin and coagulation F10 Swisstargetprediction
3beta-ol factor X
MoLoo1771 | P orléfle)zztfl-en- Monoglyceride lipase MGLL Swisstargetprediction
MOL001771 | P oriferast-3-en- Prostanoid FP receptor PTGFR Swisstargetprediction

3beta-ol




poriferast-5-en-

MOLO001771 3betaol Prostanoid EP3 receptor PTGER3 Swisstargetprediction
MoLoo1771 | P orléfzreizt—(;a'l-en- Prostanoid DP receptor PTGDR Swisstargetprediction
MOL001771 | P oriferast-3-en- | C-C chemokine receptor type CCRI1 Swisstargetprediction
3beta-ol 1
MoLoo1771 | P oriferast-3-en- TNF-alpha TNF Swisstargetprediction
3beta-ol
MOL001771 | P 0r13fi:)§zt—051—en- Protein Mdm4 MDM4 Swisstargetprediction
MoLoo1771 | P orléfzreizt—(;a'l-en- Dopamine D2 receptor DRD2 Swisstargetprediction
MOL001771 | P 0r13fle)zzt—051—en- Epoxide hydratase EPHX2 Swisstargetprediction
MoLoo1771 | P orléfzreizt—(;a'l-en- Cyclin-dependent kinase 6 CDK6 Swisstargetprediction
MOL001771 | P 0r13f:12t—051—en- Cyclin-dependent kinase 4 CDK4 Swisstargetprediction
MOL001771 poriferast-5-en- | Monocarboxylate transporter SLC16A1 Swisstargetprediction
3beta-ol 1
MOL001771 | P 0r13fzrezzt—051—en- Cannabinoid receptor 1 CNR1 Swisstargetprediction
MoLo01771 | P orléfle)zztfl-en- DNA topoisomerase I TOP1 Swisstargetprediction
MOL001771 | P 0r13fzr;zt—051—en- Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOL002879 Diop Protein kinase C delta PRKCD Swisstargetprediction
MOL002879 Diop T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase
MOL002879 Diop Androgen Receptor - (by AR Swisstargetprediction
homology)
MOL002879 Diop Prote1n-tyr0s11n§ phosphatase PTPN1 Swisstargetprediction
. Potassium channel subfamily . .
MOL002879 Diop K member 2 (by homology) KCNK2 Swisstargetprediction
MOL002879 Diop Squal(etr:; 1111(1) (1)1111(())1(()) z};ﬁenase SQLE Swisstargetprediction
MOL002879 Diop Cathepsin L CTSL Swisstargetprediction
MOL002879 Diop Rlbos"mala‘;;‘l’lf‘zn 86 kinase RPS6KA2 Swisstargetprediction
MOL002879 Diop Kappa Opioid receptor OPRK1 Swisstargetprediction
MOL002879 Diop Steroidogenic factor 1 NRS5A1 Swisstargetprediction
MOL002879 Diop PI3-kinase p110-delta subunit PIK3CD Swisstargetprediction
MOL002879 Diop PI3-kinase p110-beta subunit PIK3CB Swisstargetprediction
MOL002879 Diop PI3 'kmazitf’:nli?'gamma PIK3CG Swisstargetprediction
MOL002879 Diop PI3-kinase p110-alpha subunit PIK3CA Swisstargetprediction
MOL002879 Diop Protein kinase C alpha PRKCA Swisstargetprediction
MOL002879 Diop Adenosine A2a receptor ADORA2A Swisstargetprediction
MOL002879 Diop Anandamide amidohydrolase FAAH Swisstargetprediction
MOL002879 Diop Matrix metalloproteinase 13 MMP13 Swisstargetprediction
MOL002879 Diop Serlne/t’hreonme-protem BRAF Swisstargetprediction
kinase B-raf
MOL002879 Diop Type-1 angiotensin I receptor AGTRI Swisstargetprediction
MOL002879 Diop Prostaglandin E synthase PTGES Swisstargetprediction
MOL002879 Diop Dopamine transporter - (by SLC6A3 Swisstargetprediction

homology)




MOL002879 Diop MAP kinase ERK2 MAPK1 Swisstargetprediction
MOL002879 Diop Leukocyte elastase ELANE Swisstargetprediction
MOL002879 Diop Gonadotropin-releasing GNRHR Swisstargetprediction
hormone receptor
MOL002879 Diop Poly [ADP-ribose] PARPI Swisstargetprediction
polymerase-1
. Tyrosine-protein kinase . -
MOLO002 D FLT t t t
OL002879 iop receptor FLT3 3 Swisstargetprediction
MOL002879 Diop Sodium channel protein type SCNSA Swisstargetprediction
V alpha subunit
MOL002879 Diop Sodium channel protein type SCN2A Swisstargetprediction
1T alpha subunit
MOL002879 Diop 2-acylglycerol O- MOGAT? Swisstargetprediction
acyltransferase 2
MOL002879 Diop Sodium/calcium exchanger 1 SLC8A1 Swisstargetprediction
. Induced myeloid leukemia cell . .
MOL002879 Diop differentiation protein Mcl-1 MCL1 Swisstargetprediction
MOL002879 Diop Apoptosis regulator Bel-X BCL2L1 Swisstargetprediction
MOL002879 Diop Apoptosis regulator Bel-2 BCL2 Swisstargetprediction
MOL002879 Diop Purinergic receptor P2Y12 P2RY12 Swisstargetprediction
MOL002879 Diop Plasminogen activator SERPINEI Swisstargetprediction
inhibitor-1
MOL002879 Diop Serotonin la (5-HTla) HTR1A Swisstargetprediction
receptor
MOL002879 Diop Histone acetyltransferase p300 EP300 Swisstargetprediction
MOL002879 Diop Histone a;zﬁg ansferase KAT2B Swisstargetprediction
MOL002879 Diop Histone azg\lltsra“femse KAT2A Swisstargetprediction
. Serine/threonine-protein . -
MOL002879 Diop Kinase TAOI TAOK1 Swisstargetprediction
. Serine/threonine-protein . -
MOL002879 Diop Kinase TAO3 TAOK3 Swisstargetprediction
MOL002879 Diop Epidermal growth factor EGFR Swisstargetprediction
receptor erbB1
MOL002879 Diop Fibroblast growth factor FGFRI Swisstargetprediction
receptor 1
MOL002879 Diop Heparanase HPSE Swisstargetprediction
Carnitine O-
MOL002879 Diop palmitoyltransferase 1, liver CPTI1A Swisstargetprediction,
isoform
MOL002879 Diop Plectin PLEC Swisstargetprediction
MOL002879 Diop Phosphodiesterase 10A PDE10A Swisstargetprediction
MOL002879 Diop ADAMTS4 ADAMTS4 Swisstargetprediction
MOL002879 Diop MAP kinase p38 alpha MAPK 14 Swisstargetprediction
MOL002879 Diop Beta-glucocerebrosidase GBA Swisstargetprediction
MOL002879 Diop Glutaminase kidney isoform, GLS Swisstargetprediction
mitochondrial
MOL002879 Diop NAD'depes?iz?; ‘zleacetylase SIRT2 Swisstargetprediction
MOL002879 Diop Orexin receptor 2 HCRTR2 Swisstargetprediction
MOL002879 Diop Orexin receptor 1 HCRTRI1 Swisstargetprediction
MOL002879 Diop Lysine-specific histone KDMI1A Swisstargetprediction
demethylase 1
MOL002879 Diop Dual specificity protein DUSP3 Swisstargetprediction

phosphatase 3




Vascular endothelial growth

MOL002879 Diop FLT4 Swisstargetprediction
factor receptor 3
MOL002879 Diop Phosphodiesterase 4A PDE4A Swisstargetprediction
MOL002879 Diop cC chemoklnse receptor type CCRS Swisstargetprediction
MOL002879 Diop Phosphodiesterase 4B PDE4B Swisstargetprediction
MOL002879 Diop Acyl-CoA desaturase SCD Swisstargetprediction
MOL002879 Diop MAP kmaslfij::ev;ted protein MAPKAPK2 Swisstargetprediction
MOL002879 Diop Tyrosine-protein kinase LCK LCK Swisstargetprediction
MOL002879 Diop Nerve gmwf;lfal:tor receptor NTRKI Swisstargetprediction
MOL002879 Diop Acetyl-CoA carboxylase 1 ACACA Swisstargetprediction
MOL002879 Diop Angiotensin II receptor AGTR2 Swisstargetprediction
MOL002879 Diop Serln-e/threonlne-proteln AURKA Swisstargetprediction
kinase Aurora-A
MOL002879 Diop Acetyl-CoA carboxylase 2 ACACB Swisstargetprediction
Neuronal acetylcholine
MOL002879 Diop receptor protein alpha-7 CHRNA?7 Swisstargetprediction
subunit
MOL002879 Diop Niemann-Pick IC I-like protein NPCILI Swisstargetprediction
Kinesin-1 heavy chain/
MOL002879 Diop Tyrosine-protein kinase RET Swisstargetprediction
receptor RET
MOL002879 Diop Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOL002879 Diop Arachidonate 15-lipoxygenase ALOX15 Swisstargetprediction
. Cyclin-dependent kinase . -
MOL002879 Diop 4/cyclin D1 CCND1 Swisstargetprediction
MOL002879 Diop Cyclin-dep egdent kinase CDKl1 Swisstargetprediction
1/cyclin B1
. Receptor protein-tyrosine . .
MOL002879 Diop Kinase erbB-2 ERBB2 Swisstargetprediction
MOL002879 Diop Thyroid hgr;tr:lo?e receptor THRB Swisstargetprediction
MOL002879 Diop Cyclin T1 CCNT1 Swisstargetprediction
MOL002879 Diop Sterol. regulatory e}ement— SREBF2 Swisstargetprediction
binding protein 2
MOL002879 Diop Glycogen S-‘Vbrggase kinase-3 GSK3B Swisstargetprediction
MOL002879 Diop Cathepsin K CTSK Swisstargetprediction
MOL002879 Diop Cathepsin S CTSS Swisstargetprediction
MOL002879 Diop Bradykinin B1 receptor BDKRBI Swisstargetprediction
MOL002879 Diop Endothelial lipase LIPG Swisstargetprediction
MOL002879 Diop Cathepsin (B and K) CTSB Swisstargetprediction
MOL002879 Diop TGF-beta receptor type I TGFBRI1 Swisstargetprediction
MOL002879 Diop TRAF2- aniill(ljslz-mteractmg TNIK Swisstargetprediction
MOL002879 Diop Tyrf;;gggﬁ?;gga“ TYRO3 Swisstargetprediction
MOL002879 Diop Adenosine Al receptor ADORAL Swisstargetprediction
MOL002879 Diop ADAMTSS ADAMTSS Swisstargetprediction
MOL002879 Diop Adenosine A2b receptor ADORA2B Swisstargetprediction
MOL002879 Diop PI4-kinase beta subunit PI4KB Swisstargetprediction
MOL002879 Diop Dual specificty protein kinase CLK1 Swisstargetprediction

CLK1




Dual specificity protein kinase

MOL002879 Diop CLK2 CLK2 Swisstargetprediction
MOL002879 Diop Diacylglycerol O- DGATI Swisstargetprediction
acyltransferase 1
MOL002879 Diop Glucocorticoid receptor NR3C1 Swisstargetprediction
MOL002879 Diop Cyclooxygenase-1 PTGSI1 Swisstargetprediction
MOL002879 Diop Dipeptidyl peptidase IV DPP4 Swisstargetprediction
MOL002879 Diop Bile acid receptor FXR NR1H4 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) | Anandamide amidohydrolase FAAH Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Carboxylesterase 2 CES2 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF)| Prostaglandin E synthase PTGES Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| | 1-beta-hydroxysteroid HSDI11B1 Swisstargetprediction
dehydrogenase 1
MOLO002883 [ Ethyl oleate (NF) Prote1n-tyr0s11n§ phosphatase PTPN1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) | Arachidonate 5-lipoxygenase ALOXS Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cytochrome P450 19A1 CYP19A1 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) Protein kinase C alpha PRKCA Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) HMG-CoA reductase - (by HMGCR Swisstargetprediction
homology)
Fatty acid binding protein . _
MOLO002883 | Ethyl oleate (NF) . FABP4 Swisstargetprediction
adipocyte
MOLO002883 | Ethyl oleate (NF) Per9x1some proliferator- PPARA Swisstargetprediction
activated receptor alpha
MOL002883 | Ethyl oleate (NF) Telomerase reverse TERT Swisstargetprediction
transcriptase
Fatty acid binding protein . .
MOL002883 | Ethyl oleate (NF) muscle FABP3 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) Fatty acid b inding protein FABP5 Swisstargetprediction
epidermal
MOLO002883 | Ethyl oleate (NF) Fatty amd—ll)il\r]lgrlng protein, FABP1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Glucocorticoid receptor NR3Cl1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Progesterone receptor PGR Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| L cstis-specific androgen- SHBG Swisstargetprediction
binding protein
MOL002883 | Ethyl oleate (NF) | Aldo-keto-reductase family 1 AKRIC3 Swisstargetprediction
member C3
MOL002883 | Ethyl oleate (NF) | /Ald0-keto reductase family 1 AKRIC2 Swisstargetprediction
member C2
MOL002883 | Ethyl oleate (NF) | “Ado-keto reductase family 1 AKRICI Swisstargetprediction
member Cl
11-beta-hydroxysteroid . -y
MOLO002 Ethyl oleate (NF HSD11B2 t t t
OL002883 yl oleate (NF) dehydrogenase 2 S Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cannabinoid receptor 1 CNR1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cytochrome P450 17A1 CYP17A1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Androgen Receptor AR Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Prostanoid IP receptor PTGIR Swisstargetprediction
Estradiol 17-beta- . .
MOLO002883 | Ethyl oleate (NF) dehydrogenase 2 HSD17B2 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Peromsome proliferator- PPARG Swisstargetprediction
activated receptor gamma
MOLO002883 | Ethyl oleate (NF) Neuropeptide ;{ receptor type NPY5R Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cannabinoid receptor 2 CNR2 Swisstargetprediction




NACHT, LRR and PYD

MOLO002883 [ Ethyl oleate (NF) . . . NLRP3 Swisstargetprediction
domains-containing protein 3
MOL002883 | Ethyl oleate (NF) Histamine H3 receptor HRH3 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) Protelnase-activated receptor F2R Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Acyl-CoA desaturase SCD Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) Endothe}lgl PAS d(?maln- EPASI Swisstargetprediction
containing protein 1
MOL002883 | Ethyl oleate (NF) [ Phospholipase A2 group ITA PLA2G2A Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF) CSa anap hylatoxm C5ARI1 Swisstargetprediction
chemotactic receptor
CDC7/DBF4 (Cell division
MOLO002883 | Ethyl oleate (NF) | . cycle 7—r'elated protein CDC7 Swisstargetprediction
kinase/Activator of S phase
kinase)
MOLO002883 | Ethyl oleate (NF) T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase
MOL002883 | Ethyl oleate (NF)| G1¥e0gen sybrgiase kinase-3 GSK3B Swisstargetprediction
MOL002883 | Ethyl oleate (NF) | Protein farnesyltransferase FNTA Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Thrombin F2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) LXR-alpha NRI1H3 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) | 125 receptogtlype 2 member TAS2R31 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Pmtem'tyms‘lrg phosphatase PTPN13 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) [ Leukocyte common antigen PTPRC Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Recer?}‘i(())rs;‘)[ﬁ]; fa?;rgs(?:%mem PTPRF Swisstargetprediction
MOLO002883 | Ethyl oleate (NF)| Phospholipase A2 group 1B PLA2G1B Swisstargetprediction
MOL002883 | Ethyl oleate (NF) | “Aldo-keto reductase family 1 AKRIB10 Swisstargetprediction
member B10
Nicotinamide . _
MOLO002 Ethyl oleate (NF NAMPT t t t
OL002883 yl oleate (NF) phosphoribosyltransferase Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Epoxide hydrolase 1 EPHX1 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF)[ c-Jun N-terminal kinase 1 MAPKS Swisstargetprediction
MOL002883 | Ethyl oleate (NF) LDL'aSs"cmtfzph‘”ph"hpase PLA2G7 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Histamine H4 receptor HRH4 Swisstargetprediction
MOL002883 | Ethyl oleate (NF)[ c-Jun N-terminal kinase 2 MAPK9 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Per9x1some proliferator- PPARD Swisstargetprediction
activated receptor delta
MOL002883 | Ethyl oleate (NF) Acyl coenzyme A.cholesterol SOATI1 Swisstargetprediction
acyltransferase 1
MOL002883 | Ethyl oleate (NF) | ACY! coenzyme A:cholesterol SOAT2 Swisstargetprediction
acyltransferase 2
MOLO002883 | Ethyl oleate (NF) Proteln-tyrosirg phosphatase PTPN6 Swisstargetprediction
MOLO002883 [ Ethyl oleate (NF)| Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cathepsin (B and K) CTSB Swisstargetprediction
6-phosphofructo-2-
MOL002883 | Ethyl oleate (NF) kinase/fructose-2,6- PFKFB3 Swisstargetprediction
bisphosphatase 3
Corticosteroid binding . .
MOLO002883 | Ethyl oleate (NF) alobulin SERPINA6 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Hypoxia-inducible factor 1 HIF1A Swisstargetprediction

alpha




Potassium-transporting

MOLO002883 | Ethyl oleate (NF) ATPase alpha chain 2 ATP12A Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Trypsin I PRSS1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| ~ Melanin-concentrating MCHRI Swisstargetprediction
hormone receptor 1
MOLO002883 | Ethyl oleate (NF) Poly [ADP-I’Ib(;SC] polymerase PARP2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Tankyrase-1 TNKS Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Gamma-secretase PSEN2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| 1 Prombin and coagulation F10 Swisstargetprediction
factor X
MOLO002883 | Ethyl oleate (NF) Rho—assomatec; protein kinase ROCK2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Rho'ass"c‘ate‘} protein kinase ROCK1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) LIM domain kinase 1 LIMK1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| Acetyl-CoA carboxylase 2 ACACB Swisstargetprediction
MOL002883 | Ethyl oleate (NF) LIM domain kinase 2 LIMK?2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) | PRosphodiesterase 10A - (by PDE10A Swisstargetprediction
homology)
MOL002883 | Ethyl oleate (NF) DNA topoisomerase | TOP1 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Protein kinase C delta PRKCD Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Protein kinase C theta PRKCQ Swisstargetprediction
MOL002883 | Ethyl oleate (NF) | Cytosolic phospholipase A2 PLA2G4A Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Acyl coenzyme A.cholesterol CES1 Swisstargetprediction
acyltransferase

MOLO002883 | Ethyl oleate (NF) Cyclooxygenase-1 PTGSI Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| Acyl-protein thioesterase 1 LYPLAI Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) [ Acyl-protein thioesterase 2 LYPLA2 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Monoglyceride lipase MGLL Swisstargetprediction

Serine/threonine-protein . -
MOLO002883 | Ethyl oleate (NF) Kinase RAF RAF1 Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Vascular endothelial growth KDR Swisstargetprediction

factor receptor 2

Inhibitor of NF-kappa-B . -
MOLO002883 | Ethyl oleate (NF) kinase (IKK) CHUK Swisstargetprediction

Cholesteryl ester transfer . .
MOLO002883 | Ethyl oleate (NF) protein CETP Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) | Thromboxane A2 receptor TBXA2R Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) Neuropeptide T receptor type NPY1R Swisstargetprediction
MOLO002883 | Ethyl oleate (NF) CDS81 antigen CDS81 Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Protein kinase C eta PRKCH Swisstargetprediction
MOL002883 | Ethyl oleate (NF) Cathepsin L CTSL Swisstargetprediction
MOL002883 | Ethyl oleate (NF)| > 'hpoxyg;f;:nacnvatmg ALOX5AP Swisstargetprediction
MOL002883 | Ethyl oleate (NF) . Gll%cose-dépendent GPR119 Swisstargetprediction

insulinotropic receptor
MOLO002883 | Ethyl oleate (NF) Gonadotropin-releasing GNRHR Swisstargetprediction
hormone receptor

MOL002883 | Ethyl oleate (NF) | Tyrosine-protein kinase ABL ABL1 Swisstargetprediction
MOL003137 | Leucanthoside Aldose reductase AKRI1BI Swisstargetprediction
MOLO003137 | Leucanthoside TNF-alpha TNF Swisstargetprediction
MOL003137 | Leucanthoside Interleukin-2 1.2 Swisstargetprediction
MOLO003137 | Leucanthoside Hypox1a—1n£1;;:§>le factor 1 HIF1A Swisstargetprediction
MOL003137 | Leucanthoside | Arachidonate 5-lipoxygenase ALOXS5 Swisstargetprediction




MOLO003137 | Leucanthoside Protein kinase C gamma PRKCG Swisstargetprediction
MOL003137| Leucanthoside Protein kinase C beta PRKCB Swisstargetprediction
MOLO003137 | Leucanthoside . cAMP-dependent P rotein . PRKACA Swisstargetprediction
kinase alpha-catalytic subunit
MOL003137 | Leucanthoside P-glycoprotein 1 ABCBI1 Swisstargetprediction
MOLO003137 | Leucanthoside Epidermal growth factor EGFR Swisstargetprediction
receptor erbB1
MOL003137 | Leucanthoside Carbonic anhydrase VII CA7 Swisstargetprediction
MOLO003137 | Leucanthoside Carbonic anhydrase XII CAI2 Swisstargetprediction
MOLO003137 | Leucanthoside Adenosine Al receptor - (by ADORAL Swisstargetprediction
homology)
MOLO003137 | Leucanthoside Xanthine dehydrogenase XDH Swisstargetprediction
MOLO003137 | Leucanthoside . 5272123;:;2?:;;3;2 TP53 Swisstargetprediction
MOLO003137 | Leucanthoside Plasminogen PLG Swisstargetprediction
MOL003137 | Leucanthoside Acetylcholinesterase ACHE Swisstargetprediction
MOLO003137 | Leucanthoside R1bosoma1a;;;cl)l‘f13n 86 kinase RPS6KA3 Swisstargetprediction
MOLO003137 | Leucanthoside Equilibrative nucleoside SLC29A1 Swisstargetprediction
transporter 1
MOLO003137 | Leucanthoside Protein kinase C (PKC) PRKCZ Swisstargetprediction
MOLO003137 | Leucanthoside Squalene monooxygenase SQLE Swisstargetprediction
(by homology)
MOL003137 | Leucanthoside Multidrug resistance- ABCCI Swisstargetprediction
associated protein 1
MOL003137 | Leucanthoside NADPH oxidase 4 NOX4 Swisstargetprediction
. Serine/threonine-protein . -
MOLO003137 | Leucanthoside Kinase AKT AKTI1 Swisstargetprediction
MOLO003137 | Leucanthoside Peromsome proliferator- PPARG Swisstargetprediction
activated receptor gamma
MOL003137 | Leucanthoside ATP-bl.ndmg cassette sub- ABCG2 Swisstargetprediction
family G member 2
MOL003137 | Leucanthoside Integrin alpha-V/beta-3 ITGAV Swisstargetprediction
MOLO003137 | Leucanthoside Coagulation factor VII F7 Swisstargetprediction
MOL003137| Leucanthoside Cytochrome P450 1B1 CYPIBI Swisstargetprediction
MOLO003137 | Leucanthoside Lysine-sp ec1£1; demethylase KDMS5A Swisstargetprediction
MOL003137| Leucanthoside Aldehyde dehydrogenase ALDH?2 Swisstargetprediction
MOLO003137 | Leucanthoside Apoptosis regulator Bcl-X BCL2L1 Swisstargetprediction
MOL003137 | Leucanthoside Apoptosis regulator Bcl-2 BCL2 Swisstargetprediction
MOLO003137 | Leucanthoside Thrombn;::;(c)l:;agulahon F10 Swisstargetprediction
MOL003137 | Leucanthoside Troponin, cardiac muscle TNNCI1 Swisstargetprediction
MOLO003137 | Leucanthoside Delta opioid receptor OPRD1 Swisstargetprediction
MOL003137 | Leucanthoside | Adrenergic receptor alpha-2 ADRA2C Swisstargetprediction
MOLO003137 | Leucanthoside Carbonic anhydrase II CA2 Swisstargetprediction
MOL003137| Leucanthoside Carbonic anhydrase IV CA4 Swisstargetprediction
MOLO003137 | Leucanthoside Metastin receptor KISSIR Swisstargetprediction
MOL003137| Leucanthoside Prostaglandin E synthase PTGES Swisstargetprediction
. Cyclin-dependent kinase . .
MOLO003137 | Leucanthoside S/CDKS5 activator 1 CDK5R1 Swisstargetprediction
MOL003137| Leucanthoside Monoamine oxidase A MAOA Swisstargetprediction
MOLO003137 | Leucanthoside Tyrosine-protein kinase FLT3 Swisstargetprediction,
receptor FLT3
MOLO003137 | Leucanthoside Cyclln-depen.dent kinase CCNB3 Swisstargetprediction
1/cyclin B
MOLO003137 | Leucanthoside Glyoxalase I GLO1 Swisstargetprediction




MOLO003137 | Leucanthoside Beta amyloid A4 protein APP Swisstargetprediction
MOL003137 | Leucanthoside | Tyrosine-protein kinase SYK SYK Swisstargetprediction
MOLO003137 | Leucanthoside Glycogen S}g:ttlgase kinase-3 GSK3B Swisstargetprediction
MOLO003137 | Leucanthoside Poly [ADP-ribose] PARP1 Swisstargetprediction
polymerase-1
MOLO003137 | Leucanthoside Transthyretin TTR Swisstargetprediction
MOL003137 | Leucanthoside Matrix metalloproteinase 9 MMP9 Swisstargetprediction
MOLO003137 | Leucanthoside Matrix metalloproteinase 2 MMP2 Swisstargetprediction
MOL003137 | Leucanthoside | Matrix metalloproteinase 12 MMP12 Swisstargetprediction
MOL003137 | Leucanthoside | Ymphocyte differentiation CD38 Swisstargetprediction
antigen CD38
MOLO003137 | Leucanthoside Aldo-keto reductase family 1 AKRI1BI10 Swisstargetprediction
member B10
MOLO003137 | Leucanthoside Tankyrase-2 TNKS2 Swisstargetprediction
MOL003137 | Leucanthoside Tankyrase-1 TNKS Swisstargetprediction
MOLO003137| Leucanthoside DNA topoisomerase I (by TOP1 Swisstargetprediction
homology)
MOL003137 | Leucanthoside | Arginase-1 (by homology) ARGI Swisstargetprediction
MOLO003137 [ Leucanthoside | Phospholipase A2 group IIA PLA2G2A Swisstargetprediction
MOL003137| Leucanthoside Neuromedin-U receptor 2 NMUR?2 Swisstargetprediction
MOLO003137 | Leucanthoside | Alpha-2a adrenergic receptor ADRA2A Swisstargetprediction
MOL003137 | Leucanthoside Adenosine A3 receptor ADORA3 Swisstargetprediction
MOLO003137 | Leucanthoside Adenosine A2a receptor (by ADORA2A Swisstargetprediction
homology)
MOLO003137 | Leucanthoside Telomeras.e reverse TERT Swisstargetprediction
transcriptase
MOLO003137 | Leucanthoside Sodium/g lucosze cotransporter SLC5A2 Swisstargetprediction
MOLO003137 | Leucanthoside Receptor-type tyrosine-protein PTPRS Swisstargetprediction
phosphatase S
MOLO003137| Leucanthoside Pmtem_terSllrg phosphatase PTPNI1 Swisstargetprediction
MOL003137| Leucanthoside Quinone reductase 2 NQO2 Swisstargetprediction
MOLO003137 | Leucanthoside Serlne/‘Fhreonlne-proteln PIM1 Swisstargetprediction
kinase PIM1
MOLO003137 | Leucanthoside Stem cell growth factor KIT Swisstargetprediction
receptor
MOLO003137 | Leucanthoside M1crotubu1§-ass0c1ated MAPT Swisstargetprediction
protein tau
MOLO003137 | Leucanthoside Lysme-spe:ll)ﬁlcﬂiieemethylase KDMA4E Swisstargetprediction
MOLO003137 | Leucanthoside [G-protein coupled receptor 35 GPR35 Swisstargetprediction
MOL003137 | Leucanthoside Vasopressin V2 receptor AVPR2 Swisstargetprediction
MOLO003137 [ Leucanthoside | DNA topoisomerase II alpha TOP2A Swisstargetprediction
MOLO003137 [ Leucanthoside Insuhn—hl;:ci;(i\;v;h factor I IGFIR Swisstargetprediction,
MOLO003137 | Leucanthoside Cytochrome P450 19A1 CYP19A1 Swisstargetprediction
MOL003137 | Leucanthoside Insulin receptor INSR Swisstargetprediction
MOLO003137 | Leucanthoside Ser1n§/threon1ne-prote1n AURKB Swisstargetprediction
kinase Aurora-B
MOL003137 | Leucanthoside Dopamine D4 receptor DRD4 Swisstargetprediction
MOLO003137 | Leucanthoside Myosin light chain kinase, MYLK Swisstargetprediction
smooth muscle
MOL003137 | Leucanthoside Myeloperoxidase MPO Swisstargetprediction
MOLO003137 | Leucanthoside | PI3-kinase p85-alpha subunit PIK3R1 Swisstargetprediction




Death-associated protein

MOLO003137 | Leucanthoside Kinase 1 DAPK1 Swisstargetprediction
MOL003137 | Leucanthoside [Liver glycogen phosphorylase PYGL Swisstargetprediction
MOLO003137 | Leucanthoside Carbonic anhydrase I CAl Swisstargetprediction
MOLO003137| Leucanthoside | Tyrosine-protein kinase SRC SRC Swisstargetprediction
MOLO003137 | Leucanthoside Focal adhesion kinase 1 PTK2 Swisstargetprediction
MOLO003137 | Leucanthoside Estradiol 17-beta- HSD17B2 Swisstargetprediction
dehydrogenase 2
MOLO003137 | Leucanthoside Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2
MOL003137 | Leucanthoside | Matrix metalloproteinase 13 MMP13 Swisstargetprediction
MOLO003137 | Leucanthoside Matrix metalloproteinase 3 MMP3 Swisstargetprediction
MOL003137| Leucanthoside Carbonic anhydrase 111 CA3 Swisstargetprediction
MOLO003137 | Leucanthoside |Arachidonate 15-lipoxygenase ALOX15 Swisstargetprediction
. Serine/threonine-protein . -
MOLO003137 | Leucanthoside Kinase PLK 1 PLK1 Swisstargetprediction
MOLO003137 | Leucanthoside Carbonic anhydrase VI CA6 Swisstargetprediction
MOL003137 | Leucanthoside Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
MOLO003137 | Leucanthoside PI3 -kma;eléoulnli?-gannna PIK3CG Swisstargetprediction
MOLO000358 | beta-sitosterol Niemann-Pick IC I-like protein NPCIL1 Swisstargetprediction
MOLO000358 [ beta-sitosterol LXR-alpha NRIH3 Swisstargetprediction
MOL000358 | beta-sitosterol [Nuclear receptor ROR-gamma RORC Swisstargetprediction
MOLO000358 | beta-sitosterol Testls—.spe?mﬁc and.rogen— SHBG Swisstargetprediction
binding protein
MOL000358 | beta-sitosterol HMG-CoA reductase HMGCR Swisstargetprediction
MOLO000358 [ beta-sitosterol Cytochrome P450 17A1 CYP17A1 Swisstargetprediction
MOLO000358 | beta-sitosterol Sterol. regulatory ellement— SREBF2 Swisstargetprediction
binding protein 2
MOLO000358 [ beta-sitosterol Cytochrome P450 19A1 CYP19A1 Swisstargetprediction
MOL000358 | beta-sitosterol Androgen Receptor AR Swisstargetprediction
. Cytochrome P450 51 (by . -
MOLO000358 | beta-sitosterol CYP51A1 Swisstargetprediction
homology)
MOL000358 | beta-sitosterol | Nuclear receptor ROR-alpha RORA Swisstargetprediction
MOLO000358 [ beta-sitosterol Estrogen receptor alpha ESR1 Swisstargetprediction
MOL000358 | beta-sitosterol Estrogen receptor beta ESR2 Swisstargetprediction
MOLO000358 | beta-sitosterol Prote1n-tyros11n§ phosphatase PTPN1 Swisstargetprediction
MOL000358 | beta-sitosterol Cytochrome P450 2C19 CYP2C19 Swisstargetprediction
MOLO000358 [ beta-sitosterol Acetylcholinesterase ACHE Swisstargetprediction
MOLO000358 | beta-sitosterol Cortlco;it(e){)(l)lllcil nblndlng SERPINA6 Swisstargetprediction
MOLO000358 | beta-sitosterol Glucose-6-phosphate 1- G6PD Swisstargetprediction
dehydrogenase
MOL000358 | beta-sitosterol Norepinephrine transporter SLC6A2 Swisstargetprediction
MOLO000358 [ beta-sitosterol Serotonin transporter SLC6A4 Swisstargetprediction
MOL000358 | beta-sitosterol Butyrylcholinesterase BCHE Swisstargetprediction
MOLO000358 | beta-sitosterol Muscarinic acetylcholine CHRM2 Swisstargetprediction
receptor M2
Nuclear receptor subfamily 1
MOLO000358 [ beta-sitosterol group I member 3 (by NR1I3 Swisstargetprediction
homology)
MOL000358 | beta-sitosterol LXR-beta NRI1H2 Swisstargetprediction
MOLO000358 [ beta-sitosterol Vitamin D receptor VDR Swisstargetprediction
MOLO000358 | beta-sitosterol Prostanoid EP1 receptor - (by PTGERI1 Swisstargetprediction

homology)




Prostanoid EP2 receptor (by

MOLO000358 [ beta-sitosterol PTGER2 Swisstargetprediction
homology)
MOL000358 | beta-sitosterol Thromboxane-A synthase TBXASI Swisstargetprediction
MOLO000358 [ beta-sitosterol Prostaglandin E synthase PTGES Swisstargetprediction
MOLO000358 | beta-sitosterol A(/r;t;:-];sst)r O‘%EI; t})lgl:g;igs;t)e DHCR7 Swisstargetprediction
MOL000358 | beta-sitosterol Per9x1some proliferator- PPARD Swisstargetprediction
activated receptor delta
MOL000358 | beta-sitosterol Squalene monooxygenase SQLE Swisstargetprediction
MOLO000358 | beta-sitosterol Glycine :;;zt(ir subunit GLRAI1 Swisstargetprediction
MOLO000358 | beta-sitosterol 11-beta-hydroxysteroid HSD11BI Swisstargetprediction
dehydrogenase 1
MOLO000358 [ beta-sitosterol Prote1n-tyros111§ phosphatase PTPN6 Swisstargetprediction
MOLO000358 | beta-sitosterol T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase
MOLO000358 | beta-sitosterol Squalene synthetase  (by FDFTI1 Swisstargetprediction
homology)
MOLO000358 | beta-sitosterol Carboxylesterase 2 CES2 Swisstargetprediction
. Nitric oxide synthase . -
MOL ta-sitosterol . . ’ NOS2 1. t t
OL000358 | Dbeta-sitostero inducible (by homology) (0N Swisstargetprediction
MOLO000358 | beta-sitosterol Pe'r0x1some proliferator- PPARG Swisstargetprediction
activated receptor gamma
MOLO000358 | beta-sitosterol UDP-glucuro;};) ;yltransferase UGT2B7 Swisstargetprediction
MOL000358 | beta-sitosterol Glucocorticoid receptor NR3C1 Swisstargetprediction
MOLO000358 | beta-sitosterol DNA polymerase beta  (by POLB Swisstargetprediction
homology)
MOL000358 | beta-sitosterol Prolyl endopeptidase PREP Swisstargetprediction
MOLO000358 [ beta-sitosterol Sigma opioid receptor SIGMARI Swisstargetprediction
MOLO000358 | beta-sitosterol Prostanoid EP4 receptor - (by PTGER4 Swisstargetprediction
homology)
MOLO000358 | beta-sitosterol | Indoleamine 2,3-dioxygenase IDO1 Swisstargetprediction
MOL000358 | beta-sitosterol Dynamin-1 DNMI1 Swisstargetprediction
. Potassium-transporting . -
MOLO000358 | beta-sitosterol ATPase alpha chain 2 ATP12A Swisstargetprediction
MOLO000358 | beta-sitosterol Isoprenyleysteine carboxyl ICMT Swisstargetprediction
methyltransferase
MOLO000358 [ beta-sitosterol Smoothened homolog SMO Swisstargetprediction
MOL000358 | beta-sitosterol Prostanoid IP receptor PTGIR Swisstargetprediction
MOLO000358 [ beta-sitosterol Antl-estr(()ilebsl?dmg site DHCR?7 Swisstargetprediction
MOLO000358 | beta-sitosterol Fatty acid bmdlng protein FABP4 Swisstargetprediction
adipocyte
MOLO000358 | beta-sitosterol Telomeras.e reverse TERT Swisstargetprediction
transcriptase
MOLO000358 | beta-sitosterol Fatty amdﬁ?&?&:g protein FABP3 Swisstargetprediction
MOLO000358 | beta-sitosterol Fatty acid b inding protein FABP5 Swisstargetprediction
epidermal
MOLO000358 | beta-sitosterol Fatty ac1d—l;il\r/1;1r1ng protein, FABP1 Swisstargetprediction
MOLO000358 | beta-sitosterol | p53-binding protein Mdm-2 MDM?2 Swisstargetprediction
MOL000358 | beta-sitosterol Dopamine transporter SLC6A3 Swisstargetprediction
MOLO000358 [ beta-sitosterol Adenosine A3 receptor ADORA3 Swisstargetprediction
MOL000358 | beta-sitosterol MAP kinase ERK1 MAPK3 Swisstargetprediction




MOLO000358 [ beta-sitosterol Protein kinase C eta PRKCH Swisstargetprediction
MOLO000358 | beta-sitosterol Protem-tyros;rg: phosphatase PTPNI11 Swisstargetprediction
MOLO000358 | beta-sitosterol Aldo-keto reductase family 1 AKRI1BI10 Swisstargetprediction
member B10
. Sphingosine 1-phosphate . -
MOLO000358 | beta-sitosterol S1PR3 Swisstargetprediction
receptor Edg-3
MOLO000358 | beta-sitosterol Sphingosine 1-phosphate S1PR1 Swisstargetprediction
receptor Edg-1
MOLO000358 | beta-sitosterol CX-C chetr}r,l;)i%ne receptor CXCR3 Swisstargetprediction
. Receptor-type tyrosine-protein . -
MOL ta-sitosterol PTPRF t t t
OL000358 | Dbeta-sitostero phosphatase F (LAR) Swisstargetprediction
MOLO000358 | beta-sitosterol | Phospholipase A2 group 1B PLA2GIB Swisstargetprediction
Low molecular weight
MOLO000358 | beta-sitosterol phosphotyrosine protein ACP1 Swisstargetprediction
phosphatase
MOLO000358 | beta-sitosterol [ Liver glycogen phosphorylase PYGL Swisstargetprediction
MOL000358 | beta-sitosterol Phosphodiesterase 4A PDE4A Swisstargetprediction
MOLO000358 [ beta-sitosterol Phosphodiesterase 4B PDE4B Swisstargetprediction
MOL000358 | beta-sitosterol Phosphodiesterase 4C PDE4C Swisstargetprediction
MOLO000358 | beta-sitosterol Sonic hedgehog protein - (by SHH Swisstargetprediction
homology)
MOLO000358 | beta-sitosterol | Methionine aminopeptidase 1 METAPI Swisstargetprediction
MOLO000358 | beta-sitosterol 11-beta-hydroxysteroid HSD11B2 Swisstargetprediction
dehydrogenase 2
MOL000358 | beta-sitosterol Orexin receptor 2 HCRTR2 Swisstargetprediction
MOLO000358 [ beta-sitosterol Orexin receptor 1 HCRTRI1 Swisstargetprediction
MOL000358 | beta-sitosterol Vitamin D-binding protein GC Swisstargetprediction
MOLO000358 [ beta-sitosterol Per9x1some proliferator- PPARA Swisstargetprediction
activated receptor alpha
MOLO000358 | beta-sitosterol | DNA topoisomerase II alpha TOP2A Swisstargetprediction
Intercellular adhesion
MOLO000358 | beta-sitosterol | molecule (ICAM-1), Integrin ITGAL Swisstargetprediction
alpha-L/beta-2
MOLO000358 [ beta-sitosterol Thrombin F2 Swisstargetprediction
MOLO000358 | beta-sitosterol Thrombin and coagulation F10 Swisstargetprediction
factor X
MOLO000358 [ beta-sitosterol TNF-alpha TNF Swisstargetprediction
MOL000358 | beta-sitosterol Prostanoid FP receptor PTGFR Swisstargetprediction
MOLO000358 [ beta-sitosterol Prostanoid EP3 receptor PTGER3 Swisstargetprediction
MOL000358 | beta-sitosterol Prostanoid DP receptor PTGDR Swisstargetprediction
MOLO000358 [ beta-sitosterol DNA topoisomerase | TOPI Swisstargetprediction
MOL000358 | beta-sitosterol Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOLO000358 | beta-sitosterol Hypox1a—1n£1;;:§>le factor 1 HIF1A Swisstargetprediction
MOL000358 | beta-sitosterol c-Jun N-terminal kinase 1 MAPKS Swisstargetprediction
Microtubule-associated
MOLO000358 | beta-sitosterol serine/threonine-protein MAST3 Swisstargetprediction
kinase 3
MOLO000358 [ beta-sitosterol Dopamine D2 receptor DRD2 Swisstargetprediction
MOL000358 | beta-sitosterol Steroid 5-alpha-reductase 2 SRDS5A2 Swisstargetprediction
MOLO000358 | beta-sitosterol C ChemOkmle receptor type CCR1 Swisstargetprediction
MOL000358 | beta-sitosterol Monoglyceride lipase MGLL Swisstargetprediction
MOLO000358 | beta-sitosterol Diacylglycerol O- DGATI1 Swisstargetprediction

acyltransferase 1




Niemann-Pick C1-like protein

MOLO000359 sitosterol ) NPCILI Swisstargetprediction
MOL000359 sitosterol LXR-alpha NRI1H3 Swisstargetprediction
MOL000359 sitosterol Nuclear receptor ROR-gamma RORC Swisstargetprediction
MOL000359 sitosterol HMG-CoA reductase HMGCR Swisstargetprediction
MOLO000359 sitosterol Cytochrome P450 51 (by CYP51A1 Swisstargetprediction
homology)
MOL000359 sitosterol Cytochrome P450 17A1 CYP17A1 Swisstargetprediction
MOL000359 sitosterol Androgen Receptor AR Swisstargetprediction
MOL000359 sitosterol Testls—.spf?mﬁc and.rogen— SHBG Swisstargetprediction
binding protein
MOLO000359 sitosterol Steml. fegu latory e,lement_ SREBF2 Swisstargetprediction
binding protein 2
MOL000359 sitosterol Nuclear receptor ROR-alpha RORA Swisstargetprediction
MOL000359 sitosterol Estrogen receptor alpha ESR1 Swisstargetprediction
MOL000359 sitosterol Estrogen receptor beta ESR2 Swisstargetprediction
MOL000359 sitosterol Cytochrome P450 19A1 CYP19A1 Swisstargetprediction
MOL000359 sitosterol Butyrylcholinesterase BCHE Swisstargetprediction
MOL000359 sitosterol Norepinephrine transporter SLC6A2 Swisstargetprediction
MOL000359 sitosterol Cytochrome P450 2C19 CYP2C19 Swisstargetprediction
MOL000359 sitosterol Protein-tyrosine phosphatase PTPNI1 Swisstargetprediction
1B
MOL000359 sitosterol Cortlcogi[(e){)(l)llgnblndmg SERPINAG6 Swisstargetprediction
MOL000359 sitosterol Acetylcholinesterase ACHE Swisstargetprediction
MOL000359 sitosterol Serotonin transporter SLC6A4 Swisstargetprediction
MOL000359 sitosterol Muscarinic acetylcholine CHRM2 Swisstargetprediction
receptor M2
Nuclear receptor subfamily 1
MOLO000359 sitosterol group I member 3 (by NRI1I3 Swisstargetprediction
homology)
MOL000359 sitosterol LXR-beta NRI1H2 Swisstargetprediction
MOL000359 sitosterol Glucose-6-phosphate 1- G6PD Swisstargetprediction
dehydrogenase
MOL000359 sitosterol Vitamin D receptor VDR Swisstargetprediction
. Anti-estrogen binding site . -
MOL tosterol DHCR t t t
OL000359 sitostero (AEBS) (by homology) CR7 Swisstargetprediction
MOL000359 sitosterol Carboxylesterase 2 CES2 Swisstargetprediction
MOLO000359 sitosterol 11-beta-hydroxysteroid HSD11B1 Swisstargetprediction
dehydrogenase 1
MOL000359 sitosterol Prostanoid EP1 receptor - (by PTGERI1 Swisstargetprediction
homology)
MOLO000359 sitosterol Prostanoid EP2 receptor - (by PTGER2 Swisstargetprediction
homology)
MOL000359 sitosterol Prostaglandin E synthase PTGES Swisstargetprediction
MOL000359 sitosterol Perpmsome proliferator- PPARA Swisstargetprediction
activated receptor alpha
MOL000359 sitosterol Per9x1some proliferator- PPARD Swisstargetprediction
activated receptor delta
MOLO000359 sitosterol Glycine ::;zt(ir subunit GLRAI1 Swisstargetprediction
MOL000359 sitosterol Squalene monooxygenase SQLE Swisstargetprediction
MOLO000359 sitosterol Prote1n-tyros11nce phosphatase PTPN6 Swisstargetprediction
MOL000359 sitosterol T-cell protein-tyrosine PTPN2 Swisstargetprediction

phosphatase




Nitric oxide synthase,

MOLO000359 sitosterol inducible (by homology) NOS2 Swisstargetprediction

MOL000359 sitosterol Squalene synthetase - (by FDFTI1 Swisstargetprediction
homology)

MOLO000359 sitosterol 11-beta-hydroxysteroid HSD11B2 Swisstargetprediction

dehydrogenase 2
MOL000359 sitosterol Pe.r0x1some proliferator- PPARG Swisstargetprediction
activated receptor gamma

MOLO000359 sitosterol UDP—glucur(;n];) ;yltransferase UGT2B7 Swisstargetprediction

MOL000359 sitosterol DNA polymerase beta  (by POLB Swisstargetprediction
homology)

MOL000359 sitosterol Glucocorticoid receptor NR3C1 Swisstargetprediction

MOL000359 sitosterol Prolyl endopeptidase PREP Swisstargetprediction

MOLO000359 sitosterol Prostanoid EP4 receptor - (by PTGER4 Swisstargetprediction
homology)

MOL000359 sitosterol Indoleamine 2,3-dioxygenase 1IDO1 Swisstargetprediction

MOL000359 sitosterol Beta-secretase 1 BACE!1 Swisstargetprediction

. Potassium-transporting . -

MOL000359 sitosterol ATPase alpha chain 2 ATPI12A Swisstargetprediction

MOL000359 sitosterol Prostanoid IP receptor PTGIR Swisstargetprediction

MOL000359 sitosterol Thromboxane-A synthase TBXASI Swisstargetprediction

MOLO000359 sitosterol Anti-estrogen binding site DHCR7 Swisstargetprediction

(AEBS)
MOL000359 sitosterol Isoprenyleysteine carboxyl ICMT Swisstargetprediction
methyltransferase

MOL000359 sitosterol Sigma opioid receptor SIGMARI Swisstargetprediction

MOL000359 sitosterol Fatty acid .blndlng protein FABP4 Swisstargetprediction
adipocyte

MOL000359 sitosterol Telomeras.e reverse TERT Swisstargetprediction

transcriptase

MOL000359 sitosterol Fatty amdﬂzzs;;lg protein FABP3 Swisstargetprediction

MOLO000359 sitosterol Fatty acid b inding protein FABP5 Swisstargetprediction
epidermal

MOL000359 sitosterol Fatty ac1d-t1)ili]1;ir1ng protein, FABP1 Swisstargetprediction

MOLO000359 sitosterol Dual spemcﬁ((i:(l:tzyspil osphatase CDC25A Swisstargetprediction,

MOL000359 sitosterol Phosphodiesterase 4A PDE4A Swisstargetprediction

MOL000359 sitosterol Phosphodiesterase 4B PDE4B Swisstargetprediction

MOL000359 sitosterol Phosphodiesterase 4C PDE4C Swisstargetprediction

MOL000359 sitosterol Dopamine D2 receptor DRD2 Swisstargetprediction

MOL000359 sitosterol Adenosine A3 receptor ADORA3 Swisstargetprediction

MOL000359 sitosterol MAP kinase ERK 1 MAPK3 Swisstargetprediction

MOL000359 sitosterol Protein kinase C eta PRKCH Swisstargetprediction

MOL000359 sitosterol Prote1n-tyros12nce phosphatase PTPNI11 Swisstargetprediction

MOL000359 sitosterol Aldo-keto reductase family 1 AKRI1BI10 Swisstargetprediction

member B10

MOL000359 sitosterol Cyclooxygenase-2 PTGS2 Swisstargetprediction

MOL000359 sitosterol Beta secretase 2 BACE2 Swisstargetprediction

MOL000359 sitosterol Monoglyceride lipase MGLL Swisstargetprediction

MOL000359 sitosterol CX-C Chetr;;)iﬂ;e receptor CXCR3 Swisstargetprediction

MOL000359 sitosterol Receptor-type tyrosine-protein PTPRF Swisstargetprediction,

phosphatase F (LAR)




MOL000359 sitosterol Phospholipase A2 group 1B PLA2G1B Swisstargetprediction
Low molecular weight
MOLO000359 sitosterol phosphotyrosine protein ACPI Swisstargetprediction
phosphatase
. Sphingosine 1-phosphate . .
MOL000359 sitosterol S1PR3 Swisstargetprediction
receptor Edg-3
. Sphingosine 1-phosphate . -
MOL000359 sitosterol S1PR1 Swisstargetprediction
receptor Edg-1
MOL000359 sitosterol Protein Mdm4 MDM4 Swisstargetprediction
MOL000359 sitosterol p53-binding protein Mdm-2 MDM?2 Swisstargetprediction
MOL000359 sitosterol ALK tyrosine kinase receptor ALK Swisstargetprediction
MOL000359 sitosterol DNA topoisomerase II alpha TOP2A Swisstargetprediction
MOL000359 sitosterol Coagulation factor XI F11 Swisstargetprediction
MOL000359 | sitosterol Mitogen-activated protein MAP3K 14 Swisstargetprediction
kinase kinase kinase 14
MOL000359 sitosterol Methionine aminopeptidase 1 METAPI Swisstargetprediction
MOL000359 sitosterol Insulin-like growth factor I IGFIR Swisstargetprediction
receptor
MOL000359 sitosterol Tyrosine-protein kinase SRC SRC Swisstargetprediction
MOLO000359 sitosterol Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2
MOL000359 sitosterol Prostanoid FP receptor PTGFR Swisstargetprediction
MOL000359 sitosterol Prostanoid EP3 receptor PTGER3 Swisstargetprediction
MOL000359 sitosterol Prostanoid DP receptor PTGDR Swisstargetprediction
MOL000359 sitosterol MAP kinase p38 alpha MAPK 14 Swisstargetprediction
MOLO000359 sitosterol 5-11p0xyg§;1;1ts;nactlvatmg ALOXS5AP Swisstargetprediction
MOL000359 sitosterol DNA topoisomerase | TOPI Swisstargetprediction
MOL000359 sitosterol Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOLO000359 sitosterol Hypox1a—1n£1;;:§)1e factor 1 HIF1A Swisstargetprediction
MOL000359 sitosterol Liver glycogen phosphorylase PYGL Swisstargetprediction
MOL000359 sitosterol Phosphodiesterase 4D PDE4D Swisstargetprediction
MOL000359 sitosterol Neuropeptide Y receptor type NPY5R Swisstargetprediction
5 (by homology)
. Metabotropic glutamate . -
MOL000359 sitosterol GRM2 Swisstargetprediction
receptor 2
MOL000449 Stigmasterol Niemann-Pick IC I-like protein NPCIL1 Swisstargetprediction
MOL000449 Stigmasterol LXR-alpha NRIH3 Swisstargetprediction
MOL000449 Stigmasterol | Nuclear receptor ROR-gamma RORC Swisstargetprediction
MOL000449 Stigmasterol Estrogen receptor alpha ESR1 Swisstargetprediction
MOL000449 Stigmasterol Estrogen receptor beta ESR2 Swisstargetprediction
MOL000449 Stigmasterol Testls—.spe'c1ﬂc an@rogen— SHBG Swisstargetprediction
binding protein
MOLO000449 |  Stigmasterol Sterol. regulatory e.lement— SREBF2 Swisstargetprediction
binding protein 2
MOLO000449 [  Stigmasterol HMG-CoA reductase HMGCR Swisstargetprediction
MOL000449 Stigmasterol Cytochrome P450 19A1 CYPI19A1 Swisstargetprediction
MOL000449 Stigmasterol Androgen Receptor AR Swisstargetprediction
MOL000449 Stigmasterol Cytochrome P450 17A1 CYP17A1 Swisstargetprediction
MOL000449 Stigmasterol Cytochrome P450 51 (by CYP51A1 Swisstargetprediction
homology)
MOL000449 Stigmasterol Nuclear receptor ROR-alpha RORA Swisstargetprediction
MOLO000449 [  Stigmasterol Cytochrome P450 2C19 CYP2C19 Swisstargetprediction
MOL000449 Stigmasterol Protein-tyrosine phosphatase PTPNI1 Swisstargetprediction

1B




Corticosteroid binding

MOL000449 Stigmasterol . SERPINA6 Swisstargetprediction
globulin
MOL000449 Stigmasterol Glucose-6-phosphate 1- G6PD Swisstargetprediction
dehydrogenase
MOL000449 [ Stigmasterol Acetylcholinesterase ACHE Swisstargetprediction
MOL000449 Stigmasterol Serotonin transporter SLC6A4 Swisstargetprediction
Nuclear receptor subfamily 1

MOLO000449 |  Stigmasterol group I member 3 (by NR1I3 Swisstargetprediction
homology)

MOL000449 Stigmasterol Muscarinic acetylcholine CHRM2 Swisstargetprediction

receptor M2

MOL000449 Stigmasterol Norepinephrine transporter SLC6A2 Swisstargetprediction

MOL000449 Stigmasterol Butyrylcholinesterase BCHE Swisstargetprediction

MOL000449 Stigmasterol LXR-beta NRI1H2 Swisstargetprediction

MOL000449 Stigmasterol Prostanoid EP1 receptor - (by PTGERI1 Swisstargetprediction
homology)

MOL000449 Stigmasterol Prostanoid EP2 receptor (by PTGER2 Swisstargetprediction
homology)

MOL000449 Stigmasterol Thromboxane-A synthase TBXASI Swisstargetprediction

MOL000449 Stigmasterol Prostaglandin E synthase PTGES Swisstargetprediction

MOLO000449 [  Stigmasterol Per@nsome proliferator- PPARA Swisstargetprediction

activated receptor alpha
MOL000449 Stigmasterol Per9x1some proliferator- PPARD Swisstargetprediction
activated receptor delta

MOL000449 Stigmasterol Squalene monooxygenase SQLE Swisstargetprediction

MOL000449 Stigmasterol Vitamin D receptor VDR Swisstargetprediction

MOLO000449 [ Stigmasterol ?zg}gsst)r og(te)r}ll zgln(igii;;t)e DHCR7 Swisstargetprediction

MOL000449 Stigmasterol Prote1n-tyros11nce phosphatase PTPN6 Swisstargetprediction

MOL000449 Stigmasterol T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase

MOLO000449 |  Stigmasterol Squalene synthetase  (by FDFT1 Swisstargetprediction
homology)

MOL000449 Stigmasterol 11-beta-hydroxysteroid HSD11B1 Swisstargetprediction

dehydrogenase 1
MOL000449 Stigmasterol indNJZELi:XI(%? S}fglrﬁl(ii)eéy) NOS2 Swisstargetprediction
MOL000449 Stigmasterol Pe'r0x1some proliferator- PPARG Swisstargetprediction
activated receptor gamma

MOL000449 Stigmasterol UDP—glucurozng ;yltransferase UGT2B7 Swisstargetprediction

MOL000449 Stigmasterol Glycine ;elgizt(ir subunit GLRAI1 Swisstargetprediction

MOL000449 Stigmasterol DNA polymerase beta  (by POLB Swisstargetprediction
homology)

MOL000449 Stigmasterol Prolyl endopeptidase PREP Swisstargetprediction

MOL000449 Stigmasterol Prostanoid EP4 receptor - (by PTGER4 Swisstargetprediction
homology)

MOL000449 Stigmasterol Indoleamine 2,3-dioxygenase IDO1 Swisstargetprediction

MOL000449 Stigmasterol Sigma opioid receptor SIGMARI1 Swisstargetprediction

MOL000449 [ Stigmasterol Carboxylesterase 2 CES2 Swisstargetprediction

. Potassium-transporting . .

MOL000449 Stigmasterol ATPase alpha chain 2 ATPI12A Swisstargetprediction

MOL000449 Stigmasterol Prostanoid IP receptor PTGIR Swisstargetprediction

MOL000449 Stigmasterol Phosphodiesterase 4A PDE4A Swisstargetprediction

MOL000449 Stigmasterol Phosphodiesterase 4B PDE4B Swisstargetprediction




MOL000449 [  Stigmasterol Phosphodiesterase 4C PDE4C Swisstargetprediction
MOL000449 Stigmasterol Antl_eStr(()i?Bbsl?dmg site DHCR?7 Swisstargetprediction
MOLO000449 [  Stigmasterol Fatty acid .blndlng protein FABP4 Swisstargetprediction
adipocyte
MOL000449 Stigmasterol Telomeras’e reverse TERT Swisstargetprediction
transcriptase
MOLO000449 [ Stigmasterol Fatty amdﬂtﬁgﬁf;lg protein FABP3 Swisstargetprediction
MOL000449 Stigmasterol Fatty acid b inding protein FABPS Swisstargetprediction
epidermal
MOLO000449 [  Stigmasterol Fatty ac1d-t1)ili]1;ir1ng protetn, FABP1 Swisstargetprediction
MOL000449 Stigmasterol Progesterone receptor PGR Swisstargetprediction
MOL000449 Stigmasterol Dopamine transporter SLC6A3 Swisstargetprediction
MOL000449 Stigmasterol Adenosine A3 receptor ADORA3 Swisstargetprediction
MOL000449 [  Stigmasterol MAP kinase ERK1 MAPK3 Swisstargetprediction
MOL000449 Stigmasterol Protein kinase C eta PRKCH Swisstargetprediction
MOL000449 Stigmasterol Prote1n-tyr0s12nce phosphatase PTPNI11 Swisstargetprediction
MOL000449 Stigmasterol Aldo-keto reductase family 1 AKRI1B10 Swisstargetprediction
member B10
MOL000449 Stigmasterol Isoprenyleysteine carboxyl ICMT Swisstargetprediction
methyltransferase
MOL000449 Stigmasterol p53-binding protein Mdm-2 MDM2 Swisstargetprediction
MOL000449 Stigmasterol CX-C Chetr;1;é<13ne receptor CXCR3 Swisstargetprediction
MOLO000449 |  Stigmasterol Sphingosine 1-phosphate S1PR3 Swisstargetprediction
receptor Edg-3
MOL000449 Stigmasterol Sphingosine 1-phosphate S1PR1 Swisstargetprediction
receptor Edg-1
MOL000449 Stigmasterol Smoothened homolog SMO Swisstargetprediction
MOL000449 Stigmasterol Orexin receptor 2 HCRTR2 Swisstargetprediction
MOL000449 Stigmasterol Orexin receptor 1 HCRTRI1 Swisstargetprediction
. Receptor-type tyrosine-protein . -
MOL00044 t terol PTPRF target, t
OL000449 Stigmastero phosphatase F (LAR) Swisstargetprediction
MOL000449 Stigmasterol Phospholipase A2 group 1B PLA2G1B Swisstargetprediction
Low molecular weight
MOL000449 Stigmasterol phosphotyrosine protein ACP1 Swisstargetprediction
phosphatase
MOLO000449 [  Stigmasterol Glucocorticoid receptor NR3Cl1 Swisstargetprediction
MOL000449 Stigmasterol C chemoklnle receptor type CCRI1 Swisstargetprediction
MOL000449 Stigmasterol | Methionine aminopeptidase 1 METAPI1 Swisstargetprediction
MOL000449 Stigmasterol Vitamin D-binding protein GC Swisstargetprediction
MOL000449 Stigmasterol DNA topoisomerase II alpha TOP2A Swisstargetprediction
MOL000449 Stigmasterol Protein Mdm4 MDM4 Swisstargetprediction
. Serine/threonine-protein . -
MOL000449 Stigmasterol Kinase PIM 1 PIM1 Swisstargetprediction
. Serine/threonine-protein . .
MOL000449 Stigmasterol Kinase PIM3 PIM3 Swisstargetprediction
MOL000449 Stigmasterol Sonic hedgehog protein  (by SHH Swisstargetprediction
homology)
MOL000449 Stigmasterol Prostanoid FP receptor PTGFR Swisstargetprediction
MOL000449 Stigmasterol Prostanoid EP3 receptor PTGER3 Swisstargetprediction
MOL000449 Stigmasterol Prostanoid DP receptor PTGDR Swisstargetprediction
MOL000449 Stigmasterol Phosphodiesterase 4D PDE4D Swisstargetprediction




MOL000449 Stigmasterol DNA topoisomerase | TOPI Swisstargetprediction
MOL000449 Stigmasterol Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOLO000449 [  Stigmasterol Hypox1a—1n£1;;:1;ble factor 1 HIFIA Swisstargetprediction
MOL000449 Stigmasterol Cyclin-dependent kinase 6 CDK6 Swisstargetprediction
MOL000449 Stigmasterol Cyclin-dependent kinase 4 CDK4 Swisstargetprediction
MOL000449 Stigmasterol Steroid 5-alpha-reductase 2 SRD5A2 Swisstargetprediction
MOL000449 [ Stigmasterol Thrombin F2 Swisstargetprediction
Intercellular adhesion
MOL000449 Stigmasterol molecule (ICAM-1), Integrin ITGAL Swisstargetprediction
alpha-L/beta-2
. Thrombin and coagulation . .
MOL000449 Stigmasterol F10 Swisstargetprediction
factor X
MOL000449 Stigmasterol Gonadotropin-releasing GNRHR Swisstargetprediction
hormone receptor
MOL000449 Stigmasterol Diacylglycerol O- DGATI Swisstargetprediction
acyltransferase 1
2,6,10,14,18-
MOL005481 pentamethylicosa-|  Peroxisome proliferator- PP Swisstareetprediction
2,6,10,14,18- activated receptor alpha getp
pentaene
2,6,10,14,18-
MOLO005481 perzltzrrllgtliilllc;sa— Cannabinoid receptor 2 CNR2 Swisstargetprediction
pentaene
2,6,10,14,18-
MOLO005481 perzltzrr;gtliihlc;sa— Squalene monooxygenase SQLE Swisstargetprediction
pentaene
2,6,10,14,18-
pentamethylicosa- Protein-arginine N- . -
MOLO005481 2.6.10.14,18- methyltransferase 1 PRMT1 Swisstargetprediction
pentaene
2,6,10,14,18-
MOLO005481 per;tzn;gﬂzhlcg)sa— Zinc finger protein GLI2 GLI2 Swisstargetprediction
pentaene
2,6,10,14,18-
MOLO005481 pentamethylicosa- Zinc finger protein GLI1 GLI1 Swisstargetprediction
2,6,10,14,18-
pentaene
2,6,10,14,18-
MOLO005481 pentamethylicosa- Dynamin-1 DNM1 Swisstargetprediction
2,6,10,14,18-
pentaene
2,6,10,14,18-
MOLO005481 pentamethylicosa- Beta amyloid A4 protein APP Swisstargetprediction
2,6,10,14,18-
pentaene
2,6,10,14,18-
pentamethylicosa-|  Cholesteryl ester transfer . -
MOLO005481 2.6.10.14,18- protein CETP Swisstargetprediction
pentaene
2,6,10,14,18-
MOLO005481 per;tzn;gﬂzhfgsa— Vanilloid receptor TRPV1 Swisstargetprediction

pentaene




MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Sphingosine kinase 2 (by
homology)

SPHK2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Neuropeptide Y receptor type
5

NPYS5R

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Nuclear receptor ROR-beta

RORB

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

LXR-beta

NR1H2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Nuclear receptor ROR-alpha

RORA

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Glucocorticoid receptor

NR3C1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Lysosomal Pro-X
carboxypeptidase

PRCP

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Acetyl-CoA carboxylase 2

ACACB

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Squalene synthetase (by
homology)

FDFT1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Orexin receptor 2

HCRTR2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Dopamine D2 receptor (by
homology)

DRD2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

11-beta-hydroxysteroid
dehydrogenase 1

HSD11B1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Nuclear receptor subfamily 1
group I member 3 (by
homology)

NR1I3

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Urokinase-type plasminogen
activator

PLAU

Swisstargetprediction




MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cytochrome P450 24A1

CYP24A1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Androgen Receptor (by
homology)

AR

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cytochrome P450 19A1

CYP19A1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Estrogen receptor alpha

ESR1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Muscarinic acetylcholine
receptor M2

CHRM2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Norepinephrine transporter

SLC6A2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cytochrome P450 2C19

CYP2CI19

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

DNA topoisomerase I

TOP1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Protein farnesyltransferase

FNTA

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Estrogen receptor beta

ESR2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Protein-tyrosine phosphatase
1B

PTPNI1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

T-cell protein-tyrosine
phosphatase

PTPN2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

LXR-alpha

NRI1H3

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Anandamide amidohydrolase

FAAH

Swisstargetprediction




MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Adenosine Al receptor

ADORAL

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Adenosine A2a receptor

ADORA2A

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Adenosine A3 receptor

ADORA3

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cyclooxygenase-1

PTGS1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Serine/threonine-protein
kinase PLK 1

PLK1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Arachidonate 5-lipoxygenase

ALOX5S

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Sterol regulatory element-
binding protein 2

SREBF2

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Niemann-Pick Cl1-like protein
1

NPCILI

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Fatty acid binding protein
adipocyte

FABP4

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Peroxisome proliferator-
activated receptor gamma

PPARG

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cathepsin D

CTSD

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Telomerase reverse
transcriptase

TERT

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Testis-specific androgen-
binding protein

SHBG

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Fatty acid binding protein
muscle

FABP3

Swisstargetprediction




MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cytochrome P450 17A1

CYP17A1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Fatty acid binding protein
epidermal

FABP5

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Peroxisome proliferator-
activated receptor delta

PPARD

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

HMG-CoA reductase

HMGCR

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Fatty acid-binding protein,
liver

FABP1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cannabinoid receptor 1 (by
homology)

CNRI1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Cytochrome P450 51 (by
homology)

CYP51A1

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Serotonin transporter

SLC6A4

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Acetylcholinesterase

ACHE

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Butyrylcholinesterase

BCHE

Swisstargetprediction

MOLO005481

2,6,10,14,18-
pentamethylicosa-
2,6,10,14,18-
pentaene

Nuclear receptor ROR-gamma

RORC

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Muscarinic acetylcholine
receptor M2

CHRM2

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Tyrosine-protein kinase SRC

SRC

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Retinoic acid receptor alpha
(by homology)

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Acyl coenzyme A:cholesterol
acyltransferase 1

SOATI1

Swisstargetprediction




MOLO005486

3,4-
Dehydrolycopen-
16-al

Phosphodiesterase SA

PDESA

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Nuclear receptor ROR-gamma

RORC

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Serotonin 2b (5-HT2b)
receptor

HTR2B

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Retinoid X receptor beta

RXRB

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Alpha-2b adrenergic receptor

ADRA2B

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Retinoic acid receptor gamma

RARG

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Retinoid X receptor gamma

RXRG

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Retinoic acid receptor beta

RARB

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Retinoid X receptor alpha

RXRA

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Adenosine A3 receptor

ADORA3

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

MAP kinase p38 alpha

MAPK 14

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Nuclear receptor ROR-beta

RORB

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

MAP kinase ERK2

MAPK1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Nuclear receptor ROR-alpha

RORA

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Phospholipase A2 group IIA

PLA2G2A

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Histamine H2 receptor

HRH2

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Histamine H1 receptor

HRH1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Glutaminase kidney isoform,
mitochondrial

GLS

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Bradykinin B2 receptor

BDKRB2

Swisstargetprediction




MOLO005486

3,4-
Dehydrolycopen-
16-al

Acyl coenzyme A:cholesterol
acyltransferase

CESI

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Mannose-6-phosphate
isomerase

MPI

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Carboxylesterase 2

CES2

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Cyclooxygenase-2

PTGS2

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Butyrylcholinesterase

BCHE

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Beta-secretase 1

BACE!1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Cytochrome P450 19A1

CYP19A1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Tyrosine-protein kinase FYN

FYN

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Anandamide amidohydrolase

FAAH

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Phospholipase D1

PLDI

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Histone deacetylase 3

HDAC3

Swisstargetprediction

MOL005486

3,4-
Dehydrolycopen-
16-al

Histone deacetylase 1

HDACI

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Melanin-concentrating
hormone receptor 1

MCHR1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Cytosolic phospholipase A2

PLA2G4A

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Purinergic receptor P2Y12

P2RY12

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Vanilloid receptor

TRPV1

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Neuropeptide Y receptor type
5

NPYS5R

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Lanosterol synthase

LSS

Swisstargetprediction

MOLO005486

3,4-
Dehydrolycopen-
16-al

Dual specificity phosphatase
Cdc25B

CDC25B

Swisstargetprediction




34-

Platelet-derived growth factor

MOLO005486 | Dehydrolycopen- receptor beta PDGFRB Swisstargetprediction
16-al
3.4 ATP-binding cassette sub-
MOLO005486 | Dehydrolycopen- —— ABCQG2 Swisstargetprediction
family G member 2
16-al
3:4- Receptor protein-tyrosine
MOLO005486 | Dehydrolycopen- prorp 4 ERBB2 Swisstargetprediction
kinase erbB-2
16-al
3.4 Vascular endothelial growth
MOLO005486 | Dehydrolycopen- s FLT4 Swisstargetprediction
factor receptor 3
16-al
3.4 Epidermal growth factor
MOLO005486 | Dehydrolycopen- P & EGFR Swisstargetprediction
receptor erbB1
16-al
3:4- Serine/threonine-protein
MOLO005486 | Dehydrolycopen- . P AURKB Swisstargetprediction
kinase Aurora-B
16-al
3.4 Vascular endothelial growth
MOLO005486 | Dehydrolycopen- £ KDR Swisstargetprediction
factor receptor 2
16-al
3,4-
MOLO005486 | Dehydrolycopen- | Tyrosine-protein kinase TIE-2 TEK Swisstargetprediction
16-al
3.4 Serine/threonine-protein
MOLO005486 | Dehydrolycopen- . P AURKA Swisstargetprediction
kinase Aurora-A
16-al
3:4- Androgen Receptor (b
MOLO005486 | Dehydrolycopen- g P v AR Swisstargetprediction
homology)
16-al
3.4-
MOLO005486 | Dehydrolycopen- Progesterone receptor PGR Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Melatonin receptor 1A MTNRIA Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Melatonin receptor 1B MTNRI1B Swisstargetprediction
16-al
3,4-
MOLO005486 [ Dehydrolycopen-| Prostaglandin E synthase PTGES Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Leukocyte elastase ELANE Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen-| Aldehyde dehydrogenase ALDH2 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Acetylcholinesterase ACHE Swisstargetprediction
16-al
3.4 Protein-tyrosine phosphatase
MOLO005486 | Dehydrolycopen- 4 B Phosp PTPN1 Swisstargetprediction
16-al
3.4-
MOLO005486 | Dehydrolycopen- | Arachidonate 15-lipoxygenase ALOX15 Swisstargetprediction

16-al




34-

MOLO005486 | Dehydrolycopen- [ Arachidonate 12-lipoxygenase ALOX12 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Adenosine Al receptor ADORAL Swisstargetprediction
16-al
3.4-
MOLO005486 | Dehydrolycopen-|  Adenosine A2a receptor ADORA2A Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen-|  Zinc finger protein GLI2 GLI2 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen-|  Zinc finger protein GLI1 GLI1 Swisstargetprediction
16-al
3.4-
MOLO005486 | Dehydrolycopen-| Leukotriene B4 receptor 1 LTB4R Swisstargetprediction
16-al
3:4- Peroxisome proliferator-
MOLO005486 | Dehydrolycopen- . PPARG Swisstargetprediction
16-al activated receptor gamma
3.4- Transient receptor potential
MOLO005486 | Dehydrolycopen-| cation channel subfamily A TRPA1 Swisstargetprediction
16-al member 1
3:4- Macrophage scavenger
MOLO005486 | Dehydrolycopen- MSRI1 Swisstargetprediction
receptor types [ and II
16-al
3:4- Peroxisome proliferator-
MOLO005486 | Dehydrolycopen- . PPARA Swisstargetprediction
activated receptor alpha
16-al
3.4-
MOLO005486 | Dehydrolycopen- | Plasma retinol-binding protein RBP4 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen-| Mineralocorticoid receptor NR3C2 Swisstargetprediction
16-al
3:4- Testis-specific androgen-
MOLO005486 | Dehydrolycopen- L . SHBG Swisstargetprediction
binding protein
16-al
3:4- Mu opioid receptor (by
MOLO005486 | Dehydrolycopen- OPRM1 Swisstargetprediction
homology)
16-al
3:4- Delta opioid receptor (by
MOLO005486 | Dehydrolycopen- OPRD1 Swisstargetprediction
homology)
16-al
3,4-
MOLO005486 | Dehydrolycopen- Hydroxyacid oxidase 1 HAO1 Swisstargetprediction
16-al
3,4-
MOLO005486 [ Dehydrolycopen- | Arachidonate 5-lipoxygenase ALOXS5 Swisstargetprediction
16-al
3:4- Peroxisome proliferator-
MOLO005486 | Dehydrolycopen- . PPARD Swisstargetprediction
16-al activated receptor delta
3.4-
MOLO005486 | Dehydrolycopen- Vitamin D receptor VDR Swisstargetprediction

16-al




34-

Dual specificity phosphatase

MOLO005486 | Dehydrolycopen- Cdc2SA CDC25A Swisstargetprediction
16-al
3,4- Glycine receptor subunit
MOLO005486 | Dehydrolycopen- alpha-1 GLRALI Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen-| Steroid 5-alpha-reductase 2 SRD5A2 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Cannabinoid receptor 1 CNRI Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Cannabinoid receptor 2 CNR2 Swisstargetprediction
16-al
3,4-
MOLO005486 | Dehydrolycopen- Glucocorticoid receptor NR3Cl1 Swisstargetprediction
16-al
MOL005503 | Cornudentanone | Arachidonate 5-lipoxygenase ALOXS Swisstargetprediction
MOLO005503 | Cornudentanone Macrop hag;eo)is irsssed gene | MPEGI1 Swisstargetprediction
MOLO005503 | Cornudentanone Cytochrome P450 2D6 CYP2D6 Swisstargetprediction
MOL005503 | Cornudentanone Cytochrome P450 19A1 CYPI19A1 Swisstargetprediction
MOLO005503 | Cornudentanone 11-beta-hydroxysteroid HSD11B1 Swisstargetprediction
dehydrogenase 1
MOL005503 | Cornudentanone Cytochrome P450 2C9 CYP2C9 Swisstargetprediction
MOLO005503 | Cornudentanone Cytochrome P450 3A4 CYP3A4 Swisstargetprediction
MOL005503 | Cornudentanone Cytochrome P450 2C19 CYP2C19 Swisstargetprediction
MOLO005503 | Cornudentanone | Phospholipase A2 group ITA PLA2G2A Swisstargetprediction
MOL005503 | Cornudentanone MAP kinase p38 alpha MAPK 14 Swisstargetprediction
MOLO005503 | Cornudentanone Neuropeptide Y receptor type NPYS5R Swisstargetprediction
5 (by homology)
MOL005503 | Cornudentanone Vanilloid receptor TRPV1 Swisstargetprediction
MOLO005503 | Cornudentanone | Acetyl-CoA carboxylase 2 ACACB Swisstargetprediction
MOL005503 | Cornudentanone P-glycoprotein 1 ABCBI1 Swisstargetprediction
MOLO005503 | Cornudentanone Poly [ADP-ribose] PARPI1 Swisstargetprediction
polymerase-1
MOL005503 | Cornudentanone Complement factor D CFD Swisstargetprediction
6-phosphofructo-2-
MOLO005503 | Cornudentanone kinase/fructose-2,6- PFKFB3 Swisstargetprediction
bisphosphatase 3
MOLO005503 | Cornudentanone |Tyrosine-protein kinase TYK2 TYK2 Swisstargetprediction
MOL005503 | Cornudentanone Orexin receptor 2 HCRTR2 Swisstargetprediction
MOLO005503 | Cornudentanone Orexin receptor 1 HCRTRI1 Swisstargetprediction
MOLO005503 | Cornudentanone Elongation O.f very lopg chain ELOVL6 Swisstargetprediction
fatty acids protein 6
MOLO005503 | Cornudentanone Vasopressin V2 receptor AVPR2 Swisstargetprediction
MOL005503 | Cornudentanone | Vasopressin V1a receptor AVPRIA Swisstargetprediction
MOLO005503 | Cornudentanone Oxytocin receptor OXTR Swisstargetprediction
MOLO005503 | Cornudentanone Thromblr;aa::rtlgrcgagulatlon F10 Swisstargetprediction
MOL005503 | Cornudentanone | Bone morphogenetic protein 1 BMP1 Swisstargetprediction
MOL005503 | Cornudentanone Phosphodiesterase 10A PDE10A Swisstargetprediction
MOLO005503 | Cornudentanone Casein kinase II alpha CSNK2A1 Swisstargetprediction
MOL005503 | Cornudentanone [ Casein kinase II alpha (prime) CSNK2A2 Swisstargetprediction
MOLO005503 | Cornudentanone Thyroid hormone receptor THRB Swisstargetprediction

beta-1




MOLO005503 [ Cornudentanone | Purinergic receptor P2Y12 P2RY12 Swisstargetprediction
MOL005503 | Cornudentanone Legumain LGMN Swisstargetprediction
MOLO005503 | Cornudentanone Melanin-concentrating MCHRI1 Swisstargetprediction
hormone receptor 1
MOL005503 | Cornudentanone | Tyrosine-protein kinase JAK3 JAK3 Swisstargetprediction
MOLO005503 | Cornudentanone | c-Jun N-terminal kinase 1 MAPKS Swisstargetprediction
MOL005503 | Cornudentanone HERG KCNH2 Swisstargetprediction
MOLO005503 | Cornudentanone | Tyrosine-protein kinase SYK SYK Swisstargetprediction
MOL005503 | Cornudentanone | Tyrosine-protein kinase JAK2 JAK2 Swisstargetprediction
MOLO005503 | Cornudentanone MAP kinase p38 beta MAPK11 Swisstargetprediction
Serine/threonine-protein . -
MOLO005503 | Cornudentanone Kinase TBK | TBK1 Swisstargetprediction
MOLO005503 | Cornudentanone | Matrix metalloproteinase 13 MMP13 Swisstargetprediction
MOL005503 | Cornudentanone | Matrix metalloproteinase 1 MMP1 Swisstargetprediction
MOLO005503 [ Cornudentanone | Matrix metalloproteinase 14 MMP14 Swisstargetprediction
MOLO005503 | Cornudentanone Sodium channel prote.ln type SCNOA Swisstargetprediction
IX alpha subunit
MOLO005503 | Cornudentanone Nitrie ° x1de' synthase, NOS2 Swisstargetprediction
inducible
MOLO005503 | Cornudentanone Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2
MOLO005503 | Cornudentanone NAD_depZ?gz?:l ileacetylase SIRT1 Swisstargetprediction
MOL005503 | Cornudentanone MAP kinase p38 gamma MAPK12 Swisstargetprediction
MOLO005503 | Cornudentanone Tankyrase-2 TNKS2 Swisstargetprediction
MOL005503 | Cornudentanone Tankyrase-1 TNKS Swisstargetprediction
MOLO005503 | Cornudentanone Cortlcotr(ﬁlcnetr;(l;als1ng factor CRHRI Swisstargetprediction
MOL005503 | Cornudentanone Gamma-secretase PSEN2 Swisstargetprediction
Inhibitor of nuclear factor
MOLO005503 | Cornudentanone kappa B kinase epsilon IKBKE Swisstargetprediction
subunit
Diacylglycerol O- . -
MOLO005503 | Cornudentanone DGATI1 Swisstargetprediction
acyltransferase 1
MOLO005503 | Cornudentanone Sphingosine 1-phosphate S1PR3 Swisstargetprediction
receptor Edg-3
MOLO005503 | Cornudentanone | Alpha-1d adrenergic receptor ADRAI1D Swisstargetprediction
MOLO005503 | Cornudentanone Serotonrlélcigtg—HT%) HTR2A Swisstargetprediction
MOLO005503 | Cornudentanone | Alpha-1a adrenergic receptor ADRATA Swisstargetprediction
MOL005503 | Cornudentanone | Alpha-1b adrenergic receptor ADRAIB Swisstargetprediction
MOLO005503 | Cornudentanone Multl@g res1stap ce ABCCl1 Swisstargetprediction
associated protein 1
MOL005503 | Cornudentanone | Serotonin 7 (5-HT7) receptor HTR7 Swisstargetprediction
MOLO005503 | Cornudentanone | Serotonin 6 (5-HT6) receptor HTR6 Swisstargetprediction
MOLO005503 | Cornudentanone Acyl coenzyme A.cholesterol SOATI1 Swisstargetprediction
acyltransferase 1
MOLO005503 | Cornudentanone | Thymidine kinase, cytosolic TK1 Swisstargetprediction
MOL005503 | Cornudentanone Chymase CMAI Swisstargetprediction
MOLO005503 | Cornudentanone | Fatty acid transport protein 4 SLC27A4 Swisstargetprediction
MOL005503 | Cornudentanone Histone deacetylase 3 HDAC3 Swisstargetprediction
MOL005503 | Cornudentanone Cyclooxygenase-1 PTGSI Swisstargetprediction
MOL005503 | Cornudentanone Dopamine D3 receptor DRD3 Swisstargetprediction
MOLO005503 | Cornudentanone | c-Jun N-terminal kinase 3 MAPKI10 Swisstargetprediction
MOL005503 | Cornudentanone Histone deacetylase 8 HDACS Swisstargetprediction
MOLO005503 | Cornudentanone Histone deacetylase 11 HDACI1 Swisstargetprediction




Calcitonin gene-related

MOLO005503 | Cornudentanone . CALCRL Swisstargetprediction
peptide type 1 receptor
MOLO005503 | Cornudentanone Serln-e/threonme-protem AURKA Swisstargetprediction
kinase Aurora-A
MOLO005503 | Cornudentanone Histone deacetylase 10 HDACI10 Swisstargetprediction
MOLO005503 | Cornudentanone Cyclln-depegdent kinase CCNEI Swisstargetprediction
2/cyclin E1
MOLO005503 | Cornudentanone Scavengi:rrlgsfl::elar t(;r class B SCARBI1 Swisstargetprediction
MOL005503 | Cornudentanone Glycine transporter 1 SLC6A9 Swisstargetprediction
MOLO005503 | Cornudentanone MAP kinase ERK2 MAPK1 Swisstargetprediction
MOL005503 | Cornudentanone Cathepsin S CTSS Swisstargetprediction
MOLO005503 | Cornudentanone Cathepsin (B and K) CTSB Swisstargetprediction
MOL005503 | Cornudentanone [ CREB-binding protein/p53 CREBBP Swisstargetprediction
Cyclin-dependent kinase . -
MOLO005503 | Cornudentanone S/CDKS5 activator 1 CDK5R1 Swisstargetprediction
MOLO005503 | Cornudentanone Stem cell growth factor KIT Swisstargetprediction
receptor
MOLO005503 | Cornudentanone Serln-e/threonlne-proteln AURKB Swisstargetprediction
kinase Aurora-B
MOLO005503 | Cornudentanone Protein-glutamine gamma- TGM2 Swisstargetprediction
glutamyltransferase
MOLO005503 [ Cornudentanone | PI3-kinase p110-delta subunit PIK3CD Swisstargetprediction
Alpha-1,6-mannosyl-
MOLO005503 | Cornudentanone glycoprotein 2-beta-N- MGAT?2 Swisstargetprediction
acetylglucosaminyltransferase
MOL005503 | Cornudentanone Epoxide hydratase EPHX2 Swisstargetprediction
MOLO005503 | Cornudentanone Lipoxin A4 receptor FPR2 Swisstargetprediction
Serine/threonine-protein . -
MOLO005503 | Cornudentanone Kinase WEE1 WEEI1 Swisstargetprediction
MOLO005503 | Cornudentanone Diacylglycerol O- DGAT2 Swisstargetprediction
acyltransferase 2
MOLO005503 | Cornudentanone . Mac?ophage colony CSFIR Swisstargetprediction
stimulating factor receptor
MOLO005503 | Cornudentanone Platelet-derived growth factor PDGFRB Swisstargetprediction
receptor beta
MOLO005503 | Cornudentanone Tyrosine-protein kinase FLT3 Swisstargetprediction
receptor FLT3
MOLO005503 | Cornudentanone | c-Jun N-terminal kinase 2 MAPK9 Swisstargetprediction
MOLO005503 | Cornudentanone Endothelln-conlvertlng enzyme ECEl1 Swisstargetprediction
MOLO005503 | Cornudentanone Fatty acid synthase FASN Swisstargetprediction
MOL005503 | Cornudentanone Smoothened homolog SMO Swisstargetprediction
MOLO005503 | Cornudentanone Neurokinin 1 receptor TACRI1 Swisstargetprediction
MOL005530 | ydroxygenkwan | Aldose reductase - (by AKRIBI Swisstargetprediction
in homology)
MOLO005530 Hydroxygenkwan Adenosine Al receptor - (by ADORAL Swisstargetprediction
in homology)
MOL005530 | ydroxygenkwan| Adenosine A2a receptor - (by ADORA2A Swisstargetprediction
in homology)
MOL005530 | ydroxygenkwan|  Serine/threonine-protein PIM1 Swisstargetprediction
in kinase PIM1
MOL005530 Hydrox?fenkwan NADPH oxidase 4 NOX4 Swisstargetprediction
Hydroxygenkwan . . . _
MOLO005530 . Beta amyloid A4 protein APP Swisstargetprediction

1n




Hydroxygenkwan

MOLO005530 i Plasminogen PLG Swisstargetprediction
MOL005530 Hydrox?fenkwan Cytochrome P450 1B1 CYPIBI Swisstargetprediction
MOLO005530 Hydroxygenkwan Multl@g res1sta'n ol ABCCl1 Swisstargetprediction
in associated protein 1
MOL005530 | ydroxygenkwan | Epidermal growth factor EGFR Swisstargetprediction
in receptor erbB1
Hydroxygenkwan| Cyclin-dependent kinase . -
MOLO005530 o 5/CDKS activator 1 CDKS5R1 Swisstargetprediction
MOLO005530 Hydroxygenkwan Telomeras.e reverse TERT Swisstargetprediction
n transcriptase
MOLO005530 Hydroxygenkwan Receptor-type tyrosine-protein PTPRS Swisstargetprediction
in phosphatase S
MOLO005530 HydrOX}i/fenkwan Xanthine dehydrogenase XDH Swisstargetprediction
Hydroxygenkwan . . -
MOLO005530 i Carbonic anhydrase II CA2 Swisstargetprediction,
MOLO005530 HydrOX}ilfenkwan Carbonic anhydrase VII CA7 Swisstargetprediction
Hydroxygenkwan . . -y
MOLO005530 in Carbonic anhydrase XII CAl2 Swisstargetprediction
MOLO005530 HydrOX}ilfenkwan Carbonic anhydrase IV CA4 Swisstargetprediction
MOLO005530 Hydrox;ilfenkwan Arachidonate 5-lipoxygenase ALOXS Swisstargetprediction
MOL005530 | 1ydroxygenkwan| - Tyrosine-protein kinase FLT3 Swisstargetprediction
in receptor FLT3
MOLO005530 Hydroxygenkwan ATP—blpdlng cassette sub- ABCG2 Swisstargetprediction
in family G member 2
MOLO005530 HydrOX}ilfenkwan Estrogen receptor beta ESR2 Swisstargetprediction
Hydroxygenkwan . . . -
MOLO005530 i Monoamine oxidase A MAOA Swisstargetprediction
MOL005530 Hydroxygenkwan Cyclln-depen'dent kinase CCNB3 Swisstargetprediction
n 1/cyclin B
MOLO005530 Hydrox;ilfenkwan Tyrosine-protein kinase SYK SYK Swisstargetprediction
MOL005530 Hydrox?fenkwan Glycogen S-‘Vbr:gase kinase-3 GSK3B Swisstargetprediction
MOLO005530 Hydrox;i/fenkwan Transthyretin TTR Swisstargetprediction
MOL005530 | 1ydroxygenkwan | Aldo-keto reductase family I AKRIB10 Swisstargetprediction
in member B10
MOLO005530 Hydrox;ilfenkwan Tankyrase-2 TNKS2 Swisstargetprediction
MOLO005530 HydrOX}iffenkwan Tankyrase-1 TNKS Swisstargetprediction,
MOLO005530 Hydrox;ilfenkwan P-glycoprotein 1 ABCBI Swisstargetprediction
MOLO005530 HydrOX}iffenkwan Estrogen receptor alpha ESR1 Swisstargetprediction
Hydroxygenkwan - . _
MOLO005530 in Delta opioid receptor OPRD1 Swisstargetprediction
MOLO005530 Hydroxygenkwan Glyoxalase I GLO1 Swisstargetprediction,

mn




Hydroxygenkwan

Poly [ADP-ribose]

MOLO005530 PARP1 Swisstargetprediction
in polymerase-1

MOLO005530 HydrOX}i/fenkwan Matrix metalloproteinase 9 MMP9 Swisstargetprediction

MOLO005530 Hydrox;ilfenkwan Matrix metalloproteinase 2 MMP2 Swisstargetprediction

MOLO005530 HydrOX}i/fenkwan Matrix metalloproteinase 12 MMP12 Swisstargetprediction

MOL003530 | Tydroxygenkwan| - Lymphocyte differentiation CD38 Swisstargetprediction
in antigen CD38

MOL005530 | 1ydroxygenkwan | DNA topoisomerase I (by TOP1 Swisstargetprediction
in homology)

MOLO005530 Hydrox;illigenkwan Arginase-1 (by homology) ARGl Swisstargetprediction

MOL005530 Hydrox?fenkwan AMY1C AMY1A Swisstargetprediction

MOLO005530 Hydroxygenkwan Gp roteln-(':oupled receptor GRK6 Swisstargetprediction
in kinase 6

MOL005530 | 1ydroxygenkwan Estradiol 17-beta- HSD17B1 Swisstargetprediction
in dehydrogenase 1

MOLO005530 Hydrox;ilfenkwan Phospholipase A2 group IIA PLA2G2A Swisstargetprediction

MOLO005530 HydrOX}ilfenkwan Thrombin F2 Swisstargetprediction

MOLO005530 Hydroxygenkwan Insulin-like growth factor I IGFIR Swisstargetprediction
n receptor

MOLO005530 Hydroxygenkwan Stem cell growth factor KIT Swisstargetprediction
n receptor

MOL005530 Hydroxfe“kwan Cytochrome P450 19A1 CYP19A1 Swisstargetprediction

MOLO005530 HydrOX}ilfenkwan Acetylcholinesterase ACHE Swisstargetprediction

MOLO005530 Hydrox;i/fenkwan Cyclooxygenase-2 PTGS2 Swisstargetprediction

MOL005530 HydrOX}ilfenkwan Cyclin-dependent kinase 6 CDK6 Swisstargetprediction

MOLO005530 Hydrox;ilfenkwan Casein kinase II alpha CSNK2A1 Swisstargetprediction

MOL005530 Hydroxygenkwan Cystic fibrosis transmembrane CFTR Swisstargetprediction
in conductance regulator

MOLO005530 Hydrox;ilfenkwan Beta-secretase 1 BACE!1 Swisstargetprediction

MOL005530 Hydrox?fenkwan Carbonyl reducltase [NADPH] CBRI Swisstargetprediction

MOLO005530 Hydroxygenkwan Estradiol 17-beta- HSD17B2 Swisstargetprediction
in dehydrogenase 2

MOLO005530 HydrOX}iffenkwan Androgen Receptor AR Swisstargetprediction

MOLO005530 Hydroxygenkwan Beta—galactomde alpha-2,6- ST6GAL1 Swisstargetprediction
in sialyltransferase 1

MOL005530 | Hydroxygenkwan| - Nitric oxide synthase, NOS2 Swisstargetprediction
in inducible (by homology)

MOLO005530 Hydrox;ilfenkwan Adenosine A3 receptor ADORA3 Swisstargetprediction

MOLO005530 Hydroxygenkwan G-protein coupled receptor 35 GPR35 Swisstargetprediction

mn




Hydroxygenkwan

Death-associated protein

MOLO005530 . DAPK1 Swisstargetprediction
in kinase 1
Hydroxygenkwan . . .
MOLO005530 i Carbonic anhydrase I CAl Swisstargetprediction
Hydroxygenkwan . . -y
MOLO005530 i Carbonic anhydrase 1X CA9 Swisstargetprediction
MOLO005530 Hydroxygenkwan Lysine-sp emﬁc. demethylase KDMA4E Swisstargetprediction
in 4D-like
MOLO005530 Hydrox;i/fenkwan Arachidonate 15-lipoxygenase ALOX15 Swisstargetprediction
MOLO005530 HydrOX}i/fenkwan Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
MOLO005530 Hydrox;illigenkwan Arachidonate 12-lipoxygenase ALOX12 Swisstargetprediction
MOLO005530 HydrOX}i/fenkwan Vasopressin V2 receptor AVPR2 Swisstargetprediction
MOLO005530 Hydroxygenkwan Ser1n§/threon1ne-prote1n AURKB Swisstargetprediction
in kinase Aurora-B
MOLO005530 HydrOX}ilfenkwan Dopamine D4 receptor DRD4 Swisstargetprediction
MOLO005530 Hydrox;i/fenkwan Myeloperoxidase MPO Swisstargetprediction
Hydroxygenkwan . . . .
MOLO005530 i PI3-kinase p85-alpha subunit PIK3R1 Swisstargetprediction
MOLO005530 Hydrox;ilfenkwan Liver glycogen phosphorylase PYGL Swisstargetprediction
MOLO005530 HydrOX}i/fenkwan Tyrosine-protein kinase SRC SRC Swisstargetprediction
Hydroxygenkwan . . . -
MOLO005530 in Focal adhesion kinase 1 PTK2 Swisstargetprediction
MOL005530 Hydroxygenkwan Vascular endothelial growth KDR Swisstargetprediction
in factor receptor 2
MOLO005530 Hydrox;i/fenkwan Matrix metalloproteinase 13 MMP13 Swisstargetprediction
MOL005530 HydrOX}ilfenkwan Matrix metalloproteinase 3 MMP3 Swisstargetprediction
Hydroxygenkwan . . -y
MOLO005530 in Carbonic anhydrase III CA3 Swisstargetprediction
MOLO005530 Hydroxygenkwan Serlne/j[hreonme-protem PLK1 Swisstargetprediction
n kinase PLK1
MOLO005530 Hydrox;ilfenkwan Carbonic anhydrase VI CA6 Swisstargetprediction
MOLO005530 HydrOX}ilfenkwan Protein kinase N1 PKN1 Swisstargetprediction
Hydroxygenkwan . . -
MOLO005530 in Carbonic anhydrase XIV CAl4 Swisstargetprediction
MOLO005530 Hydroxygenkwan Hepatocyte growth factor MET Swisstargetprediction
n receptor
Hydroxygenkwan|  Serine/threonine-protein . _
MOLO005530 in Kinase NEK2 NEK2 Swisstargetprediction
MOL005530 | 1ydroxygenkwan Carbonic anhydrase XIIT (by CAl13 Swisstargetprediction
in homology)
MOLO005530 Hydrox;ilfenkwan Interleukin-8 receptor A CXCRI Swisstargetprediction
MOLO005530 Hydroxygenkwan CaM kinase II beta CAMK?2B Swisstargetprediction

mn




Hydroxygenkwan

MOLO005530 i ALK tyrosine kinase receptor ALK Swisstargetprediction
MOLO005530 Hydroxygenkwan Serlne/t.hreonme-protem AKTI1 Swisstargetprediction
in kinase AKT
Hydroxygenkwan|  Serine/threonine-protein . -
MOLO005530 i Kinase NEK6 NEK6 Swisstargetprediction
MOLO005530 HydrOX}i/fenkwan Phospholipase A2 group 1B PLA2GIB Swisstargetprediction
MOLO005530 Hydrox;ilfenkwan Carbonic anhydrase VA CASA Swisstargetprediction
MOLO005530 Hydroxygenkwan Tyrosine-protein kinase AXL Swisstargetprediction
in receptor UFO
MOLO005530 Hydroxygenkwan NUAK famﬂy SNE1-like NUAK1 Swisstargetprediction
in kinase 1
MOL005530 | 1ydroxygenkwan | Aldo-keto reductase family I AKRIC2 Swisstargetprediction
in member C2 (by homology)
MOL005530 | ydroxygenkwan| Aldo-keto reductase family I AKRICI Swisstargetprediction
in member C1 (by homology)
MOL005530 | ydroxygenkwan | Aldo-keto-reductase family I AKRIC3 Swisstargetprediction
in member C3 (by homology)
MOLO005531 | Telocinobufagin Cholesterol esterase CEL Swisstargetprediction
MOLO005531 | Telocinobufagin HMG-CoA reductase - (by HMGCR Swisstargetprediction
homology)
MOLO005531 | Telocinobufagin Glucose-6-phosphate 1- G6PD Swisstargetprediction
dehydrogenase
MOLO005531 | Telocinobufagin Rho—assomatec; protein kinase ROCK2 Swisstargetprediction
MOLO005531 | Telocinobufagin Tyrosine-protein kinase AXL Swisstargetprediction
receptor UFO
MOLO005531 | Telocinobufagin Tyrf;;g;;gifi;;g; ase TYRO3 Swisstargetprediction
. . Proto-oncogene tyrosine- . .
MOL 1| Tel f: . MERTK t t t
OL00553 elocinobufagin protein kinase MER Swisstargetprediction
MOLO005531 | Telocinobufagin Rho—assomateci protein kinase ROCK1 Swisstargetprediction
. . Serine/threonine-protein . -
MOLO005531 | Telocinobufagin Kinase MRCK-A CDC42BPA Swisstargetprediction
MOLO005531 | Telocinobufagin Interleqkm—l recep tor- IRAK4 Swisstargetprediction
associated kinase 4
. . Serine/threonine-protein . .
MOLO005531 | Telocinobufagin Kinase WEE1 WEEL1 Swisstargetprediction
MOL005531 | Telocinobufagin Glucocorticoid receptor NR3C1 Swisstargetprediction
MOLO005531 | Telocinobufagin Cortlco;it(e){)(illlcilnblndmg SERPINA6 Swisstargetprediction
MOLO005531 | Telocinobufagin Testls—.spe.c1ﬂc and.rogen— SHBG Swisstargetprediction
binding protein
. . Tyrosine-protein kinase . -
MOLO005531 | Telocinobufagin ITK/TSK ITK Swisstargetprediction
MOLO005531 | Telocinobufagin GABA-A receptor; alpha- GABRB3 Swisstargetprediction
5/beta-3/gamma-2
MOLO005531 | Telocinobufagin | Tyrosine-protein kinase JAK1 JAK1 Swisstargetprediction
MOLO005531 | Telocinobufagin Serlge/threonme-protem ACVRLI1 Swisstargetprediction
kinase receptor R3
MOL005531 | Telocinobufagin Chymotrypsin C CTRC Swisstargetprediction
MOL005531 | Telocinobufagin Sorbitol dehydrogenase SORD Swisstargetprediction
MOLO005531 | Telocinobufagin Epoxide hydratase EPHX2 Swisstargetprediction
MOL005531 | Telocinobufagin Calpain 1 CAPNI Swisstargetprediction




MOL005531 | Telocinobufagin Mu opioid receptor OPRMI1 Swisstargetprediction
MOL005531 | Telocinobufagin Delta opioid receptor OPRDI1 Swisstargetprediction
MOL005531 | Telocinobufagin Kappa Opioid receptor OPRK 1 Swisstargetprediction
MOL005531 | Telocinobufagin | Tyrosine-protein kinase JAK3 JAK3 Swisstargetprediction
MOLO005531 | Telocinobufagin Protein kinase C delta PRKCD Swisstargetprediction
MOL005531 | Telocinobufagin Protein kinase C alpha PRKCA Swisstargetprediction
MOLO005531 | Telocinobufagin Adenosine Al receptor ADORAL Swisstargetprediction
MOLO005531 | Telocinobufagin Vascular endothelial growth KDR Swisstargetprediction
factor receptor 2
MOL005531 | Telocinobufagin | PI3-kinase p110-alpha subunit PIK3CA Swisstargetprediction
MOL005531 | Telocinobufagin Tubulin--tyrosine ligase TTL Swisstargetprediction
Leucine-rich repeat
MOLO005531 | Telocinobufagin serine/threonine-protein LRRK2 Swisstargetprediction
kinase 2
MOLO005531 [ Telocinobufagin | Mineralocorticoid receptor NR3C2 Swisstargetprediction
MOLO005531 | Telocinobufagin GABA-A receptor; alpha- GABRB3 Swisstargetprediction
3/beta-3/gamma-2
MOL005531 | Telocinobufagin | OABA-A receptor; alpha- GABRB3 Swisstargetprediction
1/beta-3/gamma-2
MOLO005531 | Telocinobufagin GABA-A receptor; alpha- GABRA2 Swisstargetprediction
2/beta-3/gamma-2
MOLO005531 | Telocinobufagin MAP kinase ERK2 MAPK1 Swisstargetprediction
MOL005531 | Telocinobufagin MAP kinase ERK1 MAPK3 Swisstargetprediction
MOLO005531 | Telocinobufagin DNA poslyi)n e;ia:se alpha POLALI Swisstargetprediction
ubu
MOL005531 | Telocinobufagin Cyclooxygenase-1 PTGSI1 Swisstargetprediction
MOLO005531 | Telocinobufagin Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOL005531 | Telocinobufagin Progesterone receptor PGR Swisstargetprediction
MOLO005531 | Telocinobufagin MAP klnaslihsllagsr;a;-lntegratlng MKNK2 Swisstargetprediction
MOLO005531 | Telocinobufagin reiigigiﬁ/l[gc ?Z;t}llllocic())lll(l)lgy) CHRM2 Swisstargetprediction
MOLO005531 | Telocinobufagin reﬁ;igjg\l/r[lic j;?t)};lgg%lllggy) CHRM1 Swisstargetprediction
MOLO005531 | Telocinobufagin reiig:(ij?/r[l?lac E;Ziltilocr}rll(z)lll:;y) CHRM3 Swisstargetprediction
MOLO005531 | Telocinobufagin Neuropeptide ;( receptor type NPYS5R Swisstargetprediction
. . Serine/threonine-protein . .
MOLO005531 | Telocinobufagin Kinase Chk1 CHEK1 Swisstargetprediction
MOLO005531 | Telocinobufagin Carbonic anhydrase I CAl Swisstargetprediction
MOLO005531 | Telocinobufagin Epidermal growth factor EGFR Swisstargetprediction
receptor erbB1
MOLO005531 | Telocinobufagin Interleuk1n—6br:tieptor subunit IL6ST Swisstargetprediction
. . Proto-oncogene tyrosine- . ..
MOLO005531 | Telocinobufagin protein kinase ROS ROS1 Swisstargetprediction
MOLO005531 | Telocinobufagin Tyrosine-protein kinase FLT3 Swisstargetprediction
receptor FLT3
MOLO005531 | Telocinobufagin [ Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
. . Serine/threonine-protein . .
MOLO005531 | Telocinobufagin Kinase PLK4 PLK4 Swisstargetprediction,
. . Cyclin-dependent kinase . -
MOLO005531 | Telocinobufagin S/CDKS activator 1 CDKS5 Swisstargetprediction
MOL005531 | Telocinobufagin | C%"C chemokine receptor CXCR3 Swisstargetprediction

type 3




ATP-sensitive inward rectifier

MOLO005531 | Telocinobufagin . KCNIJ1 Swisstargetprediction
potassium channel 1
MOL005531 | Telocinobufagin Aldose reductase AKRI1BI Swisstargetprediction
MOL005531 | Telocinobufagin | Tyrosine-protein kinase JAK2 JAK2 Swisstargetprediction
MOL005531 | Telocinobufagin | PI3-kinase p110-delta subunit PIK3CD Swisstargetprediction
MOLO005531 | Telocinobufagin | PI3-kinase p110-beta subunit PIK3CB Swisstargetprediction
MOLO005531 | Telocinobufagin PI3 -klnazzg)ulnli?-gamma PIK3CG Swisstargetprediction
MOL005531 | Telocinobufagin | *d0-keto reductase family 1 AKRIBI0 Swisstargetprediction
member B10
MOL005531 | Telocinobufagin Nociceptin receptor OPRLI Swisstargetprediction
Intercellular adhesion
MOLO005531 | Telocinobufagin | molecule (ICAM-1), Integrin ITGAL Swisstargetprediction
alpha-L/beta-2

. . Glycogen synthase kinase-3 . .
MOLO005531 | Telocinobufagin beta GSK3B Swisstargetprediction
MOL005531 | Telocinobufagin [ Cyclin-dependent kinase 2 CDK2 Swisstargetprediction
MOLO005531 | Telocinobufagin LIM domain kinase 1 LIMK1 Swisstargetprediction
MOL005531 | Telocinobufagin Kinesin-like protein 1 KIF11 Swisstargetprediction
MOLO005531 | Telocinobufagin Vitamin D receptor VDR Swisstargetprediction
MOLO005531 | Telocinobufagin PI3-kinase ElLlh(;—alpha/pSS- PIK3CA Swisstargetprediction
MOLO005531 | Telocinobufagin Thrombin and coagulation F10 Swisstargetprediction

factor X

. . Serine/threonine-protein . -
MOLO005531 | Telocinobufagin Kinase PAK 1 PAK1 Swisstargetprediction

. . Potassium-transporting . -
MOLO005531 | Telocinobufagin ATPase alpha chain 2 ATP12A Swisstargetprediction
MOL005531 | Telocinobufagin | p53-binding protein Mdm-2 MDM?2 Swisstargetprediction

. . Glutamate NMDA receptor; . -
MOLO005531 | Telocinobufagin GRINT/GRIN2B GRIN1 Swisstargetprediction
MOL005531 | Telocinobufagin Xanthine dehydrogenase XDH Swisstargetprediction
MOLO005531 | Telocinobufagin DNA‘deIEE:::t protein PRKDC Swisstargetprediction
MOLO005531 | Telocinobufagin [ Matrix metalloproteinase 1 MMP1 Swisstargetprediction
MOL005531 | Telocinobufagin Signal transducer and STAT3 Swisstargetprediction

activator of transcription 3
MOL005531 | Telocinobufagin [ Matrix metalloproteinase 8 MMPS Swisstargetprediction
MOL005531 | Telocinobufagin | O1Y¢02" SZII;}:;SG kinase-3 GSK3A Swisstargetprediction
MOL005531 | Telocinobufagin Bile acid receptor FXR NR1H4 Swisstargetprediction
MOLO005531 | Telocinobufagin Cystinyl aminopeptidase LNPEP Swisstargetprediction
MOL005531 | Telocinobufagin P2X purinoceptor 3 P2RX3 Swisstargetprediction
MOLO005531 | Telocinobufagin Purine nucleoside PNP Swisstargetprediction
phosphorylase

. . Serine/threonine-protein . -
MOLO005531 | Telocinobufagin Kinase/endoribonuclease IRE1 ERNI1 Swisstargetprediction
MOLO005531 | Telocinobufagin Cyclin-dep er}dent kinase CCND1 Swisstargetprediction

4/cyclin D1

. . Cyclin-dependent kinase . -

MOLO005531 | Telocinobufagin . CDK2 Swisstargetprediction
2/cyclin A

. . Mammalian target of . -

MOL 1| Tel f: . FKBP1A t t t
OL00553 elocinobufagin Rapamycin (mTORCI) Swisstargetprediction
MOLO005531 | Telocinobufagin MAP kinase p38 alpha MAPK 14 Swisstargetprediction

. . Serine/threonine-protein . -
MOLO005531 | Telocinobufagin Kinase mTOR MTOR Swisstargetprediction
MOLO005531 | Telocinobufagin Protein kinase C beta PRKCB Swisstargetprediction




11-beta-hydroxysteroid

MOLO005531 | Telocinobufagin dehydrogenase 1 HSD11B1 Swisstargetprediction
. . Serine/threonine-protein . .
MOLO005531 | Telocinobufagin Kinase AKT AKTI1 Swisstargetprediction
MOLO005531 | Telocinobufagin CDK2/Cyclin A CCNA2 Swisstargetprediction
MOL005531 | Telocinobufagin [Tyrosine-protein kinase TYK2 TYK2 Swisstargetprediction
MOLO005531 | Telocinobufagin Fibroblast growth factor FGFR1 Swisstargetprediction
receptor 1
MOL008457 Tetrahygzoalstom Alpha-2a adrenergic receptor ADRA2A Swisstargetprediction
Tetrahydroalstoni . . -
MOLO008457 ne Butyrylcholinesterase BCHE Swisstargetprediction
Tetrahydroalstoni . . .
MOL008457 ne Adrenergic receptor alpha-2 ADRA2C Swisstargetprediction
MOLO008457 Tetrahygzoalstom Alpha-2b adrenergic receptor ADRA2B Swisstargetprediction
MOL008457 | Tetrahydroalstoni|  Serotonin 2b (5-HT2b) HTR2B Swisstargetprediction
ne receptor
MOL008457 Tetrahydroalstoni Serotonin 2a (5-HT2a) HTR2A Swisstargetprediction
ne receptor (by homology)
MOL008457 Tetrahygzoalstom Delta opioid receptor OPRDI1 Swisstargetprediction
Tetrahydroalstoni . . -
MOLO008457 ne Dopamine D2 receptor DRD2 Swisstargetprediction
MOL008457 | Tetrahydroalstoni|  Serotonin la (3-HTla) HTRIA Swisstargetprediction
ne receptor
MOL008457 Tetrahygzoals“’m Cytochrome P450 2D6 CYP2D6 Swisstargetprediction
Tetrahydroalstoni . . .
MOL008457 ne Alpha-1a adrenergic receptor ADRAIA Swisstargetprediction
Tetrahydroalstoni . . -y
MOLO008457 ne Adenosine A3 receptor ADORA3 Swisstargetprediction
Tetrahydroalstoni . . .
MOLO008457 ne Serotonin 6 (5-HT6) receptor HTR6 Swisstargetprediction
Tetrahydroalstoni . . -
MOLO008457 ne Alpha-1d adrenergic receptor ADRAID Swisstargetprediction
MOL008457 Tetrahygzoalstom Alpha-1b adrenergic receptor ADRAIB Swisstargetprediction
MOLO008457 Tetrahygzoalstom Orexin receptor 2 HCRTR2 Swisstargetprediction
MOL008457 Tetrahygzoalstom Orexin receptor 1 HCRTRI1 Swisstargetprediction,
MOL008457 Tetrahygzoals“’m Phosphodiesterase 10A PDE10A Swisstargetprediction
MOL008457 Tetrahydroalstoni| Sodium channel prot.eln type SCNSA Swisstargetprediction
ne V alpha subunit
MOLO008457 Tetrahy;dlzoalstom Dopamine D3 receptor DRD3 Swisstargetprediction
MOL008457 Tetrahygzoalstom Calpain 1 CAPNI1 Swisstargetprediction
MOLO008457 Tetrahydroalstoni Bromodomalr.l-contalmng BRD4 Swisstargetprediction
ne protein 4
Tetrahydroalstoni . . .
MOLO008457 ne P2X purinoceptor 7 P2RX7 Swisstargetprediction
MOLO008457 Tetrahydroalstoni Cathepsin L CTSL Swisstargetprediction

ne




Tetrahydroalstoni

GABA-A receptor; alpha-

MOLO008457 ne 1 fbeta-3/gamma-2 GABRB3 Swisstargetprediction
MOL008457 | Tetrahydroalstoni|  GABA-A receptor; alpha- GABRB3 Swisstargetprediction
ne 5/beta-3/gamma-2
MOLO008457 Tetrahydroalstoni|  GABA-A receptor; alpha- GABRG2 Swisstargetprediction
ne 6/beta-3/gamma-2
MOL00g4s7 | Tetrahydroalstoni) — Interleukin-1 receptor- IRAK4 Swisstargetprediction
ne associated kinase 4
MOLO008457 Tetrahydroalstoni . Macrophage colony CSFIR Swisstargetprediction
ne stimulating factor receptor
MOL008457 Tetrahygzoalstom c-Jun N-terminal kinase 1 MAPKS Swisstargetprediction
MOLO008457 Tetrahygzoalstom Focal adhesion kinase 1 PTK2 Swisstargetprediction
MOLO00g4s7 | Tetrahydroalstoni|  GABA receptor alpha-1 GABRAI Swisstargetprediction
ne subunit
MOLO008457 Tetrahydroalstoni|  GABA A receptor alpha- GABRA3 Swisstargetprediction
ne 3/beta-2/gamma-2
MOL0084s7 | Tetrahydroalstoni| - GABA A receptor alpha- GABRA2 Swisstargetprediction
ne 2/beta-2/gamma-2
MOLO008457 Tetrahygzoalstom Arachidonate 15-lipoxygenase ALOX15 Swisstargetprediction
MOLO00g4s7 | Tetrahydroalstoni|  GABA receptor alpha-3 GABRAS Swisstargetprediction
ne subunit
Tetrahydroalstoni . . _
MOLO008457 ne Quinone reductase 2 NQO2 Swisstargetprediction
MOL008457 Tetrahygzoalstom Protemase-activated receptor FIR Swisstargetprediction
MOLO008457 Tetrahydroalstoni| - Cyclin-dep en.dent kinase CCNB3 Swisstargetprediction
ne 1/cyclin B
MOLO00g4s7 | Tetrahydroalstoni|  GABA receptor alpha-4 GABRA4 Swisstargetprediction
ne subunit
MOLO008457 Tetrahydroalstoni Estradiol 17-beta- HSD17B2 Swisstargetprediction
ne dehydrogenase 2
MOLO00g4s7 | Tetrahydroalstoni)  GABA receptor alpha-3 GABRA3 Swisstargetprediction
ne subunit
MOLO008457 Tetrahydroalstoni) - GABA recept(.)r alpha-2 GABRA2 Swisstargetprediction
ne subunit
Tetrahydroalstoni . . . . .
MOLO008457 ne Dipeptidyl peptidase I CTSC Swisstargetprediction
.| Mucosa-associated lymphoid
MOL008457 Tetrahygzoalstom tissue lymphoma translocation MALT1 Swisstargetprediction
protein 1
Tetrahydroalstoni S . -
MOL008457 ne Prokineticin receptor 1 PROKRI1 Swisstargetprediction
Tetrahydroalstoni| Cyclin-dependent kinase . -
MOL008457 ne S/CDKS5 activator 1 CDKS5R1 Swisstargetprediction
.| Dual-specificity tyrosine-
MOL008457 Tetrahygzoalstonl phosphorylation regulated DYRKI1A Swisstargetprediction
kinase 1A
MOLO008457 Tetrahydroalstoni Muscle glycogen PYGM Swisstargetprediction
ne phosphorylase
MOL008457 Tetrahygzoalstom c-Jun N-terminal kinase 2 MAPK9 Swisstargetprediction
Tetrahvdroalstoni Potassium channel, inwardly
MOLO008457 yne rectifying, subfamily J, KCNIJ11 Swisstargetprediction

member 11




Tetrahydroalstoni

MOLO008457 ne Bile acid receptor FXR NR1H4 Swisstargetprediction
Tetrahydroalstoni . C . -
MOLO008457 ne Tyrosine-protein kinase JAK2 JAK2 Swisstargetprediction
MOL008457 Tetrahygzoalstom Prolyl endopeptidase PREP Swisstargetprediction
Tetrahydroalstoni Carnitine O-
MOL008457 yne palmitoyltransferase 1, liver CPT1A Swisstargetprediction,
isoform
Tetrahydroalstoni . . .
MOLO008457 ne Glycine transporter 1 SLC6A9 Swisstargetprediction
MOL008457 Tetrahygzoalstom C-C chemok1n3e receptor type CCR3 Swisstargetprediction
Tetrahydroalstoni . . . .
MOLO008457 ne Tyrosine-protein kinase JAK1 JAK1 Swisstargetprediction
MOL008457 Tetrahydroalstoni| Glycogen synthase kinase-3 GSK3A Swisstargetprediction
ne alpha
Tetrahydroalstoni . . . .
MOL008457 ne Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
MOL008457 Tetrahydroalstoni Cyclln-deper}dent kinase CCND2 Swisstargetprediction
ne 4/cyclin D2
MOL008457 Tetrahydroalstoni| Alkaline pho’sphzjttase, tissue- ALPL Swisstargetprediction
ne nonspecific isozyme
MOL008457 Tetrahygzoalstom Kir3.1/Kir3.4 KCNIJS Swisstargetprediction
MOL008457 Tetrahyﬁ:’amom Kir3. 1/Kir3.2 KCNJ6 Swisstargetprediction
MOLO008457 Tetrahydroalstoni| Vascular endothelial growth FLT1 Swisstargetprediction
ne factor receptor 1
MOL008457 Tetrahydroalstoni | Platelet-derived growth factor PDGFRB Swisstargetprediction
ne receptor beta
MOL008457 Tetrahydroalstoni Cychn-depen-dent kinase CDK2 Swisstargetprediction
ne 2/cyclin A
MOL008457 Tetrahyﬂ:’amom CDK6/cyclin DI CCNDI Swisstargetprediction
Tetrahydroalstoni . . -
MOLO008457 ne Carbonic anhydrase VII CA7 Swisstargetprediction
MOL008457 Tetrahygzoalstom Cyclin-dependent kinase 6 CDK6 Swisstargetprediction
Tetrahydroalstoni . L . .
MOLO008457 ne Tyrosine-protein kinase LCK LCK Swisstargetprediction
MOL008457 Tetrahygzoalstom Carbonic anhydrase I CAl Swisstargetprediction
Tetrahydroalstoni . . . .
MOLO008457 ne Cyclin-dependent kinase 2 CDK2 Swisstargetprediction
MOL008457 Tetrahy;dlzoalstom Carbonic anhydrase XII CAI12 Swisstargetprediction
Tetrahydroalstoni . . -
MOLO008457 ne Carbonic anhydrase IX CA9 Swisstargetprediction
MOL008457 Tetrahydroalstoni|  Fibroblast growth factor FGFRI Swisstargetprediction
ne receptor 1
MOLO008457 Tetrahygzoalstom Carbonic anhydrase XIII CA13 Swisstargetprediction
MOL008457 Tetrahy;dlzoalstom Serotonin transporter SLC6A4 Swisstargetprediction
MOL008457 Tetrahydroalstoni Thymidylate synthase TYMS Swisstargetprediction

ne




Tetrahydroalstoni

Potassium channel subfamily

MOL008457 KCNK3 Swisstargetprediction
ne K member 3
MOL008457 Tetrahydroalstoni| Potassium channel subfamily KCNK9 Swisstargetprediction
ne K member 9
MOL008457 Tetrahygzoalstom Methionine aminopeptidase 2 METAP2 Swisstargetprediction
MOL008457 Tetrahydroalstoni| Dual specificity phosphatase CDC25B Swisstargetprediction
ne Cdc25B
Tetrahvdroalstoni Receptor-interacting
MOL008457 yne serine/threonine-protein RIPK1 Swisstargetprediction
kinase 1
MOL008457 Tetrahydroalstoni| Vasopressin V1a receptor AVPRIA Swisstargetprediction
ne (by homology)
MOL008457 Tetrahydroalstoni Metabotropic glutamate GRM4 Swisstargetprediction
ne receptor 4
MOLO008457 Tetrahygzoalstom Cyclin-dependent kinase 9 CDK9 Swisstargetprediction
MOL008457 Tetrahydroalstoni| Corticotropin releasing factor CRHRI Swisstargetprediction
ne receptor 1
MOLO008457 Tetrahydroalstoni|  Cyclin-dep en-dent kinase CCNE2 Swisstargetprediction
ne 2/cyclin E
MOL008457 Tetrahygzoalstom Protein kinase C beta PRKCB Swisstargetprediction
Tetrahydroalstoni . S . -
MOL008457 ne Tyrosine-protein kinase TYK2 TYK2 Swisstargetprediction
MOL008457 Tetrahygzoalstom Acetylcholinesterase ACHE Swisstargetprediction
MOLO008457 Tetrahydroalstoni| -~ GABA A receptor alpha- GABRAG6 Swisstargetprediction
ne 6/beta-2/gamma-2
MOL00g4s7 | Tetrahydroalstoni|  GABA receptor alpha-6 GABRAG Swisstargetprediction
ne subunit
Tetrahydroalstoni| .. . . . . -y
MOL008457 ne Nitric-oxide synthase, brain NOS1 Swisstargetprediction
MOL008457 Tetrahydroalstoni Serme/threonme-protem RAFI Swisstargetprediction
ne kinase RAF
MOLO008457 Tetrahygzoalstom Glycogen S}glettl;ase kinase-3 GSK3B Swisstargetprediction
.| Dual specificity mitogen-
MOL008457 Tetrahygzoalstom activated protein kinase kinase MAP2K2 Swisstargetprediction
2
MOL008457 Tetrahydroalstoni Serln-e/threonme-proteln AURKC Swisstargetprediction
ne kinase Aurora-C
MOLO008457 Tetrahygzoalstom CaM kinase II alpha CAMK2A Swisstargetprediction
MOL005552 gemin D Squalene monooxygenase SQLE Swisstargetprediction
(by homology)
MOLO005552 gemin D Thrombin and coagulation F10 Swisstargetprediction
factor X
. Transitional endoplasmic . .
MOLO005552 gemin D reticulum ATPase VCP Swisstargetprediction
MOL005552 gemin D Troponin, cardiac muscle TNNCI Swisstargetprediction
MOL005552 gemin D Beta-secretase 1 BACE1 Swisstargetprediction
MOL005552 gemin D Carbonic anhydrase VII CA7 Swisstargetprediction
MOL005552 gemin D Carbonic anhydrase XII CAI12 Swisstargetprediction
MOL005552 gemin D Coagulation factor VII F7 Swisstargetprediction
MOL005552 gemin D P-glycoprotein 1 ABCBI1 Swisstargetprediction




Serine/threonine-protein

MOLO005552 gemin D kinase PIM1 PIM1 Swisstargetprediction
. Cyclin-dependent kinase . .
MOLO005552 gemin D S/CDKS5 activator 1 CDKS5R1 Swisstargetprediction
MOL005552 gemin D Thrombin F2 Swisstargetprediction
MOLO005552 gemin D Insullp _h.ke growth factor IGFBP3 Swisstargetprediction
binding protein 3
MOL005552 gemin D Integrin alpha-V/beta-3 ITGAV Swisstargetprediction
MOL005552 gemin D Equilibrative nucleoside SLC29A1 Swisstargetprediction
transporter 1
MOLO005552 gemin D Receptor-type tyrosine-protein PTPRS Swisstargetprediction
phosphatase S
MOL005552 |  gemin D Plasminogen activator SERPINEI Swisstargetprediction
inhibitor-1
MOL005552 gemin D Protein kinase C (PKC) PRKCZ Swisstargetprediction
MOLO005552 gemin D ’cAMP-dependent’protem . PRKACA Swisstargetprediction
kinase alpha-catalytic subunit
MOLO005552 gemin D Carbonic anhydrase 11 CA2 Swisstargetprediction
MOL005552 gemin D Matrix metalloproteinase 9 MMP9 Swisstargetprediction
MOL005552 gemin D Matrix metalloproteinase 2 MMP2 Swisstargetprediction
MOL005552 gemin D Carbonic anhydrase IV CA4 Swisstargetprediction
MOLO005552 gemin D M1crotubu1§-assoc1ated MAPT Swisstargetprediction
protein tau
. Lysine-specific demethylase . .
MOLO005552 gemin D AD-like KDMA4E Swisstargetprediction
MOL005552 gemin D G-protein coupled receptor 35 GPR35 Swisstargetprediction
MOL005552 gemin D DNA topoisomerase II alpha TOP2A Swisstargetprediction
MOL005552 gemin D Xanthine dehydrogenase XDH Swisstargetprediction
MOLO005552 gemin D Tyrorselrclzl—glit)(r)(r)t;}fllelnase FLT3 Swisstargetprediction
MOLO005552 gemin D Insulin receptor INSR Swisstargetprediction
MOL005552 gemin D Catechol O-methyltransferase COMT Swisstargetprediction
MOLO005552 gemin D Glyoxalase I GLO1 Swisstargetprediction
MOLO005552 gemin D Myosin light chain kinase, MYLK Swisstargetprediction
smooth muscle
MOL005552 gemin D Tyrosine-protein kinase SYK SYK Swisstargetprediction
MOLO005552 gemin D Multl(%rug reswtap ol ABCC1 Swisstargetprediction
associated protein 1
. PI3-kinase p110-gamma . -
MOLO005552 gemin D . PIK3CG Swisstargetprediction
subunit
MOLO005552 gemin D D.NA_gaP uriie of APEX1 Swisstargetprediction
apyrimidinic site) lyase
MOL005552 gemin D Carbonic anhydrase IX CA9 Swisstargetprediction
MOL005552 gemin D Estrogen receptor beta ESR2 Swisstargetprediction
. Induced myeloid leukemia cell . -
MOL 2 D MCL1 target t
OL00555 gemin differentiation protein Mcl-1 C Swisstargetprediction
MOL005552 gemin D Apoptosis regulator Bel-X BCL2L1 Swisstargetprediction
MOL005552 gemin D Apoptosis regulator Bcl-2 BCL2 Swisstargetprediction
MOL005552 gemin D Bcl-2-related protein Al BCL2A1 Swisstargetprediction
MOLO005552 gemin D Insuh'n-h'ke growth factor IGFBP6 Swisstargetprediction
binding protein 6
. Insulin-like growth factor . .
MOLO005552 gemin D .y . IGFBP4 Swisstargetprediction
binding protein 4
MOLO005552 gemin D Insuh.n-h.ke growth factor IGFBPS Swisstargetprediction
binding protein 5
. Insulin-like growth factor . .
MOLO005552 gemin D IGFBP2 Swisstargetprediction

binding protein 2




Insulin-like growth factor

MOLO005552 gemin D . . IGFBP1 Swisstargetprediction
binding protein 1
MOL005552 gemin D Metastin receptor KISS1R Swisstargetprediction
MOLO005552 gemin D Quinone reductase 1 NQO1 Swisstargetprediction
MOL005552 gemin D Integrin alpha-Ilb/beta-3 ITGA2B Swisstargetprediction
MOL005552 gemin D Integrin alpha-5/beta-1 ITGB1 Swisstargetprediction
MOL005552 gemin D NADPH oxidase 4 NOX4 Swisstargetprediction
MOL005552 gemin D Integrin alpha-V/beta-6 ITGAV Swisstargetprediction
MOLO005552 gemin D Lysine-sp ec1£1€ demethylase KDM4C Swisstargetprediction
MOL005552 gemin D PI3-kinase p110-alpha subunit PIK3CA Swisstargetprediction
MOL005552 gemin D Adrenergic receptor alpha-2 ADRA2C Swisstargetprediction
MOL005552 gemin D Histone deacetylase 1 HDACI Swisstargetprediction
MOL005552 gemin D AMY1C AMY1A Swisstargetprediction
MOLO005552 gemin D T-cell protein-tyrosine PTPN2 Swisstargetprediction
phosphatase
MOL005552 gemin D Cannabinoid receptor 2 CNR2 Swisstargetprediction
MOL005552 gemin D Aldose reductase AKRI1BI1 Swisstargetprediction
MOL005552 gemin D Arachidonate 5-lipoxygenase ALOXS5 Swisstargetprediction
MOLO005552 gemin D Cannabinoid receptor 1 CNR1 Swisstargetprediction
MOLO005552 gemin D Tyrosyl—DNA TDP1 Swisstargetprediction
phosphodiesterase 1
MOLO005552 gemin D Ileal bile acid transporter SLCI0A2 Swisstargetprediction
MOL005552 gemin D Butyrylcholinesterase BCHE Swisstargetprediction
. Heat shock protein HSP 90- . .
MOLO005552 gemin D alpha HSP90AAL Swisstargetprediction
MOL005552 gemin D Acetylcholinesterase ACHE Swisstargetprediction
MOL005552 gemin D Squalene synthetase FDFTI Swisstargetprediction
MOL005552 gemin D P-selectin SELP Swisstargetprediction
. Serine/threonine-protein . -
MOLO005552 gemin D Kinase/endoribonuclease IRE1 ERNI1 Swisstargetprediction
MOLO005552 gemin D Dopamine transporter - (by SLC6A3 Swisstargetprediction
homology)
MOL005552 gemin D Phosphodiesterase SA PDESA Swisstargetprediction
MOLO005552 gemin D Platelet activating factor PTAFR Swisstargetprediction
receptor
MOLO005552 gemin D Protein kinase C theta PRKCQ Swisstargetprediction
. Heat shock protein HSP 90- . -
MOLO005552 gemin D beta HSP90ABI Swisstargetprediction
MOLO005552 gemin D Proteln-tyrosirg phosphatase PTPN1 Swisstargetprediction
MOL005552 gemin D Protein kinase C delta PRKCD Swisstargetprediction
MOL005552 gemin D Free fatty acid receptor 1 FFAR1 Swisstargetprediction
MOL005552 gemin D DNA topoisomerase | TOP1 Swisstargetprediction
MOLO005552 gemin D Beta amyloid A4 protein APP Swisstargetprediction
MOL005552 gemin D DNA polymerase kappa POLK Swisstargetprediction
MOL005552 gemin D DNA polymerase beta POLB Swisstargetprediction
MOL005552 gemin D Galectin-3 LGALS3 Swisstargetprediction
MOL005552 gemin D Galectin-9 LGALS9 Swisstargetprediction
MOL005552 gemin D Protein kinase C epsilon PRKCE Swisstargetprediction
MOL005552 gemin D Cyclooxygenase-2 PTGS2 Swisstargetprediction
MOL005552 gemin D Protein kinase C gamma PRKCG Swisstargetprediction
MOLO005552 gemin D Protein kinase C beta PRKCB Swisstargetprediction
MOL005552 gemin D Protein kinase C eta PRKCH Swisstargetprediction
MOLO005552 gemin D Protein kinase C alpha PRKCA Swisstargetprediction
MOLO005552 gemin D Inhibitor of nuclear factor IKBKB Swisstargetprediction

kappa B kinase beta subunit




lanosta-8,24-dien-

MOLO005557 Prostaglandin E synthase PTGES Swisstargetprediction
3-o0l,3-acetate
MOL005557 | 1anosta-8,24-dien-| - 11-beta-hydroxysteroid HSDI1B1 Swisstargetprediction
3-o0l,3-acetate dehydrogenase 1
MOL005557 |1an0sta-8.24-dien-| i ome P450 19A1 CYP19AL1 Swisstargetprediction
3-o0l,3-acetate
MOL00s557 | 1anosta-8.24-dien-| - 11-beta-hydroxysteroid HSD11B2 Swisstargetprediction
3-o0l,3-acetate dehydrogenase 2
MOLO005557 lanosta-8,24-dien- Androgen Receptor AR Swisstargetprediction
3-o0l,3-acetate
MOL005557 | 1anosta-8.24-dien-| - HMG-CoA reductase  (by HMGCR Swisstargetprediction
3-o0l,3-acetate homology)
MOL005557 |1an0sta-8.24-dien-| i ome P450 17A1 CYP17Al Swisstargetprediction
3-o0l,3-acetate
lanosta-8,24-dien- .. . ..
MOLO005557 Glucocorticoid receptor NR3Cl1 Swisstargetprediction
3-ol,3-acetate
lanosta-8,24-dien- . _
MOLO005557 Carboxylesterase 2 CES2 Swisstargetprediction
3-o0l,3-acetate
MOL005557 | 1anosta-8,24-dien- Estradiol 17-beta- HSD17B2 Swisstargetprediction
3-ol,3-acetate dehydrogenase 2
MOL005557 lanosta-8,24-dien-| Protein-tyrosine phosphatase PTPNI1 Swisstargetprediction
3-ol,3-acetate 1B
lanosta-8,24-dien- . ..
MOLO005557 Progesterone receptor PGR Swisstargetprediction
3-o0l,3-acetate
MOL005557 lanosta-8,24-dien-| Aldo-keto reductase family 1 AKRIC2 Swisstargetprediction
3-ol,3-acetate member C2
MOL005557 lanosta-8,24-dien-| Aldo-keto reductase family 1 AKRICI Swisstargetprediction
3-ol,3-acetate member C1
MOLO005557 lanosta-8,24-dien- Anandamide amidohydrolase FAAH Swisstargetprediction
3-0l,3-acetate
MOL005557 | 1anosta-8,24-dien- LXR-alpha NRIH3 Swisstargetprediction
3-o0l,3-acetate
MOL005557 |1210sta-8,24-dien- LXR-beta NRIH2 Swisstargetprediction
3-0l,3-acetate
MOL005557 | 1anosta-8,24-dien-| Taste receptor type 2 member TAS2R31 Swisstargetprediction
3-ol,3-acetate 31
MOLO005557 lanosta-8,24-dien- Mineralocorticoid receptor NR3C2 Swisstargetprediction
3-ol,3-acetate
MOL005557 | 1anosta-8.24-dien- oy ome P450 2C19 CYP2CI19 Swisstargetprediction
3-ol,3-acetate
MOLO005557 lanosta-8,24-dien- Protein farnesyltransferase FNTA Swisstargetprediction
3-ol,3-acetate
MOL005557 lanosta-8,24-dien-| Aldo-keto-reductase family 1 AKRIC3 Swisstargetprediction
3-ol,3-acetate member C3
lanosta-8,24-dien- . .
MOLO005557 3-0l.3-acetate Cyclooxygenase-2 PTGS2 Swisstargetprediction
lanosta-8,24-dien- .. . _y
MOLO005557 Cannabinoid receptor 1 CNRI1 Swisstargetprediction
3-ol,3-acetate
MOL00s557 | {anosta-8,24-dien-] - DNA polymerase alpha POLAI Swisstargetprediction
3-0l,3-acetate subunit
MOLO005557 lanosta-8,24-dien- Calcium sensing receptor CASR Swisstargetprediction
3-o0l,3-acetate
lanosta-8,24-dien- Potassium-transporting . -
MOLO005557 3-0l.3-acetate ATPase alpha chain 2 ATP12A Swisstargetprediction
MOL00s557 | 1anosta-8,24-dien-| - Oxytocin receptor  (by OXTR Swisstargetprediction

3-ol,3-acetate

homology)




lanosta-8,24-dien-

MOLO005557 3-0l.3-acetate Arachidonate 5-lipoxygenase ALOXS5 Swisstargetprediction
MOLO005557 lanosta-8,24-dien- Somatostatin receptor 4 SSTR4 Swisstargetprediction
3-0l,3-acetate
MOLO005557 |1210sta-8,24-dien-| - Testis-specific androgen- SHBG Swisstargetprediction
3-ol,3-acetate binding protein
MOL005557 |1210sta-8,24-dien-) - Interleukin-1 receptor- IRAK4 Swisstargetprediction
3-o0l,3-acetate associated kinase 4
MOL005557 lanosta-8,24-dien-| Translocator protein (by TSPO Swisstargetprediction
3-o0l,3-acetate homology)
MOLO005557 lanosta-8,24-dien- Tankyrase-1 TNKS Swisstargetprediction,
3-0l,3-acetate
MOL005557 lanosta-8,24-dien-| Hypoxia-inducible factor 1 HIFLA Swisstargetprediction
3-ol,3-acetate alpha
MOL005557 | 1anosta-8,24-dien- C5a anaphylatoxin C5ARI Swisstargetprediction
3-o0l,3-acetate chemotactic receptor
MOL005557 | fanosta-8.24-dien- ., binoid receptor 2 CNR2 Swisstargetprediction
3-o0l,3-acetate
MOL005557 |1210sta-8,24-dien-| - Bromodomain-containing BRD4 Swisstargetprediction
3-ol,3-acetate protein 4
MOLO005557 lanosta-8,24-dien- Bromodomalr.l-contalmng BRD2 Swisstargetprediction
3-o0l,3-acetate protein 2
MOL005557 |1210sta-8,24-dien-| - Bromodomain-containing BRD3 Swisstargetprediction
3-ol,3-acetate protein 3
MOLO005557 lanosta-8,24-dien- Inquced H.ly?lmd leuk.emla cell MCLI1 Swisstargetprediction
3-0l,3-acetate | differentiation protein Mcl-1
MOL005557 | 1anosta-8,24-dien-  Glutaminyl-peptide QPCT Swisstargetprediction
3-ol,3-acetate cyclotransferase
MOL005557 | fan0osta-8.24-dien- s opioid receptor OPRDI Swisstargetprediction
3-0l,3-acetate
lanosta-8,24-dien-| Squalene monooxygenase . .
MOLO005557 3-0l3-acetate (by homology) SQLE Swisstargetprediction
MOLO005557 lanosta-8,24-dien- Somatostatin receptor 2 SSTR2 Swisstargetprediction
3-0l,3-acetate
MOL005557 lanosta-8,24-dien-| Platelet-derived growth factor PDGFRB Swisstargetprediction
3-ol,3-acetate receptor beta
MOL005557 lanosta-8,24-dien-| Vascular endothelial growth KDR Swisstargetprediction
3-o0l,3-acetate factor receptor 2
MOLO005557 lanosta-8,24-dien- Mlcrosoma'l triglyceride . MTTP Swisstargetprediction
3-ol,3-acetate | transfer protein large subunit
MOL005557 | fanosta-8.24-dien-| g o diesterase 10A PDE10A Swisstargetprediction
3-ol,3-acetate
lanosta-8,24-dien- . . . _y
MOLO005557 Apolipoprotein B-100 APOB Swisstargetprediction
3-ol,3-acetate
lanosta-8,24-dien-|  Tyrosine-protein kinase . -
MOLO005557 3-0l.3-acetate receptor FLT3 FLT3 Swisstargetprediction,
MOL005557 | 1anosta-8,24-dien- Poly [ADP-ribosc] PARPI Swisstargetprediction
3-ol,3-acetate polymerase-1
MOLO005557 lanosta-8,24-dien- Monoamine oxidase A MAOA Swisstargetprediction
3-0l,3-acetate
lanosta-8,24-dien- . . . ..
MOLO005557 Tyrosine-protein kinase SRC SRC Swisstargetprediction
3-o0l,3-acetate
MOL005557 |1200sta-8,24-dien-|  Corticosteroid binding SERPINA6 Swisstargetprediction
3-o0l,3-acetate globulin
lanosta-8,24-dien- . . ..
MOLO005557 Thrombin F2 Swisstargetprediction

3-ol,3-acetate




lanosta-8,24-dien-

Vascular endothelial growth

MOLO005557 FLT1 Swisstargetprediction
3-ol,3-acetate factor receptor 1
lanosta-8,24-dien-|  5-lipoxygenase activating . .
MOLO005557 . ALOXSAP Swisstargetprediction
3-o0l,3-acetate protein
MOLO005557 lanosta-8,24-dien- Histone deacetylase 3 HDAC3 Swisstargetprediction
3-o0l,3-acetate
MOLO005557 lanosta-8,24-dien- Histone deacetylase 11 HDACI11 Swisstargetprediction
3-o0l,3-acetate
MOLO005557 lanosta-8,24-dien-| - Cyclin-dep en'dent kinase CCNB3 Swisstargetprediction
3-ol,3-acetate 1/cyclin B
MOL003s57 [1anosta-8.24-dien-l oy ome P4S0 24A1 CYP24Al Swisstargetprediction
3-0l,3-acetate
lanosta-8,24-dien- . _
MOLO005557 Smoothened homolog SMO Swisstargetprediction
3-o0l,3-acetate
. 25-hydroxyvitamin D-1 alpha
MOLO005557 lanosta-8,24-dien- hydroxylase, mitochondrial CYP27B1 Swisstargetprediction
3-o0l,3-acetate
(by homology)
MOL005557 |1210sta-8,24-dien-) Sodium channel protein type SCNSA Swisstargetprediction
3-ol,3-acetate V alpha subunit
MOLO005557 lanosta-8,24-dien- Cyclin-dependent kinase 1 CDK1 Swisstargetprediction
3-ol,3-acetate
MOL005557 |1210sta-8,24-dien-) Sodium channel protein type SCN9A Swisstargetprediction
3-ol,3-acetate IX alpha subunit
MOLO005557 lanosta-8,24-dien- Apoptosis regulator Bel-2 BCL2 Swisstargetprediction
3-0l,3-acetate
lanosta-8,24-dien- . . _y
MOLO005557 3-0l3-acetate Trypsin | PRSS1 Swisstargetprediction
MOL003557 |{anosta-8,24-dien- Chymotrypsin C CTRC Swisstargetprediction
3-0l,3-acetate ymotryp getp
lanosta-8,24-dien- Nitric oxide synthase, . _y
MOLO005557 3-0l3-acetate inducible (by homology) NOS2 Swisstargetprediction
MOL005557 | 1anosta-8,24-dien-] - Glucose-dependent GPR119 Swisstargetprediction
3-o0l,3-acetate insulinotropic receptor
. Calcitonin-gene-related
MOLO005557 largoz‘tlaé8;ii;;1€een— peptide receptor, CALCRL Swisstargetprediction
’ CALCRL/RAMPI
MOL005557 lanosta-8,24-dien-| Ribosomal protein S6 kinase RPS6KA3 Swisstargetprediction
3-o0l,3-acetate alpha 3
MOLO005557 lanosta-8,24-dien- Tyrosine-protein kinase TIE-2 TEK Swisstargetprediction
3-ol,3-acetate
MOLO005557 lanosta-8,24-dien- p53-binding protein Mdm-2 MDM2 Swisstargetprediction
3-ol,3-acetate
MOL00s557 | anosta-8,24-dien-| - Melanin-concentrating MCHRI1 Swisstargetprediction
3-o0l,3-acetate hormone receptor 1
MOL005557 lanosta-8,24-dien-| Proteinase-activated receptor FIR Swisstargetprediction
3-0l,3-acetate 1
MOL005557 lanosta-8,24-dien-| Neuropeptide Y receptor type NPY5R Swisstargetprediction
3-0l,3-acetate 5
MOL005557 lanosta-8,24-dien-| Glycogen synthase kinase-3 GSK3B Swisstargetprediction
3-ol,3-acetate beta
MOLO005557 lanosta-8,24-dien- T-cell protein-tyrosine PTPN2 Swisstargetprediction
3-o0l,3-acetate phosphatase
MOLO005557 lanosta-8,24-dien- Vasopressin Vla receptor AVPRIA Swisstargetprediction
3-o0l,3-acetate
MOLO005557 lanosta-8,24-dien- Vasopressin V1b receptor AVPRIB Swisstargetprediction

3-0l,3-acetate




lanosta-8,24-dien-

MOLO005557 Epoxide hydrolase 1 EPHX1 Swisstargetprediction
3-o0l,3-acetate

MOLO005557 lanosta-8,24-dien- Bradykinin B1 receptor BDKRBI1 Swisstargetprediction
3-0l,3-acetate

. 6-phosphofructo-2-

MOLO005557 lanosta-8,24-dien- kinase/fructose-2,6- PFKFB3 Swisstargetprediction

3-o0l,3-acetate .
bisphosphatase 3
lanosta-8,24-dien- . . . _

MOLO005557 Histamine H3 receptor HRH3 Swisstargetprediction
3-ol,3-acetate

MOL005557 lanosta-8,24-dien-| Vascular cell adhesion protein VCAMI Swisstargetprediction
3-o0l,3-acetate 1

MOLO005557 lanosta-8,24-dien- Nlc?otlnamlde NAMPT Swisstargetprediction
3-o0l,3-acetate phosphoribosyltransferase

MOL005557 lanosta-8,24-dien-| Corticotropin releasing factor CRHRI Swisstargetprediction
3-ol,3-acetate receptor 1

MOLO005557 lanosta-8,24-dien-| Glutamate [NMD.A ] receptor GRIN2B Swisstargetprediction
3-o0l,3-acetate subunit epsilon 2

MOL005557 |1210sta-8,24-dien-|  Cyclin-dependent kinase CCNEI Swisstargetprediction
3-ol,3-acetate 2/cyclin E1

lanosta-8,24-dien- Voltage-gated calcium . -

MOL005557 3-o0l,3-acetate | channel alpha2/delta subunit 1 CACNA2DI Swisstargetprediction

MOL005557 lanosta-8,24-dien-|  Metabotropic glutamate GRMS5 Swisstargetprediction
3-ol,3-acetate receptor 5 (by homology)

MOLO005557 lanosta-8,24-dien- Snl-spectlﬁc diacylglycerol DAGLA Swisstargetprediction
3-o0l,3-acetate lipase alpha

MOLO005557 lanosta-8,24-dien- Thromboxane A2 receptor TBXA2R Swisstargetprediction
3-ol,3-acetate

MOLO005557 lanosta-8,24-dien- . Macrophage colony CSFIR Swisstargetprediction
3-o0l,3-acetate stimulating factor receptor

MOL005557 | 1anosta-8,24-dien-| - Gonadotropin-releasing GNRHR Swisstargetprediction
3-ol,3-acetate hormone receptor

MOL005557 lanosta-8,24-dien- Stem cell growth factor KIT Swisstargetprediction
3-o0l,3-acetate receptor

MOLO005557 lanosta-8,24-dien- Carbonic anhydrase 11 CA2 Swisstargetprediction

3-o0l,3-acetate




Supplementary Table 3 Information of 66 SZY-SONFH common targets

NO. Targets Protein name Protein Category UniProt ID
1 TP53 Tumor Protein P53 Protein Coding P04637
2 EGFR Epidermal Growth Factor Receptor Protein Coding P00533
3 TNF Tumor Necrosis Factor Protein Coding PO1375
4 CREBBP CREB Binding Protein Protein Coding Q92793
5 EP300 E1A Binding Protein P300 Protein Coding Q09472
6 MTOR Mechanistic Target Of Rapamycin Kinase Protein Coding P42345
7 TGFB1 Transforming Growth Factor Beta 1 Protein Coding P01137
8 ESR1 Estrogen Receptor 1 Protein Coding P03372
9 FGFR1 Fibroblast Growth Factor Receptor 1 Protein Coding P11362
10 TERT Telomerase Reverse Transcriptase Protein Coding 014746
11 PPARG | Peroxisome Proliferator Activated Receptor Gamma Protein Coding P37231
12 F2 Coagulation Factor II, Thrombin Protein Coding P00734
13 MMP9 Matrix Metallopeptidase 9 Protein Coding P14780
14 VDR Vitamin D Receptor Protein Coding P11473
15 MMP2 Matrix Metallopeptidase 2 Protein Coding P08253
16 ABCBI1 ATP Binding Cassette Subfamily B Member 1 Protein Coding P08183
17 APOB Apolipoprotein B Protein Coding P04114
18 HIF1A Hypoxia Inducible Factor 1 Subunit Alpha Protein Coding Q16665
19 SRC SRC Proto-Oncogene, Non-Receptor Tyrosine Kinase Protein Coding P12931

20 KDR Kinase Insert Domain Receptor Protein Coding P35968
21 SERPINE| Serpin Family E Member 1 Protein Coding P05121
22 NTRK1 Neurotrophic Receptor Tyrosine Kinase 1 Protein Coding P04629
23 TGFBR1 Transforming Growth Factor Beta Receptor 1 Protein Coding P36897
24 CASP3 Caspase 3 Protein Coding P42574
25 NR3Cl1 Nuclear Receptor Subfamily 3 Group C Member 1 Protein Coding P04150
26 CYP3A4| Cytochrome P450 Family 3 Subfamily A Member 4 Protein Coding P08684
27 BAX BCL2 Associated X, Apoptosis Regulator Protein Coding Q07812
28 TYMS Thymidylate Synthetase Protein Coding P04818
29 PLG Plasminogen Protein Coding P00747
30 NOS2 Nitric Oxide Synthase 2 Protein Coding P35228
31  |CYPI9AI1| Cytochrome P450 Family 19 Subfamily A Member 1 Protein Coding P11511
32 IL6ST Interleukin 6 Cytokine Family Signal Transducer Protein Coding P40189
33 IGFBP3 Insulin Like Growth Factor Binding Protein 3 Protein Coding P17936
34 PON1 Paraoxonase 1 Protein Coding P27169
35 MMP14 Matrix Metallopeptidase 14 Protein Coding P50281
36 MMP3 Matrix Metallopeptidase 3 Protein Coding P08254
37 PARP1 Poly(ADP-Ribose) Polymerase | Protein Coding P09874
38 MMP13 Matrix Metallopeptidase 13 Protein Coding P45452
39 LRRK2 Leucine Rich Repeat Kinase 2 Protein Coding Q55007
40 MPO Myeloperoxidase Protein Coding P05164
41 CTSK Cathepsin K Protein Coding P43235
42 CTSD Cathepsin D Protein Coding P07339
43 SIRT1 Sirtuin 1 Protein Coding Q96EB6
44 NOS1 Nitric Oxide Synthase 1 Protein Coding P29475
45 GSK3B Glycogen Synthase Kinase 3 Beta Protein Coding P49841
46 RIPK1 Receptor Interacting Serine/Threonine Kinase 1 Protein Coding Q13546
47 RBP4 Retinol Binding Protein 4 Protein Coding P02753
48 ALDH?2 Aldehyde Dehydrogenase 2 Family Member Protein Coding P05091
49 PRKCZ Protein Kinase C Zeta Protein Coding Q05513
50 OPRMI1 Opioid Receptor Mu 1 Protein Coding P35372
51 MMP8 Matrix Metallopeptidase 8 Protein Coding P22894
52 CCR1 C-C Motif Chemokine Receptor 1 Protein Coding P32246
53 HSD11B2 Hydroxysteroid 11-Beta Dehydrogenase 2 Protein Coding P80365
54 HSD11Bl1 Hydroxysteroid 11-Beta Dehydrogenase 1 Protein Coding P28845
55 SREBF?2 Bterol Regulatory Element Binding Transcription Factor ] Protein Coding Q12772




56 NCOA2 Nuclear Receptor Coactivator 2 Protein Coding Q15596
57 PTPN6 Protein Tyrosine Phosphatase Non-Receptor Type 6 Protein Coding P29350
58 CNR2 Cannabinoid Receptor 2 Protein Coding P34972
59 PTPRF Protein Tyrosine Phosphatase Receptor Type F Protein Coding P10586
60 MDM4 MDM4 Regulator Of P53 Protein Coding 015151
61 IKBKE |hibitor Of Nuclear Factor Kappa B Kinase Subunit Epsil Protein Coding Q14164
62 OXTR Oxytocin Receptor Protein Coding P30559
63 PTPRS Protein Tyrosine Phosphatase Receptor Type S Protein Coding Q13332
64 ABCG2 ATP Binding Cassette Subfamily G Member 2 Protein Coding QI9UNQO
65 ESR2 Estrogen Receptor 2 Protein Coding Q92731
66 ABCCI ATP Binding Cassette Subfamily C Member 1 Protein Coding P33527




Supplementary Table 4 Results of the biological process category terms from GO enrichment analysis

Category Term Count % PValue Genes List Total Pop Hits [Pop Tdtald Enrichlths-ferronBenjamin FDR
GO:1902895~positiv
e regulation of pri- TGFBI1, TERT,
miRNA transcription PPARG, NR3Cl1,
GOTERM from RNA 9| 13.63636| 7.83E-12 HIFIA, TNF, TP53, 66 53 19453 50.0506| 1.38E-08| 1.38E-08| 1.27E-08
polymerase II SREBF2, EGFR
promoter
NTRK1, GSK3B,
SRC, MPO, SIRT1,
GO:0043066~negativ ﬁ\gl;gR;;ZR’
GOTERM]|e regulation of 17| 25.75758| 1.84E-11 > > 66 540 19453( 9.278928| 3.25E-08| 1.62E-08| 1.49E-08
. TGFBR1, MTOR,
apoptotic process
CASP3, KDR,
RIPK1, MDM4,
IL6ST. TPS3
TGFBI, SRC,
MMP2, IGFBP3,
GO:0043065~positiv SIRT1, TNF,
GOTERM]|e regulation of 14| 21.21212| 7.08E-11{MMP9, TGFBRI, 66 336 19453( 12.28093| 1.25E-07| 4.16E-08| 3.83E-08
apoptotic process CASP3, BAX,
RIPK1, PPARG,
CTSD, TP53
NTRK1, ABCCl,
OXTR, TGFB1,
GO:0009410~respons ABCBI, SRC,
GOTERM]|e to xenobiotic 13| 19.69697| 1.13E-10{MMP2, TYMS, 66, 277 19453| 13.83268| 1.99E-07| 4.97E-08| 4.57E-08
stimulus TNF, HSD11B2,
CASP3, PPARG,
TP53
GO:0022617~extrace ﬁxi;"cl\;g/g 13,
GOTERM]|llular matrix 8| 12.12121f 1.61E-10 MMPS,PLG ? 66 46 19453| 51.25955| 2.84E-07| 5.68E-08| 5.23E-08
disassembly MMPS. MMP9
HSD11B2, MMP14,
. CREBBP, TGFBI,
GOTERMSSJ'EOO(I)i?aé respons 11| 16.66667| 3.31E-10{NOS2, CASP3, 66 176|  19453| 18.4214| 5.84E-07| 9.74E-08| 8.95E-08
P MMP2, EP300,
NOSI1, HIF1A, TNF
i NTRKI1, TGFBI,
52'0012 tliitfp oSty SRC, KDR, PTPNG,
GOTERM| rrotililn kfnaseB 11| 16.66667| 5.40E-10|SIRT1, TNF, EGFR, 66 185 19453| 17.52523| 9.52E-07| 1.26E-07| 1.16E-07
S, TGFBR1, MTOR,
signaling FGFRI
CCRI, GSK3B,
G0:0010629~negativ ggg/ﬁggsz’
GOTERM]le regulation of gene 13] 19.69697| 5.70E-10, HIFI’A ESRi 66 319 19453( 12.01145 1E-06| 1.26E-07| 1.16E-07
expression ? i
SIRT1, TNF, TERT,
KDR, PPARG
MMP14, MMP13,
GO:0030574~collage MMP2, CTSK,
GOTERMncatabolic process 7| 10.60606( 4.51E-09 MMP3. MMPS, 66 41 19453( 50.32188| 7.95E-06| 8.84E-07| 8.12E-07
MMP9
GO:0014068~positiv NTRKI, SRC,
GOTERM]|e regulation of 8| 12.12121| 8.00E-09|KDR, PTPNG6, F2, 66 79 19453( 29.84733| 1.41E-05| 1.41E-06| 1.30E-06
phosphatidylinositol SIRT1, TNF,
TGFBI1, TERT,
] SRC, MDM4,
GOTERM GO:0071456 celh}ﬂar 9| 13.63636| 1.49E-08|PPARG, HIF1A, 66, 134 19453| 19.79613| 2.63E-05| 2.39E-06| 2.2E-06
response to hypoxia
SIRT1, TP53,
MTOR
GO:1903799~negativ
e regulation of TGFB1. TERT
GOTERM|production of 5| 7:575758) 3.68E-08| b 1 INF. Ths3 66 11| 19453| 133.9738| 6.49E-05| 5.41E-06| 4.97E-06
miRNAs involved in
ano cil 1 hy
GO:0001934~positiv NTRK1, TGFBI,
GOTERM® reguation of 10| 15.15152] 5.988-08| -RRK2. KDR, 66| 226] 19453| 13.0417] 0.000105| 8.11E-06| 7.46E-06
protein RIPK1, F2, SIRTI,
phosphorylation TNF, MMP9, EGFR




GO:0046777~protein

NTRK1, GSK3B,
SRC, LRRK?2, KDR,

GOTERM : 9| 13.63636| 1.61E-07 66 182|  19453| 14.57517| 0.000284| 2.03E-05| 1.87E-05
autophosphorylation RIPK1, EGFR,
MTOR. FGFR1
NCOA2, CREBBP,
TGFBI, PARPI,
GO:0045944~positiv VDR, NR3Cl,
e regulation of HIF1A, ESRI,
GOTERM|transcription from 18| 27.27273| 3.89E-07|SIRT1, TNF, 66|  1232|  19453| 4306302 0.000687| 4.58E-05| 4.21E-05
RNA polymerase II SREBF2, EGFR,
promoter ESR2, EP300),
RIPK1, PPARG,
NOSI1. TP53
GO:1900034~regulati GSK3B, CREBBP,
GOTERM|on of cellular 5| 7.575758| 5.28E-07|EP300, SIRT1, 66 200 19453 73.68561| 0.000931| 5.82E-05| 5.36E-05
response to heat MTOR
GO:0043.536~posmV TGFBI, KDR, PLG,
GOTERN|® regulation of blood 6| 9.090909| 6.06E-07|HIF1A, SIRTI, 66 49| 19453 36.09091| 0.001069| 6.29E-05| 5.78E-05
vessel endothelial
onee FGFRI
cell migration
TGFBI, LRRK2,
GOTERM|CO:0000165-MAPK 8| 12.12121] 9.17E-07|\CFBP3, PTPNG, 66 157|  19453| 15.01872| 0.001616| 8.87E-05| 8.16E-05
cascade RIPK1, TNF,
EGFR, FGFRI
GO:0070374~positiv ¥é§3K11 ’ SCRCCRlI’(DR
GOTERMe regulation of ERK 9] 13.63636| 9.56E-07 » DR, BUR, 66 230 19453| 11.5334] 0.001684| 8.87E-05| 8.16E-05
and ERK2 cascade OPRMI, TNF,
PRKCZ, EGFR
GSK3B, TGFBI,
G0:0010628~positiv VDR, RIPKI,
GOTERMe regulation of gene 12| 18.18182] 1.07E-06|FPARG, APOB, 66 519 19453 6.814854| 0.001881| 9.41E-05| 8.66E-05
oxpression MMPS, HIF1A,
TNF, TP53,
TGFBR1. MTOR
GO:0018108~peptidy NTRKI1, SRC,
GOTERM|I-tyrosine 6| 9.090909| 1.42E-06|KDR, PTPNG6, 66 s8|  19453| 30.4906| 0.002508 0.00012| 0.00011
phosphorylation EGFR, FGFR1
GO0:0043525~positiv CASP3, BAX,
GOTERM]e regulation of 6| 9.090909| 1.99E-06|RIPK1, NR3CI, 66 62| 19453| 28.52346| 0.003503| 0.000155| 0.000143
neuron apoptotic TNF, TP53
NTRK 1, GSK3B,
TGFBI, SRC,
GOTERM CO:0006468~protein 11| 16.66667| 2.02E-06|-RRK2, IGFBP3, 66 444 19453] 7.302177] 0.003559] 0.000155| 0.000143
phosphorylation PRKCZ, IKBKE,
TGFBR1, MTOR,
FGEFRI
MMP14, MMP13,
CASP3, MMP2,
GOTERM;}S(i)S'OOOéSOSNpmteOI 11| 16.66667| 2.67E-06|CTSK, MMP3, 66 458 19453| 7.078967| 0.004693| 0.000196| 0.00018
PLG, F2, MMPS,
CTSD, MMP9
- NTRK 1, GSK3B,
GOTERM;%&%?ZEBNCHCMI 6| 9.090909| 3.91E-06|NOS2, EP300, 66 71| 19453| 24.90781| 0.006876 0.000276| 0.000254
TYMS, TNE
CREBBP, TGFBI,
GO:0045893~positiv SRC, HIFIA, ESRI,
GOTERM|C Fegulation of 13| 19.69697| 4.49E-06| LNF» EGFR, 66 728 19453| 5.263258] 0.007891 0.000305| 0.00028
transcription, DNA- TGFBRI, ESR2,
templated EP300, PPARG,
NOSI. TP53
NCOA2, CREBBP,
GO0:0000122~negativ TGFBI, PARPI,
e regulation of VDR, NR3Cl,
GOTERM|transcription from 15| 22.72727| 5.16E-06|ESR1, SIRT1, TNF, 66|  1016|  19453| 4351512 0.009058| 0.000337| 0.00031
RNA polymerase II SREBF2, ESR2,
promoter EP300, MDM4,
PPARG. TPS3
GO0:0043406~positiv TGFBL, SRC,
GOTERM]e regulation of MAP 6| 9.090909| 5.84B-06|LRRK2, TNF, 66 77| 19453| 22.96694] 0.010257| 0.000368| 0.000339
kinase activity EGFR, FGFR1
GSK3B, CREBBP,
GOTERM| G0 004851 1~rhythm 6| 9.090909| 7.5E-06/EP300, PPARG, 66 81| 19453 21.83277] 0.013147] 0.000451| 0.000415

ic process

TP53, MTOR




GO:1903800~positiv
e regulation of
production of

TGFBI, RIPK]1,

GOTERM P e ed in 4] 6.060606( 7.67E-06|1c3" £ e 66 12| 19453| 98.24747 0.013433| 0.000451| 0.000415
gene silencing by
miRNA
OXTR, RBP4,
GOTERM S ©0:0007507~heart 8| 12.12121] 8.84E-06|  OT B, CASP3, 66 221|  19453| 10.66941| 0.015472 0.000503| 0.000463
development MMP2, EP300,
PPARG, TGFBRI
GO:1900182~positiv
e regulation of CREBBP, TGFBI,
GOTERME 8 ocalization to 5| 7:575758) 9A8E-06l kp1 SR, Fa 66 40| 19453| 36.8428| 0.016579] 0.000522| 0.00048
nucleus
G0:0032496~respons, glzfs{lz;NI\?S;
GOTERM]e to 7| 10.60606| 1.04E-05 : > 66 149)  19453| 13.84696| 0.018163| 0.000555| 0.000511
lipopolysaccharide OPRMI, APOB,
MPO
GO:0043068~positiv
GOTERM|® Fegulation of 4| 6.060606| 1.26E-05" [RKI, LRRK2, 66 14| 19453| 84.21212] 0.022024| 0.000655 0.000602
programmed cell RIPK1, TNF
death
GO:1904645~respons, MMP13, MMP2,
GOTERM " " o ammyloid 4] 6.060606 1.STE-05(\ 10"\ 1 ipo 66 15| 19453| 78.59798| 0.027389] 0.000793| 0.00073
GO:0043524~negativ NTRK1, TERT,
GOTERMe regulation of 7| 10.60606| 1.73E-05|KDR, BAX, IL6ST, 66 163 19453| 12.65765| 0.030101| 0.000849| 0.000781
neuron apoptotic HIF1A, SIRT1
OXTR, TGFBI,
GOTERMSggggﬁf{mpms 6| 9.090909| 2.2E-05|CASP3, APOB, 66 101]  19453| 17.50945| 0.038119] 0.00105| 0.000966
ESRI, CYPI9AI
GO:0043410~positiv NTRK I, IGFBP3,
GOTERMe regulation of 7| 10.60606| 2.35E-05|KDR, MMPS, TNF, 66 172 19453| 11.99533| 0.040576| 0.00109] 0.001002
MAPK cascade TGFBRI, FGFRI
GQ:OOO7179~transfo TGFBI, PARPI,
GOTERM™ing growth factor 6| 9.090909| 2.42E-05|SRC, SIRT1, TP53, 66 103|  19453| 17.16946| 0.041833| 0.001096| 0.001008
beta receptor
s re TGFBRI
signaling pathway
GO:0097191~extrinsi
oo GSK3B, TGFBI,
GOTERM ¢ apoptotic signaling 5| 7575758 2.72B-08| L R ibk L TNF 66 52| 19453| 28.34062| 0.04692| 0.001148| 0.001056
pathway
; CREBBP, SRC,
GOTERM S O-0031648~protein 5| 7.575758| 2.72E-05|EP300, SIRT1 66 52| 19453| 28.34062| 0.04692| 0.001148| 0.001056
destabilization ’
MTOR
GOTERMG0:0060065~uterus 4 6.060606] 2.8E-05| RBP4 SRC, ESRI, 66 18| 19453| 65.49832| 0.048246| 0.001148| 0.001056
development CYPI19A1
GO:0034614~cellular MMP2, LRRK2,
GOTERM response to reactive 5| 7.575758| 2.94E-05|MMP3, MMP9, 66 53| 19453| 27.80589| 0.050528| 0.001148| 0.001056
oxygen species EGFR
G0:0001837~epitheli GSK3B, TGFBI,
GOTERMal to mesenchymal s| 7.575758| 2.94E-05|HIF1A, TGFBRI, 66 53| 19453| 27.80589| 0.050528| 0.001148| 0.001056
transition FGFR1
GO:0031667~respons, NTRK1, SRC,
GOTERM|” " = 7 e 5| 7575758] 294803/, 00T E rToR 66 53| 19453| 27.80589| 0.050528| 0.001148| 0.001056
GO:0030335~positiv CCR1, MMP14,
GOTERM]e regulation of cell 8| 12.12121| 2.99E-05 E(;};Bll\;[ﬁxpz’ 66 267 19453| 8.831234| 0.051448| 0.001148| 0.001056
migration EGFR, TGFBRI
GO:1904707~positiv
e regulation of TERT, SRC,
GOTERM vascular smooth 5| 7.575758| 3.41E-05\MMP2, TNF, 66 55| 19453| 26.79477| 0.058318| 0.001235| 0.001136
muscle cell MMP9
proliferation
GO:0031334~positiv
e regulation of GSK3B, TGFBI,
GOTERME o omplex 5| 7:575758| 3AIE-05| 0o 0 A X TNE 66 55| 19453| 26.79477| 0.058318| 0.001235| 0.001136
assembly
GO:0018105~peptidy f;ﬁ;lz’ iﬁE,CZ
GOTERM|l-serine 7| 10.60606| 3.43E-05 g : 66 184 19453| 11.21303| 0.058732| 0.001235 0.001136
phosphorylation IKBKE, TGFBRI,
MTOR
PARPI, CASP3,
CTSK, IGFBP3,
GOTERM|U0:0006915~apoptot 11| 16.66667 3.66E-05/EP300. BAX, 66 619 19453 5.237749| 0.062494] 0.001291| 0.001187
ic process RIPK1, NR3Cl1,
TP53, MMP9,

TGFBR1




GO0:0030198~extrace

MMP14, MMP13,
MMP2, MMP3,

GOTERM|llular matrix 7| 10.60606| 4.11E-05 66 190 19453| 10.85893| 0.069873| 0.00142 0.001306
organization MMPS, TNF,
& MMP9
GO:0009612~respons MMP14, SRC,
GOTERMe to mechanical 5| 7.575758| 4.5E-05|MMP2, PPARG, 66 59| 19453| 24.97817| 0.076317| 0.001527| 0.001404
stimulus MPO
GO:0051091~positiv
e regulation of‘f EP300, PPARG,
GOTERMSD"I?I‘/‘;‘;?";WC‘ 1 6| 9.090909| 4.66E-05|ESR1, TNF, 66 18] 19453| 14.9869] 0.078898| 0.001551] 0.001426
nding IKBKE, ESR2
tl‘al’lSCl’lpthH factor
activity
GO:0034644~cellular CREBBP, PARPI,
GOTERM ' = e to UV 5| 7575758 S.13E-03( 00 A Tpsa 66 61| 19453| 24.15922| 0.086591| 0.001651| 0.001518
GO:0071222~cellular NOS2, SRC,
GOTERM response to 7| 10.60606] 5.17E-05|MMP3, SERPINEI, 66 198|  19453| 10.42019| 0.087128| 0.001651| 0.001518
lipopolysaccharide MMPS8, TNF
GO:00'38083~pept1dy NTRKI, SRC,
GOTERM|I-tyrosine 4| 6.060606( 5.24E-05| "o 66 22| 19453| 53.58953| 0.088293| 0.001651| 0.001518
autophosphorylation ’
MMP14, MMP2,
GOTERMSg'ggtﬁéigNreSpons 5| 7.575758| 5.83E-05|EP300, PPARG, 66 63| 19453| 23.39226| 0.097752| 0.001805| 0.001659
£ ESRI
MMP14, LRRK2,
GOTERM C00006979~respons 6| 9.090909| 6.13E-05|RIPK1, MPO, 66 125 19453| 14.14764| 0.102558| 0.001866| 0.001715
e to 0x1dat1ve stress
SIRT1, TP53
GO:0051000~positiv
GOTERM|® Fegulation of nitric- 4| 6.060606 7.776-05| [ERT, HIFIA, 66 25| 19453 47.15879| 0.128091| 0.002277] 0.002094
oxide synthase ESRI1, TNF
activity
) NTRKI, SRC,
GOTERMG0:000761 1~learnin 5| 7.575758 7.87E-05|CASP3, EP300, 66 68| 19453| 21.67224] 0.129676 0.002277| 0.002094
g or memory
EGFR
TGFBI, KDR,
GO:0008284~positiv PTPNG, F2, IL6ST,
GOTERM]e regulation of cell 10| 15.15152| 7.88E-05|SIRT1, PRKCZ, 66 545]  19453| 5.408118| 0.129709| 0.002277| 0.002094
proliferation EGFR, TGFBRI1,
FGFRI
GO:1902894~negativ
e regulation of pri-
GOTERMMIRNA transcription 4| 6.060606| 9.836-05| O BI> PPARG, 66 27| 19453| 43.66554| 0.159274| 0.002757| 0.002535
from RNA HIF1A, ESR1
polymerase 11
promoter
GO:1901224~positiv
e regulation of ) EP300, RIPK1,
GOTERMNIK/NF_kappaB 5| 7575758 9.85E-05|\yine TNF. BGER 66 72| 19453| 20.46822| 0.15946| 0.002757| 0.002535
signaling
GO:0060391~positiv
e regulation of TGFBI1, PARPI,
GOTERM{ Ui rotein 41 6.060606) 0.000111,p's b reney 66 28| 19453| 42.10606 0.176215| 0.003029] 0.002785
import into nucleus
GO:0045892~negativ TGFBI, PARPI,
GOTERM|® Fegulation of 10 15.15152] 0.000146SRC: VPR, MDM4, 66 501 19453| 4.987181] 0.226411| 0.003924| 0.003608
transcription, DNA- PPARG, NR3Cl,
templated SIRT1, TNF, TP53
GO:0008285~negativ I\ig;ﬁggg]ff L
GOTERM]e regulation of cell 9| 13.63636] 0.000147| 05 B S 66 462|  19453| 5.741736| 0.228189] 0.003924| 0.003608
proliferation ¢ >
PLG, OPRM1, TP53
GO0:0035987~endode
GOTERM|rmal cell 4| 6.060606 0.00015|MMP14, MMP2, 66 31| 19453| 38.03128| 0.232091| 0.003941| 0.003624
X . MMP8, MMP9
differentiation
GO:0051402~neuron NTRK1, CASP3,
GOTERM - e process 5| 7:575758| 0.000163( R Tpsa 66 82| 19453| 17.9721] 0.250271| 0.00412| 0.003788
GO:0051222~positiv
GOTERM]e regulation of 3| 4.545455| 0.000163|SRC, TNF, PRKCZ 66 6 19453| 147.3712] 0.250548| 0.00412 0.003788
protein transport
GO:1990962~drug
GOTERM transport across 3| 4.545455| 0.000163]ABCCL ABCBL, 66 6 19453| 147.3712] 0.250548| 0.00412| 0.003788
X . ABCG2
blood-brain barrier
GO:OOIS :.092 ?’;;mv NTRK1, TGFBI,
GOTERM|S "eswation o Rt 6| 9.090909| 0.00022|EP300, RIPK1, 66 164]  19453| 10.78326| 0.321688| 0.005466| 0.005026

kappaB transcription
factor activity

TNF, PRKCZ




GO:0045766~positiv NTRK1, TERT,
GOTERM|e regulation of 9.090909| 0.000233|SERPINEIL, KDR, 66 166|  19453| 10.65334| 0.33675| 0.005678| 0.005221
angiogenesis HIF1A, SIRT1
GOTERMG0:0032570~respons 6.060606] 0.000235| COA2, OXTR, 66 36| 19453| 32.74916| 0339346 0.005678| 0.005221
¢ to progesterone TGFBI1, TYMS
G0:0030307~positiv
. MMP14, F2, EGFR,
GOTERM]e regulation of cell 7.575758( 0.000254| 1 erpt MTOR 66 92| 19453| 16.01861| 0.361619] 0.006064| 0.005576
growth
GO:0031333~negativ
e regulation of GSK3B, SRC,
GOTERM 6.060606| 0.000276 66 38| 19453| 31.02552| 0.385807| 0.006498| 0.005975
protein complex EP300, PRKCZ
assembly
GO:OOlQ742~macr0p TGFBI, EP300,
GOTERM|hage derived foam 4.545453) 0.000304(, ' o 66 8| 19453 110.5284| 0.414967| 0.007053| 0.006485
cell differentiation
GO:0071392~cellular MMP2. ESR1
GOTERM|response to estradiol 6.060606| 0.000322) ’ ’ 66 40| 19453 29.47424| 0.433445| 0.007378| 0.006784
: EGFR, ESR2
stimulus
TGFBI, MMPZ,
GOTERM GO:0016477~cell 10.60606| 0.000329|<PR, PRKCZ, 66 278 19453| 7.421572] 0.440214| 0.007437| 0.006839
migration MMP9, PTPRF,
FGFRI
GO:0001541~ovarian MMP14, MMPZ,
GOTERM - dovelopment 6.060606 0.000372{ 66 42| 19453 28.07071| 0.481633| 0.008316| 0.007646
G0:0032869~cellular PARPI, SRC,
GOTERM|response to insulin 7.575758| 0.000437|PPARG, PRKCZ, 66 106|  19453| 13.90294] 0.53727] 0.009631| 0.008855
stimulus MTOR
GOTERMUO:0070633~transep 4.545455| 0.000486| "BCC1, ABCBI, 66 10 19453| 88.42273| 0.575964| 0.010243| 0.009419
ithelial transport ABCG2
GO:1904179~positiv
GOTERM|® Fegulation of 4.545455) 0.000486] C OA2 PPARG, 66 10| 19453| 88.42273| 0.575964] 0.010243| 0.009419
adipose tissue SIRT1
development
GOTERM(?S;?EEE}?ENW@M 4.545455 0.000486{RBP4, BAX, ESR1 66 10 19453 88.42273| 0.575964| 0.010243| 0.009419
GO:1904646~cellular
GOTERM|response to beta- 6.060606] 0.000488| > 3B, ABCCL, 66 46| 19453 25.62978| 0.577116| 0.010243| 0.009419
; PARP1, TNF
amyloid
GO:0045429~positiv
GOTERM|® "egulation of nitric 6.060606| 0.00052| 2P kM1, MMPS, 66 47| 19453| 25.08446| 0.600351| 0.010787] 0.009919
oxide biosynthetic ESRI1, TNF
process
GO:O()15?729~fposmV ABCCI, TGFBI,
GOTERM® "e8wation o 7.575758| 0.000575|SERPINEI, RIPK1, 66 114]  19453| 12.9273 0.637505] 0.011623| 0.010687
inflammatory
TNF
response
GOTERM GO 0048771 ~tissue 4.545455| 0.000593| TMP14, MMP2, 66 11| 19453 80.3843| 0.648795| 0.011623| 0.010687
remodeling PLG
GO:0051974~negativ
GOTERM|e regulation of 4.545455 0.000593|SRC, PPARG, TP53 66 11| 19453| 80.3843| 0.648795| 0.011623| 0.010687
telomerase activity
GOTERMSS’:ggl?ifi lS:eSp"nS 4.545455| 0.000593|BAX, TNF, TP53 66 11| 19453| 80.3843| 0.648795| 0.011623| 0.010687
GOTERMU0:0071492~cellular 4.545455) 0.000593 TMP2, MMP3, 66 11| 19453| 80.3843| 0.648795 0.011623| 0.010687
response to UV-A MMP9
CCR1, TGFBI,
GOTERM 00:0006954~inflam 12.12121] 0.000615|SNR2 NOS2, 66 436  19453| 5.408118] 0.662071| 0.011919| 0.010959
matory response RIPK1, TNF,
PRKCZ, MTOR
GO:0048013~ephrin NTRK1. SRC
GOTERM|receptor signaling 6.060606( 0.000624| V1o Vo 66 so|  19453| 23.57939] 0.667395 0.011961| 0.010999
pathway
G0:0030308~negativ
A TGFB1, PPARG,
GOTERMe regulation of cell 7.575758) 0.000837|¢ o “rpsa. psRa 66 126| 19453 11.69613| 0.771774] 0.015549| 0.014297
growth
GO0:0030518~intracel
GOTERM| V12" steroid hormone 4.545455) 0.000837| RoC 1 ESRL, 66 13| 19453| 68.01748| 0.771851| 0.015549] 0.014297
receptor signaling ESR2
pathway
GO:0051918~negativ
GOTERMe regulation of 4.545455| 0.000837 EZERP INEL, PLG, 66 13| 19453| 68.01748| 0.771851| 0.015549] 0.014297
fibrinolysis
GO:'004801 1~neurotr NTRKI, SRC,
GOTERM|ophin TRK receptor 4545455 0.000975] ., (o 66 14| 19453| 63.15909] 0.821015| 0.017913| 0.016471

signaling pathway




GO:0001501~skeletal

MMP14, VDR,

GOTERM 7.575758| 0.001053|MMP9, TGFBRI, 66 134|  19453| 10.99785| 0.844045| 0.019144| 0.017603
system development
FGFRI
GOTERM G O:0051384-respons 6.060606] 0.001064/ 5P 11B2, CASP3, 66 60| 19453| 19.64949| 0.846974| 0.019144| 0.017603
e to glucocorticoid TYMS, TNF
GO:0007169~transm
embrane receptor NTRKI, SRC,
GOTERM|protein tyrosine 7.575758| 0.001143|KDR, EGFR, 66 137] 19453 10.75702| 0.86698| 0.020365| 0.018725
kinase signaling FGFR1
pathway
GO:0071356~cellular, CTSK, LRRK2,
GOTERM response to tumor 7.575758| 0.001238|RIPK1, APOB, 66 140 19453| 10.52652| 0.887597 0.021843| 0.020085
necrosis factor SIRT1
GOTERM G0:0090399~replicat 4.545455 0.00128| LERT, SERPINEL, 66 16| 19453 55.2642| 0.895578| 0.022183| 0.020397
ive senescence TP53
GO:0071230~cellular MMP2. TNF
GOTERM response to amino 6.060606| 0.001283 o 66 64|  19453| 18.4214| 0.896078| 0.022183| 0.020397
pont EGFR, MTOR
acid stimulus
GO:0032757~positiv
e regulation of NOS2, SERPINEL,
GOTERM” 181 % 07 6.060606) 0.001342(p oy oV 66 65| 19453|  18.138] 0.906342| 0.022976| 0.021126
production
GO:0007275~multice NTRK1, VDR,
GOTERM|llular organism 7.575758| 0.001374|KDR, EGFR, 66 144| 19453 10.23411] 0.911542] 0.023303| 0.021428
development FGFR1
NTRK1, TGFBI,
GOTERM|GO:0007568~aging 7.575758| 0.001482|MMP2, TYMS, 66 147|  19453| 10.02525| 0.926945| 0.024901| 0.022897
MPO
. MMP14, MMP2,
GOTERM;%?SOOIS%Nang‘Og 9.090909| 0.00162|SERPINEI, KDR, 66 255 19453| 6.935116] 0.942733| 0.02696| 0.024789
HIFIA, SIRTI
GO:0071560~cellular
response to TGFBI, CTSK,
TERM 6.060606| 0.001661 66 70| 19453| 16.84242] 0.946771| 0.02739| 0.025185
¢o transforming growth NR3C1, TGFBR1
factor beta stimulus
GO:0018107~peptidy
GOTERM I-threonine 6.060606| 0.001802| S5 3B, LRRK2, 66 72| 19453| 16.37458| 0.958448 0.029061| 0.026722
A TGFBR1, MTOR
phosphorylation
GOTERMGO:O()1313'674pr138mV 6.060606] 0.001802|" | RK1, KDR, 66 72| 19453| 16.37458| 0.958448 0.029061| 0.026722
S regu ation o mase . . EGFR, FGFRI . . i .
activity
GOTERM}(]}SiOS:OOMBONﬁbrmOl 4.545455| 0.001812 }S:ERPINEI’PLG’ 66 19 19453| 46.53828| 0.959223| 0.029061 0.026722
G0:0032092~positiv
GOTERM|e regulation of 6.060606] 0.001949| OS> K38, TERT, 66 74| 19453| 15.93202] 0.967973 0.030971| 0.028478
Hranon | LRRK2, EP300
protein binding
GO:0031065~positiv
GOTERMe regulation of 4.545455| 0.002009) ig;BLSIRTL 66 200 19453 44.21136| 0.971214] 0.031338| 0.028816
histone deacetylation
GOTERM 00:0030220~platelet 4.545455| 0.002009|CASP3, EP300, 66 200 19453| 44.21136| 0.971214] 0.031338| 0.028816
formation PTPN6
GO0:0030163~protein CASP3, MMPZ,
GOTERM| " '\ e process 6.060606] 0.002025( o™\ 66 75| 19453| 15.7196| 0.972018| 0.031338| 0.028816
GOTERM 007000961 1~respons 6.060606] 0.002104|CCR1 TGFBL, 66 76| 19453| 15.51276| 0975632 0.031988| 0.029413
¢ to wounding CASP3, F2
GOTERMT0:0032868~respons 6.060606] 0.00210415D11B2, CTSK, 66 76| 19453| 15.51276| 0.975632| 0.031988| 0.029413
¢ to insulin SIRT1, MTOR
GO:0001938~positiv
e regulation of KDR, HIF1A,
GOTERM 8 291 0 6.060606) 0.002266( 107" x| 66 78| 19453|  15.115] 0.981702] 0.034158| 0.031408
proliferation
G0:0009267~cellular, LRRK2, SIRTI,
GOTERM| "+ to starvation 6.060606] 0.002349| cp 1 o 66 79| 19453| 14.92367] 0.984223| 0.035122| 0.032294
GO:0046628~positiv
GOTERM|® regulation of insulin 4.545455) 0.002432| SRC, SIRTL, 66 22| 19453 40.19215| 0.986375| 0.035797] 0.032915
receptor signaling PRKCZ
pathway
GO:0002244~hemato TGFB1. KDR
GOTERM|poietic progenitor 6.060606| 0.002435 Sty 66 so|  19453| 14.73712] 0.986443| 0.035797| 0.032915
: mt PTPN6, TP53
cell differentiation
GOTERMG0:0030324~lung 6.060606| 0002704/ 1SD11B1, MMP14, 66 83| 19453| 14.20445] 0.991573| 0.03942| 0.036247
development RBP4, EP300
GO:0071404~cellular
GOTERM['esPOnse to low- 4.545455| 0.002894| L OFBl; PPARG, 66 24| 19453| 36.8428| 0.993975| 0.041165| 0.037851

density lipoprotein
particle stimulus

SREBF2




GO:2000378~negativ
e regulation of

GOTERM|reactive oxygen 3| 4.545455| 0.002894 ﬁl\g 3, HIF1A, 66 24| 19453| 36.8428] 0.993975| 0.041165| 0.037851
species metabolic
process
GO:0010906~regulati
GOTERM|on of glucose 3| 4.545455| 0.002894 E&CT)?Z’ IGFBP3, 66 24| 19453| 36.8428] 0.993975| 0.041165| 0.037851
metabolic process
G0:0008203~cholest PONI. APOB
GOTERM erol metabolic 41 6.060606) 0.00299( b < P 66 86| 19453| 13.70895| 0.994923| 0.042201] 0.038804
process
GOTERM 000093 14~respons 3| 4.545455) 0.003130[ VI RK1, OPRMI, 66 25| 19453 35.36909| 0.996093| 0.04394| 0.040402
¢ to radiation TNF
GO:0051896~regulati
GOTERM|on of protein kinase 3| 4.545455| 0.003393 ETT%I;LEGFR’ 66 26| 19453 34.00874] 0.997509| 0.047125| 0.043331
B signaling
G0O:0090200~positiv
e regulation of
GOTERMrelease of 3| 4.545455| 0.003656|BAX, TP53, MMP9 66 27| 19453 32.74916| 0.998438| 0.049235| 0.045272
cytochrome ¢ from
mitochondria
G0:0046716~muscle TGFBL. PLG
GOTERMcell cellular 3| 4.545455] 0.003656( e 66 27| 19453 32.74916| 0.998438| 0.049235| 0.045272
homeostasis
GOTERM| 00:0032094~respons 3| 4.545455] 0003656501182, OPRMI, 66 27| 19453| 32.74916| 0.998438| 0.049235| 0.045272
e to food MPO
GO:0010875~positiv
GOTERM|e regulation of 3| 4.545455| 0.003656 ]s)ﬁglf PPARG, 66 27| 19453 32.74916| 0.998438| 0.049235| 0.045272
cholesterol efflux
GO:0033138~positiv
GOTERM|® Fegulation of 4] 6.060606| 0.00373|TSFBI, NOSI, 66 93| 19453 12.67709| 0.998628| 0.04984| 0.045828
peptidyl-serine TNF, EGFR
phosphorylation
GSK3B, CREBBP,
SRC, LRRK2,
GOTERM CO:0007165signal 12| 18.18182] 0.003766| TARG: NR3CI, 66| 1307]  19453| 2.706128| 0.998714| 0.049953| 0.045932
transduction HIF1A, ESRI1,
PRKCZ, EGFR,
ESR2. TGFBRI
GOTERM|U0:0010332~respons 3| 4.545455| 0.003929|PARP1, BAX, TP53 66 28| 19453 31.57955| 0.999036] 0.051724| 0.04756
e to gamma radlatlon
GOTERM 00:0098586~cellular 4| 6.060606] 0.003959| TSTB1 BAX, 66 95| 19453 12.41021| 0.999086| 0.051735| 0.04757
response to virus HIF1A, IKBKE
GO:0050731~positiv
GOTERM|® Fegulation of 4| 6.060606| 0.004077 T GBI SRC, TPS3, 66 96| 19453| 12.28093| 0.999259| 0.052886| 0.048629
peptidyl-tyrosine MTOR
phosphorylation
G0:0042060~wound TGFBL, CASP3,
GOTERM| o 41 6.060606) 0.00432] Lo ke 66 98| 19453| 12.0303| 0.999518| 0.055622| 0.051145
GO:0035556~intracel I(‘;liﬁl?’(};’ ISD¥I€1116
GOTERM|lular signal 7| 10.60606| 0.004397 , g 66 462| 19453 4.465794] 0.99958| 0.05621] 0.051686
transduction RIPK1, PRKCZ,
TGFBR1
GO:0035335~peptidy
GOTERM|I-tyrosine 3| 4.545455| 0.004502 iggi’ PTPNS, 66 300 19453| 29.47424] 0.999651| 0.057136| 0.052537
dephosphorylation
GO:0010575~positiv
e regulation of
GOTERM]vascular endothelial 3| 4.545455| 0.004802 ;(I;Fl}i\l’IL(’ST’ 66 31| 19453| 28.52346| 0.999795| 0.060081| 0.055245
growth factor
production
GO:0032148~§ctlvat1 SRC, PRKCZ,
GOTERM|on of protein kinase 3| 4.545455| 0.004802| 7 o0 66 31| 19453| 28.52346| 0.999795| 0.060081| 0.055245
B activity
G0:0007166~cell CCRI, OXTR, F2,
GOTERM]surface receptor 6| 9.090909| 0.00484|TNF, PRKCZ, 66 329 19453| 5.375242| 0.999808| 0.060122| 0.055283
signaling pathway EGFR
GOTERMU0:0060325~face 3| 4.545455| 0.005112| TOF Bl MMP2, 66 32| 19453| 27.6321] 0.999881| 0.062185] 0.057179
morphogenesis EP300
GO:0051602~respons,
GOTERMe to electrical 3| 4.545455 0.00511211:143}5(21’81{(:’ 66 32| 19453| 27.6321| 0.999881| 0.062185| 0.057179
stimulus
GOTERMU0:0030225~macrop 3| 4.545455| 0.005112{PARPL SIRTL, 66 32| 19453| 27.6321| 0.999881| 0.062185| 0.057179
hage differentiation MMP9




GO:0032755~positiv

e regulation of TGFBI1, NOS2,

GOTERMinterleukin—6 6.060606[ 0.005237 MMPS, TNF 66 105 19453( 11.22828| 0.999905| 0.063273| 0.05818
production
GO:0043388~positiv

GOTERMle regulation of DNA 4.545455| 0.00543 i/fl\jzllf;}’ MMPs, 66 33 19453( 26.79477| 0.999933] 0.064282| 0.059107
binding
GO:0016239~positiv KDR. HIFI A

GOTERMe regulation of 4.545455| 0.00543 SIRT’l ? 66 33 19453| 26.79477| 0.999933] 0.064282| 0.059107
macroautophagy
GO0:004277 1 ~intrinsi
¢ apoptotic signaling EP300. SIRT1

GOTERM]pathway in response 4.545455| 0.00543 P53 ’ ’ 66 33 19453( 26.79477| 0.999933] 0.064282| 0.059107
to DNA damage by
p53 class mediator
G0:0032760~positiv
e regulation of tumor TGFBI, LRRK2,

GOTERM| 6.060606( 0.005663 66 108 19453( 10.91639| 0.999955| 0.066371| 0.061029
necrosis factor RIPK1, MMP8
production

GOTERMQO:OOHSWNDNA 4.545455| 0.005757|TERT, SRC, TYMS 66 34 19453| 26.00668| 0.999962| 0.066371| 0.061029
biosynthetic process
GO:0031669~cellular

GOTERMresponse to nutrient 4.545455| 0.005757 ;ﬁ%}i{BP’ EP300, 66 34 19453| 26.00668| 0.999962| 0.066371| 0.061029
levels
GO:2000379~positiv
e regulation of

GOTERMreactive oxygen 4.545455| 0.005757|RIPK1, F2, TP53 66 34 19453| 26.00668| 0.999962| 0.066371| 0.061029
species metabolic
process

GOTERM OO 0097421 -liver 4.545455) 0.006437] LOFBL TYMS, 66 36| 19453| 24.56187] 0.999989| 0.073734| 0.067798
regeneration TNF
G0:0060057~apoptot

GOTERM|!€ Process involved in 3.030303| 0.006672| VDR, BAX 66 2| 19453| 294.7424 0.999993| 0.074863| 0.068837
mammary gland
involution

GOTERM| U0 1990268~respons 3.030303| 0.006672|MPO, TNF 66 2| 19453| 294.7424] 0.999993| 0.074863| 0.068837
e to gold nanoparticle
GO:2001240~negativ
e regulation of

GOTERM extrinsic apoptotic 4.545455| 0.00679|TERT, RIPK1, TNF 66 37 19453( 23.89803| 0.999994| 0.074863| 0.068837
signaling pathway in
absence of ligand
GO:2001237~negativ

GOTERMere.gm:dllon of . 4.545455| 0.00679 SRC, RIPK1, 66 37 19453| 23.89803| 0.999994| 0.074863| 0.068837
extrinsic apoptotic TGFBR1
signaling pathway
GO0:0097193~intrinsi

GOTERM]|c apoptotic signaling 4.545455| 0.00679|CASP3, BAX, TP53 66 37 19453( 23.89803| 0.999994| 0.074863| 0.068837
pathway
GO0:2000352~negativ

GOTERMC Fegulation of 4.545455| 0.00679| |ERT: SERPINEL, 66 37| 19453 23.89803| 0.999994| 0.074863| 0.068837
endothelial cell KDR
apoptotic process
GO:0043537~negativ

GOTERM|C "egulation of blood 4.545455 0.007902| [GFBL, PPARG, 66 40| 19453| 22.10568 0.999999| 0.086575| 0.079606
vessel endothelial TNF
cell migration
GO:0071479~cellular

GOTERMresponse to ionizing 4.545455| 0.008289 ;g;BLSIRTl’ 66 41 19453| 21.56652 1] 0.090259| 0.082993
radiation

GOTERMGO:.OOSIZ?SNT cell 4.545455| 0.009089 SRC, PTPNG, 66 43 19453 20.56342 1{ 0.097499( 0.089651
costimulation MTOR

GOTERM30:0007595~1a0tam 4.545455| 0.009089) gfgi’ VDR, 66 43| 19453 20.56342 1 0.097499| 0.089651
GO:0042981~regulati

. BAX, PTPNG6,

GOTERM]|on of apoptotic 7.575758 0.00912 ESRI, SIRT1, TP53 66 245 19453( 6.015152 1{ 0.097499( 0.089651
process
GO:0042542~respons,

GOTERMe to hydrogen 4.545455| 0.009922 gll?ﬁfpli MMP2, 66 45 19453( 19.64949 1] 0.103402| 0.095078
peroxide
GO0:1905039~carbox

GoTErMP i€ 2cid 3.030303| 0.009991|ABCC1, ABCBI 66 3| 19453] 196.4949 1] 0.103402{ 0.095078
transmembrane

transport




GOTERM

GO:0018076~N-
terminal peptidyl-
lysine acetylation

3.030303

0.009991

CREBBP, EP300

66

19453

196.4949

0.103402

0.095078

GOTERM

GO:0051097~negativ
e regulation of
helicase activity

3.030303

0.009991

SIRT1, TP53

66

19453

196.4949

0.103402

0.095078

GOTERM

GO:0060058~positiv
e regulation of
apoptotic process
involved in mammary
gland involution

3.030303

0.009991

VDR, BAX

66

19453

196.4949

0.103402

0.095078

GOTERM

GO0:0090263~positiv
e regulation of
canonical Wnt
signaling pathway

6.060606

0.010024

TGFBI, SRC,
LRRK2, EGFR

66

133

19453

8.864434

0.103402

0.095078

GOTERM

GO:0042177~negativ
e regulation of
protein catabolic
process

4.545455

0.010351

NOS2, MDM4,
EGFR

66

46

19453

19.22233

0.104938

0.096491

GOTERM

G0:0002223~stimula
tory C-type lectin
receptor signaling
pathway

4.545455

0.010351

CREBBP, SRC,
EP300

66

46,

19453

19.22233

0.104938

0.096491

GOTERM

GO:0072089~stem
cell proliferation

4.545455

0.010351

ABCBI, KDR,
TP53

66

46

19453

19.22233

0.104938

0.096491

GOTERM

GO:0046427~positiv
e regulation of JAK-
STAT cascade

4.545455

0.010788

EP300, F2, TNF

66

47

19453

18.81335

0.108743

0.099989

GOTERM

GO0:0071407~cellular,
response to organic
cyclic compound

4.545455

0.011233

TGFBI, LRRK2,
TNF

66

48

19453

18.4214

0.112585

0.103522

GOTERM

GO:0010862~positiv
e regulation of
pathway-restricted
SMAD protein
phosphorylation

4.545455

0.011686

TGFBI, PPARG,
TGFBR1

66

49

19453

18.04545

0.115809

0.106487

GOTERM

G0:0034097~respons,
e to cytokine

4.545455

0.011686

OXTR, TYMS,
IL6ST

66

49

19453

18.04545

0.115809

0.106487

GOTERM

GO0:0042789~mRNA
transcription from
RNA polymerase II
promoter

4.545455

0.012147

NCOA2, VDR,
PPARG

66

50

19453

17.68455

0.119705

0.110069

GOTERM

GO:0008630~intrinsi
¢ apoptotic signaling
pathway in response
to DNA damage

4.545455

0.012616

BAX, TNF, IKBKE

66

51

19453

17.33779

0.122951

0.113054

GOTERM

GO:0007173~epider
mal growth factor
receptor signaling
pathway

4.545455

0.012616

TGFBI, SRC,
EGFR

66

51

19453

17.33779

0.122951

0.113054

GOTERM

GO:0043280~positiv
e regulation of
cysteine-type
endopeptidase
activity involved in
apoptotic process

4.545455

0.013092

SIRT1, TNF, CTSD

66

52

19453

17.00437

0.126815

0.116606

GOTERM

GO:0048597~post-
embryonic camera-
type eye
morphogenesis

3.030303

0.0133

KDR, BAX

66

19453

147.3712

0.126815

0.116606

GOTERM

GO0:0060745~mamm
ary gland branching
involved in

3.030303

0.0133

VDR, ESR1

66

19453

147.3712

0.126815

0.116606

GOTERM

GO:0006642~triglyce
ride mobilization

3.030303

0.0133

APOB, SIRT!

66

19453

147.3712

0.126815

0.116606

GOTERM

GO:0045786~negativ
e regulation of cell
cycle

4.545455

0.014569

TGFBI, CASP3,
SIRT1

66

55

19453

16.07686

0.137428

0.126365

GOTERM

GO:0010718~positiv
e regulation of
epithelial to
mesenchymal
transition

4.545455

0.014569

TGFBI, TGFBRI,
MTOR

66

55

19453

16.07686

0.137428

0.126365




GOTERM

GO:0048146~positiv
e regulation of
fibroblast
proliferation

4.545455

0.015076

TGFBI, ESRI1,
EGFR

66

56,

19453

15.78977

0.140332

0.129035

GOTERM

GO:0043124~negativ
e regulation of I-
kappaB kinase/NF-
kappaB signaling

4.545455

0.015076

RIPK1, ESRI,
SIRT1

66

56

19453

15.78977

0.140332

0.129035

GOTERM

GO:0007204~positiv
e regulation of
cytosolic calcium ion
concentration

6.060606

0.015115

CCR1, OXTR,
OPRM1, ESR1

66

155

19453

7.606256

0.140332

0.129035

GOTERM

GO:1901215~negativ
e regulation of
neuron death

4.545455

0.016113

GSK3B, LRRK?2,
SIRT1

66

58

19453

15.2453

0.148041

0.136124

GOTERM

GO:0045165~cell
fate commitment

4.545455

0.016113

CASP3, KDR,
PPARG

66

58

19453

15.2453

0.148041

0.136124

GOTERM

GO:0018119~peptidy
I-cysteine S-
nitrosylation

3.030303

0.016597

NOS2, NOS1

66

19453

117.897

0.148618

0.136654

GOTERM

GO:0071677~positiv
e regulation of
mononuclear cell
migration

3.030303

0.016597

TGFBI, TNF

66

19453

117.897

0.148618

0.136654

GOTERM

GO:0045899~positiv
e regulation of RNA
polymerase 11
transcriptional
preinitiation complex
assembly

3.030303

0.016597

ESRI, TP53

66

19453

117.897

0.148618

0.136654

GOTERM

GO:0060965~negativ
e regulation of gene
silencing by miRNA

3.030303

0.016597

TGFBI1, PPARG

66

19453

117.897

0.148618

0.136654

GOTERM

GO:0002248~connec
tive tissue
replacement involved
in inflammatory
response wound
healing

3.030303

0.016597

TGFBI, HIF1A

66

19453

117.897

0.148618

0.136654

GOTERM

GO:0006974~cellular,
response to DNA
damage stimulus

7.575758

0.017595

PARPL, CASP3,
SIRT1, TP53,
MTOR

66

298

19453

4.945343

0.156334

0.143749

GOTERM

GO:0071363~cellular,
response to growth
factor stimulus

4.545455

0.017725

RIPK1, NOSI,
TGFBRI

66

61

19453

14.49553

0.156334

0.143749

GOTERM

GO:0045599~negativ
e regulation of fat
cell differentiation

4.545455

0.017725

TGFBI, SIRTI,
TNF

66

61

19453

14.49553

0.156334

0.143749

GOTERM

GO:1901984~negativ
e regulation of
protein acetylation

3.030303

0.019884

GSK3B, SIRT1

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:0006706~steroid
catabolic process

3.030303

0.019884

HSDI11B1, CYP3A4

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:0060574~intestin
al epithelial cell
maturation

3.030303

0.019884

TYMS, HIFIA

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:0031284~positiv
e regulation of
guanylate cyclase
activity

3.030303

0.019884

NOS2, NOS1

66,

19453

98.24747

0.167793

0.154286

GOTERM

GO0:0036446~myofib
roblast differentiation

3.030303

0.019884

TGFBI, TGFBRI1

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:1902512~positiv
e regulation of
apoptotic DNA
fragmentation

3.030303

0.019884

CASP3, BAX

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:0061419~positiv
e regulation of
transcription from
RNA polymerase II
promoter in response
to hypoxia

3.030303

0.019884

HIF1A, TP53

66

19453

98.24747

0.167793

0.154286

GOTERM

GO0:0042159~lipopro
tein catabolic process

3.030303

0.019884

APOB, CTSD

66

19453

98.24747

0.167793

0.154286

GOTERM

GO:0018394~peptidy
I-lysine acetylation

3.030303

0.019884

EP300, SIRT1

66

19453

98.24747

0.167793

0.154286




GOTERM

GO:0007187~G-
protein coupled
receptor signaling
pathway, coupled to
cyclic nucleotide
second messenger

4.545455

0.019975

CCR1, CNR2,
OPRM1

66

65

19453

13.6035

0.167793

0.154286

GOTERM

GO:0042752~regulati
on of circadian
rhythm

4.545455

0.020556

GSK3B, PPARG,
MTOR

66

66

19453

13.39738

0.17185

0.158017

GOTERM

GO:0042127~regulati
on of cell
proliferation

6.060606

0.020804

TGFBI, NOS2,
SIRT1, EGFR

66

175

19453

6.73697

0.173103

0.159168

GOTERM

GO:0070301~cellular
response to hydrogen
peroxide

4.545455

0.022339

SRC, RIPK]1, SIRT!

66

69

19453

12.81489

0.182386

0.167704

GOTERM

GO:1900076~regulati
on of cellular
response to insulin
stimulus

3.030303

0.02316

NCOA2, PPARG

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0051173~positiv
e regulation of
nitrogen compound
metabolic process

3.030303

0.02316

TNF, TGFBR1

66

19453

84.21212

0.182386

0.167704

GOTERM

GO0:0007435~salivar
y gland
morphogenesis

3.030303

0.02316

TGFBI, EGFR

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0001957~intrame
mbranous ossification

3.030303

0.02316

MMP2, CTSK

66

19453

84.21212

0.182386

0.167704

GOTERM

G0:0008211~glucoc
orticoid metabolic
process

3.030303

0.02316

HSDI11B2, NR3C1

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0006527~arginin
¢ catabolic process

3.030303

0.02316

NOS2, NOS1

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0010573~vascula
r endothelial growth
factor production

3.030303

0.02316

HIF1A, TNF

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:1902462~positiv
e regulation of
mesenchymal stem
cell proliferation

3.030303

0.02316

TGFBI, TGFBRI1

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0003179~heart
valve morphogenesis

3.030303

0.02316

TGFB1, MTOR

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0043504~mitoch
ondrial DNA repair

3.030303

0.02316

PARPI, TP53

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:1901203~positiv
e regulation of
extracellular matrix
assembly

3.030303

0.02316

TGFBI, TGFBRI1

66

19453

84.21212

0.182386

0.167704

GOTERM

GO:0060079~excitat

ory postsynaptic
potential

4.545455

0.023562

GSK3B, LRRK2,
OPRM1

66

71

19453

12.45391

0.184726

0.169856

GOTERM

GO0:0071300~cellular,
response to retinoic
acid

4.545455

0.024184

GSK3B, PPARG,
TNF

66

72

19453

12.28093

0.18793

0.172802

GOTERM

GO:0009791~post-
embryonic
development

4.545455

0.024184

APOB, TGFBRI,
MTOR

66

72

19453

12.28093

0.18793

0.172802

GOTERM

G0:0021766~hippoc
ampus development

4.545455

0.025447

GSK3B, PTPRS,
CASP3

66

74

19453

11.94902

0.195858

0.180091

GOTERM

GO0:0032091~negativ
e regulation of
protein binding

4.545455

0.026089

GSK3B, LRRK2,
BAX

66

75

19453

11.7897

0.195858

0.180091

GOTERM

G0:0002821~positiv
e regulation of
adaptive immune
response

3.030303

0.026425

IL6ST, SIRT1

66

19453

73.68561

0.195858

0.180091

GOTERM

GO:0071316~cellular
response to nicotine

3.030303

0.026425

NTRKI1, TNF

66

19453

73.68561

0.195858

0.180091

GOTERM

GO:0061044~negativ
e regulation of
vascular wound
healing

3.030303

0.026425

SERPINEIL, TNF

66

19453

73.68561

0.195858

0.180091

GOTERM

GO:0051152~positiv
e regulation of
smooth muscle cell
differentiation

3.030303

0.026425

TGFBI, SIRT1

66

19453

73.68561

0.195858

0.180091




GOTERM

GO:0010886~positiv
e regulation of
cholesterol storage

3.030303

0.026425

APOB, SREBF2

66

19453

73.68561

0.195858

0.180091

GOTERM

G0:0097527~necropt
otic signaling
pathway

3.030303

0.026425

RIPK1, TNF

66

19453

73.68561

0.195858

0.180091

GOTERM

GO:0060545~positiv
e regulation of
necroptotic process

3.030303

0.026425

PARPI, RIPK1

66

19453

73.68561

0.195858

0.180091

GOTERM

GO:0051346~negativ
e regulation of
hydrolase activity

3.030303

0.026425

NOSI1, PRKCZ

66

19453

73.68561

0.195858

0.180091

GOTERM

GO0:2000272~negativ
e regulation of
receptor activity

3.030303

0.026425

PPARG, TNF

66

19453

73.68561

0.195858

0.180091

GOTERM

G0:0033209~tumor
necrosis factor-
mediated signaling
pathway

4.545455

0.028721

RIPK1, TNF, TP53

66

79

19453

11.19275

0.211982

0.194917

GOTERM

GO:0051901~positiv
e regulation of
mitochondrial
depolarization

3.030303

0.02968

PARPI1, KDR

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0010888~negativ
e regulation of lipid
storage

3.030303

0.02968

PPARG, TNF

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0051647~nucleus
localization

3.030303

0.02968

NR3C1, MTOR

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0035357~peroxis
ome proliferator
activated receptor
signaling pathway

3.030303

0.02968

NCOA2, PPARG

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0001542~ovulati
on from ovarian
follicle

3.030303

0.02968

MMP2, SIRT!

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0008354~germ
cell migration

3.030303

0.02968

TGFBI, TGFBRI1

66

19453

65.49832

0.213694

0.196492

GOTERM

GO:0043491~protein
kinase B signaling

4.545455

0.030075

TGFBI, KDR, TNF

66

81

19453

10.91639

0.214788

0.197498

GOTERM

GO:0009636~respons,
¢ to toxic substance

4.545455

0.030075

PONI, BAX, TYMS

66

81

19453

10.91639

0.214788

0.197498

GOTERM

GO0:0021987~cerebra
1 cortex development

4.545455

0.030762

PTPRS, BAX,
HIFIA

66

82

19453

10.78326

0.217927

0.200384

GOTERM

GO:0006919~activati
on of cysteine-type
endopeptidase
activity involved in
apoptotic process

4.545455

0.030762

BAX, PPARG, TNF

66

82

19453

10.78326

0.217927

0.200384

GOTERM

GO:0043123~positiv
e regulation of I-
kappaB kinase/NF-
kappaB signaling

6.060606

0.031258

PARPI, RIPK1,
TNF, IKBKE

66

205

19453

5.751072

0.220554

0.202799

GOTERM

GO:0007005~mitoch
ondrion organization

4.545455

0.032859

TERT, PARPI,
LRRK?2

66

85

19453

10.40267

0.226863

0.208601

GOTERM

GO:0001933~negativ
e regulation of
protein
phosphorylation

4.545455

0.032859

TGFBI, LRRK2,
IGFBP3

66,

85

19453

10.40267

0.226863

0.208601

GOTERM

GO:1903980~positiv
e regulation of
microglial cell
activation

3.030303

0.032923

LRRK2, MMP8

66

19453

58.94848

0.226863

0.208601

GOTERM

GO:0010863~positiv
e regulation of
phospholipase C
activity

3.030303

0.032923

ESR1, FGFR1

66

19453

58.94848

0.226863

0.208601

GOTERM

GO:0060576~intestin
al epithelial cell
development

3.030303

0.032923

SRC, IL6ST

66

19453

58.94848

0.226863

0.208601

GOTERM

GO0:0070723~respons,
e to cholesterol

3.030303

0.032923

TGFBI, TGFBR1

66

19453

58.94848

0.226863

0.208601

GOTERM

GO:0030154~cell
differentiation

10.60606

0.033409

NTRKI1, SRC,
VDR, LRRK2,
PTPN6, PPARG

66

723

19453

2.853661

0.229315

0.210855

GOTERM

GO:0007565~female
pregnancy

4.545455

0.03357

HSDI11B2, OXTR,
TGFBI1

66

86

19453

10.28171

0.229523

0.211047




GOTERM

G0:0070242~thymoc
yte apoptotic process

3.030303

0.036156

BAX, TP53

66

19453

53.58953

0.245308

0.225561

GOTERM

GO:0071803~positiv
e regulation of
podosome assembly

3.030303

0.036156

SRC, TNF

66

19453

53.58953

0.245308

0.225561

GOTERM

GO0:0019722~calciu
m-mediated signaling

4.545455

0.037961

CCRI, LRRK2,
TNF

66

92

19453

9.611166

0.256567

0.235914

GOTERM

GO:0031647~regulati
on of protein stability

4.545455

0.038714

TERT, CASP3,
LRRK2

66

93

19453

9.50782

0.260166

0.239223

GOTERM

G0:2000343~positiv
e regulation of
chemokine (C-X-C
motif) ligand 2
production

3.030303

0.039379

TGFBI, TNF

66

19453

49.12374

0.260166

0.239223

GOTERM

GO:0051549~positiv
e regulation of
keratinocyte
migration

3.030303

0.039379

MMP9, MTOR

66

19453

49.12374

0.260166

0.239223

GOTERM

GO:0007406~negativ
e regulation of
neuroblast
proliferation

3.030303

0.039379

TGFBI, TP53

66,

19453

49.12374

0.260166

0.239223

GOTERM

GO:0071233~cellular
response to leucine

3.030303

0.039379

EP300, MTOR

66

19453

49.12374

0.260166

0.239223

GOTERM

GO:0006983~ER
overload response

3.030303

0.039379

GSK3B, TP53

66

19453

49.12374

0.260166

0.239223

GOTERM

GO0:0034599~cellular,
response to oxidative
stress

4.545455

0.04178

ABCC1, PARPI,
LRRK2

66

97

19453

9.115745

0.274197

0.252124

GOTERM

GO:0035264~multice
Ilular organism
growth

4.545455

0.04256

EP300, TP53,
MTOR

66

98

19453

9.022727

0.274197

0.252124

GOTERM

GO:0006110~regulati
on of glycolytic
process

3.030303

0.042591

EP300, HIF1A

66,

19453

45.34499

0.274197

0.252124

GOTERM

GO:0045670~regulati
on of osteoclast
differentiation

3.030303

0.042591

TNF, MTOR

66

19453

45.34499

0.274197

0.252124

GOTERM

GO:0050732~negativ
e regulation of
peptidyl-tyrosine
phosphorylation

3.030303

0.042591

PTPN6, PRKCZ

66

19453

45.34499

0.274197

0.252124

GOTERM

GO0:004271 1~matern
al behavior

3.030303

0.042591

OXTR, NR3Cl1

66

19453

45.34499

0.274197

0.252124

GOTERM

GO:0014912~negativ
e regulation of
smooth muscle cell
migration

3.030303

0.042591

IGFBP3, SERPINEI

66

19453

45.34499

0.274197

0.252124

GOTERM

G0:0046330~positiv
e regulation of JNK
cascade

4.545455

0.043346

RIPK1, MMPS,
TNF

66

99

19453

8.931589

0.278046

0.255663

GOTERM

GO:0071498~cellular
response to fluid
shear stress

3.030303

0.045792

SRC, MMP2

66

19453

42.10606

0.289523

0.266216

GOTERM

GO:0048546~digesti
ve tract
morphogenesis

3.030303

0.045792

HIF1A, EGFR

66

19453

42.10606

0.289523

0.266216

GOTERM

GO0:0070102~interle
ukin-6-mediated
signaling pathway

3.030303

0.045792

SRC, IL6ST

66

19453

42.10606

0.289523

0.266216

GOTERM

GO:0010954~positiv
e regulation of
protein processing

3.030303

0.045792

MMP14, SRC

66

19453

42.10606

0.289523

0.266216

GOTERM

G0:0000902~cell
morphogenesis

4.545455

0.046544

TGFBI, VDR,
EGFR

66

19453

8.584731

0.293225

0.26962

GOTERM

GO:0010884~positiv
e regulation of lipid
storage

3.030303

0.048983

APOB, IKBKE

66

19453

39.29899

0.301063

0.276828

GOTERM

GO:0050966~detecti
on of mechanical
stimulus involved in
sensory perception of
pain

3.030303

0.048983

NTRKI1, TNF

66

19453

39.29899

0.301063

0.276828




GOTERM

G0O:2000679~positiv
e regulation of
transcription
regulatory region
DNA binding

3.030303

0.048983

TGFBI1, PARP1

66

19453

39.29899

—

0.301063

0.276828

GOTERM

GO:0080135~regulati
on of cellular
response to stress

3.030303

0.048983

BAX, OPRM1

66

19453

39.29899

—

0.301063

0.276828

GOTERM

GO:0060389~pathwa
y-restricted SMAD
protein
phosphorylation

3.030303

0.048983

TGFBI, TGFBRI1

66

19453

39.29899

—

0.301063

0.276828

GOTERM

GO:1903265~positiv
e regulation of tumor
necrosis factor-
mediated signaling
pathway

3.030303

0.048983

RIPK1, MMPS

66

19453

39.29899

—

0.301063

0.276828

GOTERM

GO:0010831~positiv
e regulation of
myotube
differentiation

3.030303

0.048983

MMP14, MTOR

66,

19453

39.29899

—

0.301063

0.276828

GOTERM

GO:0042632~cholest
erol homeostasis

4.545455

0.049825

APOB, SIRTI,
SREBF2

66

107

19453

8.263806

0.30518

0.280613




Supplementary Table 5 Results of the cellular comp

t category terms from GO enrichment analysis

Category Term Count % PValue Genes List Total| Pop Hits [Pop Tdtald EnrichnRetferronBenjamini FDR
SRC, LRRK2, OPRMI, TNF,
GO:0045121~m PRKCZ, EGFR, TGFBRI,
GOTERM " 14 2121212) T8SE-13{ i op s Be R IpR 1 NOSL 66 249| 20647 17.58902| 1.74E-10| 1.74E-10| 1.48E-10
IL6ST, CTSD, ABCG2
0004323510 NTRK1, VDR, KDR, RIPK1,
GOTERM " " 9| 13.63636| 5.20E-07|PPARG, IL6ST, EGFR, 66 225\ 20647 12.51333| 1.15E-04| 5.77E-05| 4.88E-05
P P TGFBRI, FGFRI1
TGFB1, MMP2, LRRK2,
IGFBP3, PON1, MMP3,
GO:0005615~ex SERPINEI, PLG, F2, MMPS,
GOTERM, - iar soace 21] 31.8I818| L74E-06\31p0 1\ \vPo, EGFR. 66| 1990  20647| 3.301256| 3.86E-04| 1.29E-04| 1.09E-04
MMP14, RBP4, MMP13,
CTSK, APOB, IL6ST, CTSD
TGFBI, MMP2, IGFBP3,
rort s s,
GOTERMtracellular 21| 31.81818| 8.56E-06|7 5> F2, » MPO, TNF, 66| 2208  20647| 2.975317| 1.90E-03| 4.53E-04| 3.84E-04
- MMP9, RBP4, MMP13, CTSK,
g KDR, PTPN6, APOB, IL6ST,
CTSD. FGFR1
‘ NTRK1, NCOA2, PARPI,
GOTERMaGc(r)ég?jlzziler 12] 18.18182| 1.02E-05|F TPNG, RIPK1, NOSI, NR3CI, 66 697 20647| 5.38594| 2.26E-03| 4.53E-04| 3.84E-04
. : : HIF1A, ESR1, TNF, TP53, : : : :
P EGFR
0004302510 NTRK1, TGFBI, SRC, CASP3,
GOTERM| > 9| 13.63636| 2.57E-05|LRRK2, APOB, IL6ST, TNF, 66 382|  20647| 7.370419| 0.00568| 9.49E-04| 8.04E-04
uronal cell body
PTPRF
ABCC1, PTPRS, ABCBI, SRC,
o LRRK ONI SERPINEL
GOTERMtracellular 20| 30.30303| 3.91E-05y 1+ “hroRE. RBPA, ALDH?. 66| 2240  20647| 2.793155| 0.008651| 1.24E-03| 1.05E-03
cxosome BAX, PTPN6, APOB, IL6ST,
CTSD
GSK3B, ABCBI, SRC, NR3C1,
MPO, HIF1A, HSD11B2,
TERT, CASP3, CTSK, EP300,
GOTERM| G0:0005654-n 28| 42.42424| 4.62E-05|NOS1, IKBKE, NCOA2, 66|  4076|  20647| 2.149002| 0.010195| 1.28E-03| 1.08E-03
ucleoplasm CREBBP, PARP1, NOS2, VDR,
ESRI, SIRT1, SREBF2, MTOR,
ESR2, PTPNG, PPARG,
MDM4. TP53. ABCG2
GO:0005667~tr
- NCOA2, CREBBP, PARP1,
GOTERM anscription 7] 10.60606] 9.39E-05| o100 ESR 1 TPS3 66 234 20647| 9.358262| 0.020637| 2.32E-03| 1.96E-03
factor complex
NCOAZ, CREBBP, PARPI,
GO:0000785~ch, VDR, NR3CI, HIFIA, ESRI,
GOTERM " * 13] 19.69697) 16004 o Nt ESRa, £P300, 66|  1112|  20647| 3.657224] 0.034847] 3.30E-03| 2.79E-03
PPARG, TP53
GO:0031012~ex
MMP14, TGFB1, MMPI3,
GOTERMjtracellular 7] 10.60606] L63E-04f v b NIMPS, MMPO 66 259 20647| 8.454955| 0.035645| 0.003299| 0.002794
matrix
GSK3B, OXTR, PTPRS,
ABCBI, SRC, LRRK2,
SERPINEI, PLG, TNF,
PRKCZ, PTPRF, EGFR, TERT,
GOTERM GO:0005886-pl 32| 48.48485| 1.87E-04{CNR2, KDR, RIPK1, NOSI, 66| 5455  20647| 1.835136| 0.040587| 0.003452| 0.002924

asma membrane

APOB, CCR1, NTRKI,
ABCC1, TGFB1, NOS2,
MMP2, OPRM1, F2, ESR1,
TGFBR1, MMP14, IL6ST,
FGFR1. ABCG2




GO:0005737~cy]

GSK3B, ABCBI, SRC, LRRK2,
TYMS, NR3C1, CYP3A4,
HIF1A, PRKCZ, EGFR, TERT,
CNR2, CASP3, EP300, NOSI,
APOB, IKBKE, CCR1,

GOTERMmplasm 33 50| 2.18E-041( A2, CREBBP, TGFBL, 66, 5771]  20647| 1.788858| 0.047226| 0.003721| 0.003151
NOS2, VDR, MMP3, ESR1,
SIRT1, SREBF2, MTOR,
MMP14, BAX, PTPNG,
PPARG, TP53
GSK3B, TYMS, NR3C1, MPO,
HIF1A, EGFR, TERT, CASP3,
KDR, EP300, NOS1, IKBKE,
GO:0005634-n NCOA2, CREBBP, TGFBI,
GOTERM " 34| 51.51515| 2.60E-04/PARP1, NOS2, VDR, MMP2, 66, 6100]  20647| 1.743661| 0.056153| 0.004127| 0.003495
IGFBP3, MMP3, ESR1, SIRT1,
SREBF2, TGFBR1, MTOR,
ESR2, MMP14, BAX, PTPNG,
PPARG. MDM4. TP53. FGFR1
GOTERMU0:0016605-P 5| 7.575758| 4.028-04| TERT SIRT1, TP33, IKBKE, 66, 110 20647| 14.2197| 0.085414| 0.005951| 0.00504,
ML body MTOR
GSK3B, PARP1, SRC, MMP2,
GO0:0005739~m LRRK2, TYMS, NR3C1,
GOTERM - " . 14| 21.21212| 5.60E-04 SIRTL, ESR2, ALDHD, BAX, 66, 1466|  20647| 2.987494| 0.11694] 0.00777| 0.00658
RIPK1, NOS1, TP53
GO:1904724~te
GOTERM|rtiary granule 4| 6.060606| 0.000733|PTPN6, MMPS, CTSD, MMP9 66, 56| 20647| 22.34524( 0.150183| 0.009569| 0.008104
lumen
GO:0043231~in HSD11B1, HSD11B2, CTSK,
tracellular LRRK2, PONI, PPARG,
GOTERMIJl:ﬁZ;ne- 11{ 16.66667| 0.001195 APOB, CYP3A4, MFO, 66, 1014]  20647| 3.393655| 0.23319] 0.014742| 0.012484
SREBF2, ESR2
organelle
ggzoosgg7~m CCRI, NTRK1, ABCCI,
OXTR, PTPRS, OPRM1, TNF,
GOTERMC(I)mponent of 13[ 19.69697| 0.001737 PIPRE. BGFR, MMP14, CNRY, 66, 1453|  20647| 2.798922| 0.320171| 0.020294] 0.017186,
plasma KDR, FGFR1
membrane
GO0:0005789~en HSD11B1, HSD11B2, LRRK2,
doplasmic PON1, BAX, APOB, CYP3A4,
GOTERM & - 11 16.66667| 0.002697| 010 AL SREBE2 EGFR, 66, 1132]  20647|  3.0399| 0.450892| 0.029933| 0.025348
membrane MTOR
GOTERM GO:0005764-1y 6| 9.090909] 0.003047|RC: CTSK, LRRK2, MPO, 66, 313 20647| 5.996805| 0.492129( 0.032214| 0.02728
Sosome CTSD, MTOR
GO:0030425~de NTRK 1, GSK3B, CNR2,
GOTERM| .. 7| 10.60606| 0.003224[LRRK2, OPRMI, IL6ST, 66, 460(  20647| 4.760507] 0.511677| 0.032528 0.027546,
ndrite
MTOR
GO0:0005768~en LRRK2, KDR, OPRMI,
GOTERM| 6| 9.090909| 0.003625 PRKCZ EGER. TGFERI 66, 326]  20647| 5.757669| 0.553444| 0.034988| 0.02963
GO:0009897~ex
GOTERM|termal side of 7| 10.60606| 0.004132| SR CTSK, KDR, PLG, 2, 66, 484 20647| 4.524449| 0.601194| 0.036558( 0.030959
plasma IL6ST, TNF
membrane
GOTERM| G©:0005635~n s| 7.575758| 0.004266|FARP1, BAX, SIRTI, PRKCZ, 66, 209 20647| 7.484051] 0.612885| 0.036558( 0.030959

uclear envelope

MTOR




GO:0005829~cy]

GSK3B, PTPRS, SRC, LRRK2,
TYMS, NR3CI, HIF1A,
PRKCZ, TERT, CASP3, EP300,
RIPK1, NOS1, APOB, IKBKE,

GOTERMtOSOl 29( 43.93939| 0.004282 CREBBP, PARP1, NOS2, VDR, 66 5627 20647 1.612256( 0.614247| 0.036558| 0.030959
ESRI1, SIRT1, SREBF2, MTOR,
MMP14, BAX, PTPNG6,
PPARG, TP53, FGFR1
GO:0030424~ax| NTRKI1, GSK3B, TGFBI,
GOTERMOn 6[ 9.090909| 0.006306| PTPRS. LRRK2. OPRM1 66 372 20647| 5.045699( 0.754465| 0.051848| 0.043907
GO:0090575~R
GOTERME’;:IIOSZ?EET 4] 6.060606| 0.007043|NCOA2, VDR, PPARG, HIF1A 66 124 20647 10.0914] 0.791784| 0.055845| 0.047292
factor complex
GO:0016324~ap
. ABCCI1, OXTR, ABCBI,
GOTERMical plasma 6[ 9.090909| 0.009204 CTSK, PRKCZ, ABCG2 66 408 20647 4.60049( 0.871628| 0.070461| 0.059669
membrane
GO:0010008~en|
GOTERM|dosome 5[ 7.575758| 0.010771 gg;{f:l’RIPKI’APOB’ CTSD, 66 273 20647| 5.729548( 0.909664| 0.078437| 0.066424
membrane
GO:0098978~gl
GOTERM|utamatergic 6[ 9.090909| 0.010953 GSK3B, PTPRS, SRC, LRRK2, 66 426 20647 4.406103( 0.913271] 0.078437| 0.066424
PLG, PRKCZ
synapse
GO:0072562~bl
GOTERM|ood 4{ 6.060606| 0.0114|TGFBI1, PON1, PLG, F2 66 148 20647| 8.454955( 0.92155| 0.079086| 0.066974
microparticle
GOTERMG_O:0043204~pe 4] 6.060606| 0.014759 PTPRS, CNR2, LRRK?2, 66 163 20647 7.676892( 0.963155| 0.099291| 0.084084
rikaryon OPRM1
GO:0070021~tr
ansforming
growth factor
GOTERMbetal-type N 2( 3.030303| 0.015643|TGFB1, TGFBR1 66 5 20647 125.1333( 0.969812| 0.102143| 0.086499
receptor-type I
receptor
GOTERM;?;(r)[?i?Zglweu 3| 4.545455| 0.016345[/HIF1A, ESR1, SIRT1 66 62 20647) 15.1371f 0.974228| 0.102777| 0.087037
GO:0035580~sp
GOTERM|ecific granule 3| 4.545455| 0.016847|PTPN6, MMPS, CTSD 66 63 20647 14.89683( 0.976989| 0.102777| 0.087037
lumen
GO:0009986~ce NTRKI, TGFB1, ABCBI, PLG,
GOTERMll surface 7( 10.60606| 0.01713 TNF, EGFR, TGFBR1 66 657 20647| 3.33308( 0.978414| 0.102777| 0.087037
GO:0098591~ex|
ternal side of
GOTERM| ", 2| 3.030303| 0.018743|ABCB1, ABCG2 66 6 20647| 104.2778( 0.985011| 0.109499| 0.092729
apical plasma
membrane
GO:0031093~pl
GOTERM]atelet alpha 3| 4.545455| 0.019454|TGFBI, SERPINE1, PLG 66 68 20647 13.80147( 0.987238| 0.110737| 0.093777
granule lumen
GOTERMgg;VOi?&Ssgosz 3[ 4.545455| 0.020541|/OXTR, TGFBI, LRRK2 66 70 20647| 13.40714( 0.990024| 0.114003| 0.096543
GO:0031264~de|
ath-inducing
GOTERMSignaling 2( 3.030303| 0.021833|CASP3, RIPK1 66 7 20647| 89.38095( 0.992558| 0.118219| 0.100113
complex
GOTERMGO:OOM&MNn 5[ 7.575758| 0.026535 NCOA2, CREBBP, PARPI, 66 359 20647 4.35701f 0.997447| 0.140257| 0.118776
uclear body HIF1A, TP53
GO:0043202~1y
GOTERM| 3| 4.545455| 0.038226(CTSK, APOB, CTSD 66 98 20647 9.576531( 0.999825| 0.188447| 0.159586
sosomal lumen
GO0:0030054~ce
GOTERMlljunction 4] 6.060606| 0.038367[SRC, KDR, PRKCZ, EGFR 66 236 20647| 5.30226( 0.999831| 0.188447| 0.159586
GO:0005759~m RRK
GOTERMitochondrial 5| 7.575758( 0.03903 ALDH?, L 2, TYMS, 66 406 20647| 3.852627( 0.999855| 0.188447| 0.159586
R NR3Cl1, TP53
matrix
GOTERMGOE1990909~Vv 2( 3.030303| 0.040173|GSK3B, LRRK2 66 13 20647| 48.12821( 0.999889| 0.188447| 0.159586
nt signalosome
GO:0098685~S
GOTERMChaffer 3| 4.545455| 0.040373(PTPRS, PLG, PRKCZ 66 101 20647] 9.292079( 0.999894| 0.188447| 0.159586

collateral - CA1
synapse




GO:0016021~in
tegral

GSK3B, OXTR, PTPRS,
ABCBI, CYP3A4, TNF,
CYP19A1, PTPRF, EGFR,

GOTERM| 25| 37.87879| 0.040745|HSD11B1, HSD11B2, CTSK, 66 5457 20647| 1.433175| 0.999902( 0.188447| 0.159586,
component of KDR, CCR1, ABCCI, OPRMI,
membrane ESR1, TGFBR1, MMP14,
MMP13, BAX, IL6ST, TP53,
GOTERMOGI(;?EI?IZ%NG 3| 4.545455|  0.0448|MMP14, TGFBI, F2 66 107] 20647 8.771028] 0.999962| 0.20297| 0.171885
ABCCI1, ABCBI, PARPI,
LRRK?2, CYP3A4, NR3Cl,
GOTERM S©:0016020-m 18] 27.27273] 0.050837|ESR1, CYPI9AL, TNF, 66 3677]  20647| 1.531411| 0.999999| 0.265676| 0.224987

embrane

PRKCZ, EGFR, TGFBR1,
MTOR, HSD11B1, BAX,
PTPNG6, IL6ST, FGFR1




Supplementary Table 6 Results of the molecular function categor

terms from GO enrichment analysis

Category Term Count %o PValue Genes List Total| Pop Hits |Pop Tdteld Enrichnh-ferronh}enjamin FDR
TGFBI1, PARPI, SRC,
GO:0019899~ PLG, CYP3A4,
GOTERM|enzyme 13| 19.69697| 6.49E-09|HIF1A, ESR1, SIRT]1, 66 386 18967 9.67856| 2.53E-06( 2.53E-06| 2.24E-06
binding EGFR, ESR2, MDM4,
PPARG, TP53
GO:0005496~ HSD11B1, HSD11B2,
GOTERMsteroid 6) 9.090909| 5.39E-08|CYP3A4, NR3Cl, 66, 30 18967| 57.47576| 2.10E-05| 1.05E-05| 9.30E-06
binding ESRI, ESR2
GO-0002039~ GSK3B, CREBBP,
GOTERM 53.bindin 7| 10.60606| 1.82E-07|EP300, MDM4, 66, 73 18967| 27.55687| 7.10E-05| 1.87E-05| 1.66E-05
P e HIFIA, SIRTI, TP53
CREBBP, PARPI,
VDR, MMP2, MMP3,
GO:0008270~ NR3C1, MMPS,
GOTERMzinc ion 16[ 24.24242( 2.34E-07|ESR1, MMP9, ESR2, 66 888 18967| 5.177996| 9.11E-05| 1.87E-05| 1.66E-05
binding MMP14, MMP13,
EP300, MDM4,
PPARG, TP53
GO:0004252~ MMP14, MMP13,
serine-type MMP2, CTSK
GOTERM 9| 13.63636| 2.40E-07 ? i 66, 187 18967| 13.83106| 9.36E-05| 1.87E-05| 1.66E-05
endopeptidase MMP3, PLG, F2,
activity MMP8, MMP9
GO:0004175~ MMP14, MMP13,
GOTERMendopeptidase 7| 10.60606| 2.92E-07\MMP2, MMP3, PLG, 66 79 18967( 25.46394| 1.14E-04| 1.90E-05| 1.68E-05
activity MMP8, MMP9
NTRK 1, TGFBI,
PARP1, LRRK?2,
NR3C1, ESRI,
%(e:)r.lg(;:lzso% SIRT1, TNF, MMP9,
GOTERerOtein 21| 31.81818| 7.67E-07|EGFR, MTOR, 66 1736 18967 3.476356| 2.99E-04| 4.27E-05| 3.78E-05
g.n . TERT, KDR, BAX,
1nding RIPK1, PPARG,
IL6ST, IKBKE, TP53,
FGFR1, ABCG2
NTRK 1, GSK3B,
GO:0004672~ SRC, LRRK2, RIPK1,
GOTERM|protein kinase 10] 15.15152| 5.86E-06|PRKCZ, IKBKE, 66 382 18967 7.523005| 2.28E-03( 2.86E-04| 2.53E-04
activity EGFR, TGFBRI1,
MTOR
GO:0031625~ GSK3B, ABCBI,
GOTERMublqlflmf 9| 13.63636| 1.17E-05 PARPI, RIPK1, 66 315 18967| 8.210823| 4.57E-03| 5.09E-04| 4.50E-04
protein ligase HIF1A, TP53,
binding IKBKE, EGFR,
GO:0004712~ NTRK1, GSK3B,
protein SRC, LRRK2, KDR,
GOTERM|serine/threoni 10| 15.15152 1.95E-05|RIPK1, PRKCZ, 66 444 18967 6.472495| 7.57E-03( 7.60E-04| 6.72E-04
ne/tyrosine EGFR, MTOR,
kinase activity FGFR1
GO:0001223~
transcription CREBBP, TERT,
GOTERM coactivator 5| 7.575758| 2.18E-05 EP300, HIFIA, ESR1 66 48 18967( 29.93529| 8.47E-03( 7.74E-04| 6.84E-04

binding




GO:0004879~
RNA

polymerase IT
transcription VDR, PPARG,
GOTERM fretor activity. 5| 7.575758| 349B-03| b3l Bery ESR2 66 54| 18967 26.60915| 1.35E-02| 1.12E-03| 9.94E-04
ligand-
activated
sequence-
GO:0004222~ MMP14, MMP13,
GOTERMMet@lloendope 6] 9.090909| 4.09E-05|MMP2, MMP3, 66 112 18967| 15.39529| 1.58E-02| 1.12E-03 9.94E-04
ptidase MMP8, MMP9
activity
G0:0002020~ GSK3B, CASP3,
GOTERM|protease 6| 9.090909| 4.27E-05|SERPINE1, PLG, 66 13| 18967] 15.25905| 1.65E-02| 1.12E-03| 9.94E-04
binding TNF, TP53
NTRKI, HSD11BI,
GO0:0042803~ TERT, NOS2,
protein PARPI1, LRRK2,
GOTERM® 12/ 18.18182] 432E-03(, 000 b, 66 749|  18967|  4.6042| 1.67E-02| 1.12E-03| 9.94E-04
tion activity TYMS, FGFRI,
ABCG2
GO:0008022~ TERT, SRC, EP300,
GOTERM POt C- 7 10.60606| 5.00E-05{PPARG, OPRM1, 66 192|  18967] 10.47735| 0.01933| 1.22E-03| 1.08E-03
terminus SIRT1, SREBF2
binding
600020037 NOS2, SRC, NOSI,
GOTERM " 6| 9.090909| 1.90E-04|CYP3A4, MPO 66 155|  18967| 11.12434| 0.071466| 4.36E-03| 3.86E-03
heme binding ’ ’
CYPI9AI
00003682 NCOA2, CREBBP,
GOTERM chromatin 9| 13.63636| 2.90E-04/FARP1, EP300, 66 498|  18967| 5.193593 0.106875| 6.28E-03| 5.55E-03
ot PPARG, MPO, ESR1,
binding
TP53, EGFR
GO:0008201~ PTPRS, APOB, F2,
GOTERMheparin 6| 9090909 3T0E-04y 1o e e TGER 66 179]  18967] 9.632809| 0.134355| 7.59E-03| 6.72E-03
binding
G0:0030331~
estrogen PARPI1, SRC,
GOTERM 41 6.060606] 4.01E-04 e =% 66 42| 18967| 27.36941| 0.144746| 7.82E-03| 6.91E-03
binding
G0:0061629~
RNA
polymerase II GSK3B, CREBBP,
GOTERM**aUenee 6| 9.090909| 4.52E-04|PARP1, EP300, 66 187|  18967| 9.22071| 0.161585| 7.85E-03| 6.95E-03
specific DNA
bee! HIFIA, TP53
binding
transcription
factor binding
G0:0016922~
GOTERM|ligand- 4] 6.060606| 4.60E-04 N COA2; EP300, 66 44| 18967] 26.12534 0.164319| 7.85E-03| 6.95E-03
dependent HIFIA, SIRT1
G0:0008233~ CASP3, MMP3,
GOTERM|peptidase 5| 7.575758| 4.63E-04|MMPS, CTSD, 66 105| 18967 13.6847] 0.165305| 7.85E-03| 6.95E-03
activity MMP9
NTRK 1, GSK3B,
ABCCI, ABCBI,
GO:0005524~ SRC, LRRK2,
GOTERM {0 g 15| 22.72727| 6.01E-04|PRKCZ, EGFR, 66| 1539  18967| 2.800963| 0.208936| 0.009478| 8.38E-03
TGFBRI, MTOR,
KDR, RIPK 1, IKBKE,
FGFR1, ABCG2
G0:0034056~
estrogen
GOTERMresponse 3| 4.545455| 6.23E-04|NR3C1, ESR1, ESR2 66 11 18967] 78.37603| 0.215912| 0.009478| 0.008384
element
binding
GO:0004713~
GOTERMP™'e™" 5| 7.575758| 6.325-04/ L RK1, SRC, KDR, 66 14| 18967| 12.60433| 0.218476| 0.009478| 0.008384
tyrosine EGFR, FGFR1

kinase activity




GO:0004714~

transmembran
GOTERM|® Feceptor 4] 6.060606| 8.41E-04/ | RK1, KDR, EGFR, 66 54 18967| 21.28732] 0.279742| 0.012148| 0.010747
protein FGFR1
tyrosine
kinase activity
GO:0008559~
xenobiotic-
GOTERM|transporting 3| 4.545455| 1.02E-03 iﬁggé’ ABCBI, 66 14| 18967] 61.58117| 0.329586 0.013781| 0.012191
ATPase
activity
GO:0015562~
efflux
GOTERM |transmembran 3| 4.545455| 1.02E-03 iﬁggi’ ABCBI, 66 14| 18967] 61.58117| 0.329586| 0.013781| 0.012191
e transporter
activity
GO:0019901~ l?;‘;\??’;ﬁfg’
GOTERME;(::;;n kinase 8| 12.12121] 199E-03( i Fer sy, 66 521 18967| 4.412726| 0.54052| 0.025896| 0.022908
& PRKCZ
GO:0004674~ GSK3B, LRRK?2,
protein RIPK1, PRKCZ
GOTERM seri?e/threom 7| 10.60606| 24SE-03{1 bk GpnRy 66 400 18967] 5.029129| 0.616255 0.030858| 0.027298
HC-ITlaSC MTOR
activity
GSK3B, PTPRS,
LRRK2, SERPINEI,
NR3C1, MPO, TNF,
CASP3, CTSK, KDR,
EP300, NOSI,
IKBKE, CTSD,
NCOA2, PARPI,
IGFBP3, MMP2,
MMP3, OPRM1, F2,
GO:0005515~ MMP9, SIRTI,
GOTERMprotein 55[ 83.33333 2.56E-03| TGFBRI, SREBF2, 66| 12657|  18967| 1.248782| 0.63189| 0.03119] 0.027592
binding RBP4, MMP14,
PPARG, IL6ST,
TP53, ABCG2,
ABCBI, SRC, PLG,
CYP3A4, HIF1A,
PRKCZ, EGFR,
TERT, CNR2, RIPK]1,
APOB, NTRK1,
CCR1, CREBBP,
TGFBI, NOS2, VDR,
G0:0042910~
GOTERM*enobiotic 3| 4.545455| 3.568-03| ABCCL ABCBL, 66 26| 18967 33.15909| 0.751548| 0.042122 0.037262
transporter ABCG2
activity
G0:0019903~
protein PPARG, TP53,
GOTERM 4| 6.060606| 3.76E-03 66 91| 18967 12.63203| 0.770293| 0.043182| 0.038199
phosphatase IKBKE, EGFR
binding
GO:0001968~
GOTERM fibronectin 3| 4.545455| 5.37E-03 i\él;gﬁ’sﬂs& 66 32| 18967| 26.94176| 0.877442| 0.059815 0.052913
binding
GOTERMG0:0019900~ 4| 6.060606| 5.76E-03| L RK1, SRC, PLG, 66 106|  18967| 10.84448| 0.895096 0.062306| 0.055117
kinase binding EGFR
GO:0071889~
GOTERM|14-3-3 protein 3| 4.545455| 6.04E-03|ESR1, TP53, PRKCZ 66 34 18967 25.35695] 0.906017| 0.062306| 0.055117
binding
GO:0047485~
GOTERMP™eIn N- 4| 6.060606| 6.078-03| TGFBL TERT, 66 108]  18967] 10.64366| 0.906972| 0.062306| 0.055117
terminus PARP1, TP53
binding
GO:0051087~
GOTERM|chaperone 4| 6.060606| 0.006387 gg’ BAX, PLG, 66 110|  18967] 10.45014| 0.917817 0.063098| 0.055818
binding
GO:0043565~ VDR, PPARG,
GOTERM S¢auence- 6| 9.090909| 0.006472[NR3C1, HIFIA, 66 344|  18967] 5.012421| 0.920511| 0.063098| 0.055818
specific DNA ESRI. ESR2

binding




GO:0034212~
peptide N-

GOTERM 2| 3.030303| 0.006842|CREBBP, EP300 66 2| 18967| 287.3788| 0.931281| 0.064659| 0.057198
acetyltransfera
se activity
G0:0051287~ HSD11B2, ALDH2,

GOTERM ding 3| 4.545455) 0.007129] oo 66 37| 18967 23.30098| 0.938596| 0.064659| 0.057198
G0:0001221~
transcription

GOTERM """ 3| 4.545455| 0.007129|EP300, PPARG, ESR1 66 37| 18967 23.30098| 0.938596| 0.064659| 0.057198
binding
G0:0019838~ KDR, IL6ST,

GOTERM|growth factor 3| 4.545455( 0.008294) ~ oo 66 40|  18967| 21.55341| 0.961161| 0.073519| 0.065036
binding

GoTERM S0:0050661~ 3| 4.545455| 0.009530[ ISP 11B1, NOS2, 66 43| 18967| 20.04968| 0.976203| 0.082674| 0.073135
NADP NOSI
GO:0051879~

GOTERM|Hsp90 protein 3| 4.545455| 0.009972|KDR, NR3C1, HIF1A 66 44| 18967| 19.59401| 0.979929| 0.084543| 0.074788
binding
GO:0004517~
nitric-oxide

GOTERM 2| 3.030303| 0.010246/NOS2, NOS1 66 3| 18967| 191.5859| 0.981988| 0.085023| 0.075213
y
activity
GO:0042626~
ATPase
activity,

GOTERMcoupled to 3| 4.545455| 0.01132 iggg;’ ABCBI, 66 47| 18967| 18.34333| 0.988204| 0.091975| 0.081362
transmembran
e movement of]
substances
G0:0005102~ SRC, LRRK2,

GOTERM|receptor 6| 9.090909| 0.013429|SERPINEL, PLG, F2, 66 412|  18967| 4.185128| 0.99487| 0.102291| 0.090488
binding TGFBR1
GO:0046943~
carboxylic

GOTERM21d 2| 3.030303| 0.013639|ABCC1, ABCBI 66 4| 18967 143.6894| 0.995279| 0.102291| 0.090488
transmembran
e transporter
activity
GO0:0030284~

GOTERM::E:;%Z? 2| 3.030303| 0.013639|ESR1, ESR2 66 4] 18967| 143.6894| 0.995279| 0.102291| 0.090488
activity
GO:0034617~

GOTERM|tetrahydrobiop 2| 3.030303| 0.013639|NOS2, NOS1 66 4| 18967 143.6894| 0.995279| 0.102291| 0.090488
terin binding
GO:0070888~ PPARG, HIF1A,

GOTERM| " . o 3| 4.545455| 0.018015|p mo” 66 60|  18967| 14.36894| 0.999166| 0.132402( 0.117125
GO0:0003700~
tfrans‘:“pt?o,“ VDR, PPARG,

GOTERM| [a¢tor activity, 7| 10.60606| 0.018333|NR3C1, HIF1A, 66 613| 18967 3.28165| 0.999265| 0.132402 0.117125
sequence- ESRI, TP53, ESR2
specific DNA
binding
GO:0003684~

GOTERM|damaged DNA 3| 4.545455| 0.022162 EESEO%B P, PARPL, 66 67|  18967| 12.86771| 0.99984| 0.154041| 0.136267
binding
GO:0042277~

GOTERM|peptide 3| 4.545455| 0.022784 gﬁgﬁ’lp PARG, 66 68|  18967| 12.67848| 0.999875| 0.154041| 0.136267
binding
GO:0005518~

GOTERM|collagen 3| 4.545455| 0.022784 xﬁﬁf » CTSK, 66 68|  18967| 12.67848| 0.999875| 0.154041| 0.136267
binding
GO:0000978~
RNA
polymerasetII NCOA2, VDR,
core promoter PPARG, NR3CI

GOTERMpro?;lmal 10] 15.15152] 0.022909| "o’ “SIR T 66 1222  18967| 2.351709| 0.999881| 0.154041| 0.136267
regton TP53, SREBF2, ESR2
sequence-
specific DNA
binding
GO:0097110~

GOTERM scaffold 3| 4.545455| 0.023413|SRC, NOS1, IL6ST 66 69|  18967| 12.49473| 0.999903| 0.154762| 0.136904

protein




GOTERM

GO:0008237~
metallopeptida
se activity

4.545455

0.024692

MMP2, MMP3,
MMP9

66

71

18967

12.14277

0.999942

0.160497

0.141979

GOTERM

GO:0046983~
protein
dimerization
activity

6.060606

0.026004

NCOAZ2, HIFIA,
SREBF2, ABCG2

66

186

18967

6.180189

0.999966

0.166254

0.147071

GOTERM

G0:0030235~
nitric-oxide
synthase
regulator
activity

3.030303

0.027094

ESRI1, EGFR

66

18967

71.8447

0.999978

0.170432

0.150767

GOTERM

GO:0061733~
peptide-lysine-
N-
acetyltransfera
se activity

3.030303

0.03043

CREBBP, EP300

66

18967

63.86195

0.999994

0.188376

0.16664

GOTERM

GO:0051117~
ATPase
binding

4.545455

0.035151

SRC, ESR1, EGFR

66

86,

18967

10.02484

0.999999

0.214203

0.189488

GOTERM

GO:0005114~
type I
transforming
growth factor
beta receptor
binding

3.030303

0.037067

TGFB1, TGFBRI1

66

11

18967

52.25069

0.218272

0.193086

GOTERM

GO:0034618~
arginine
binding

3.030303

0.037067

NOS2, NOS1

66

11

18967

52.25069

0.218272

0.193086

GOTERM

GO0:0003677~
DNA binding

10]

15.15152

0.037861

TERT, PARPI, VDR,
EP300, PPARG,
NR3CI, HIFIA,
ESRI, TP53, ESR2

66

1337

18967

2.14943

0.218272

0.193086

GOTERM

GO:0044877~
macromolecul
ar complex
binding

7.575758

0.038058

TGFBI1, CASP3,
RIPK1, PRKCZ,
PTPRF

66

370

18967

3.883497

0.218272

0.193086

GOTERM

GO:0008013~
beta-catenin
binding

4.545455

0.039737

GSK3B, EP300, ESR1

66

92

18967

9.371047

0.221746

0.19616

GOTERM

GO:0097677~
STAT family
protein

3.030303

0.040369

EP300, PPARG

66

12

18967

47.89646)

0.221746

0.19616

GOTERM

GO:0004706~
JUN kinase
kinase kinase
activity

3.030303

0.040369

LRRK2, RIPK1

66

12

18967

47.89646

0.221746

0.19616

GOTERM

GO:0004197~
cysteine-type
endopeptidase
activity

4.545455

0.045357

CASP3, CTSK, CTSD

66

99

18967

8.708448

0.241602

0.213725

GOTERM

GO:0016301~
kinase activity

6.060606

0.04536

GSK3B, LRRK2,
EGFR, MTOR

66

232

18967

4.954807

0.241602

0.213725

GOTERM

GO:0016491~
oxidoreductas
¢ activity

6.060606

0.045842

HSD11B1, NOS2,
NOSI, CYP3A4

66

233

18967

4.933541

0.241602

0.213725

GOTERM

G0:0030296~
protein
tyrosine
kinase
activator
activity

3.030303

0.04694

IL6ST, EGFR

66

14

18967

41.05411

0.244086

0.215922




tary Table 7 Results of the pathways from KEGG enrichment analysis

Category| Term pathway Count % PValue Genes Pop Hits |Pop Tdteld Enrichn&-ferronh}enjamin FDR
NTRK 1, GSK3B, CREBBP, TGFBI,
Pathwavs in NOS2, MMP2, F2, HIF1A, ESR1,
G_PATHY hsa05200 cancery 22 |33.33333[2.94E-11| MMP9, EGFR, TGFBRI, MTOR, 531 8644 | 5.77632 | 6.54E-09 | 6.54E-00 | 4.18E-09
ESR2, TERT, CASP3, BAX, EP300,
PPARG, IL6ST, TP53, FGFR1
Proteonlveans in TGFBI, SRC, MMP2, HIFIA, ESRI,
G_PATHNY hsa05205 Cancefy 14 |21.21212| 1.24E-09 | TNE, MMP9, EGFR, MTOR, CASP3,| 205 8644 [9.521322|2.75E-07 | 1.37E-07| 8.79E-08
KDR, PTPNG. TP53, FGFR1
Kap".“:*gc"ma' CCR1, GSK3B, CREBBP, SRC,
G_PATHY hsa05167 Eisoc'a.e 12 |18.18182| 8.61E-08 |CASP3, EP300, BAX, IL6ST, HIFIA,| 194 8644 |8.623878| 1.91E-05 | 6.37E-06 | 4.07E-06
NeTpesvITuS TP53, IKBKE, MTOR
infection
CREBBP, TGFBI, SRC, CASP3,
G_PATHY hsa05161 |Hepatitis B 11 |16.66667| 1.60E-07| EP300, BAX, TNF, TP53, IKBKE, | 162 8644 | 9.466746| 3.56E-05 | 8.90E-06 | 5.70E-06
MMP9, TGFBRI1
Relaxin sionalin TGFBI, MMP13, NOSZ, SRC,
G_PATHY hsa04926 = "7 gnaimg 10 |15.15152| 2.50E-07| MMP2, NOS1, PRKCZ, MMP9, 129 8644 | 10.8077 | 5.55E-05 | 1.11E-05 | 7.10E-06
pathway EGFR, TGFBRI
GSK3B, CREBBP, MMP3, EP300,
G_PATHY hsa05215 |Prostate cancer 9 |13.63636| 339E07 | 1o Ui BGFR, MTOR, FGFRI| ¥ 8644 [12.93582|7.53E-05 | 1.16E-05 | 7.45E-06
Endocrine SRC, MMP2, BAX, ESRI, TP53,
G_PATHY hsa01522| 1 9 9 | 13.63636| 367E07| T e R, MTOR 98 8644 | 12.80382|8.15E-05 | 1.16E-05 | 7.45E-06
Thyroid hormone NCOAZ2, GSK3B, CREBBP, SRC,
G PATHY hsa04910| iy | O | 1363636 L8SE06 | o ESRY, Ths3, MTOR | 12! 8644 [10.37003| 4.11E-04 | 4.86E-05 | 3.11E-05
GSK3B, TGFBI, CASP3, BAX,
G_PATHY hsa05210|Colorectal cancer 8 [1212021 213806 o e EBR] MTOR 86 8644 | 12.96924| 4.73E-04 | 4.86E-05 | 3.11E-05
Livid and GSK3B, SRC, CASP3, MMP3, BAX,
G_PATH\ hsa05417| P . 11 |16.66667|2.19E-06 | PPARG, APOB, TNF, TP53, IKBKE,| 215 8644 [7.133083| 4.86E-04 | 4.86E-05 | 3.11E-05
- atherosclerosis
MMP9
- CREBBP, SRC, EP300, PTPNG,
G_PATHY hsa04520| Adherens junction | 8 | 1212121 | 361E-06| prpp " cie “Tornr. FGERI 93 8644 [ 11.99306| 8.02E-04 | 7.29E-05 | 4.66E-05
CREBBP, TGFBI, NOS2, SRC,
G_PATHY hsa05152| Tuberculosis 10 |15.15152|4.12E-06] VDR, CASP3, EP300, BAX, TNF, | 180 8644 | 7.74552 | 9.13E-04 | 7.47E-05 | 4.78E-05
CTSD
. NTRK1, PARP1, CASP3, CTSK,
G_PATHY hsa04210|Apoptosis 9 |13.63636| 446E-06| b INE CTSD. TPSS 136 8644 | 9.226281|9.89E-04 | 7.47E-05 | 4.78E-05
Estrogen signaling NCOAZ2, SRC, MMP2, OPRM1,
G_PATHYhsa04915| 0 T80 9 |13.63636| 471E06| Lo CTon vivpo. EGFR. EsR2 | 137 8644 [ 9.158936| 1.05E-03 | 7.47E-05 | 4.78E-05
AGE-RAGE
signaling pathway o | TGFBL, CASP3, MMP2, SERPINEI, y | y
G_PATHY hsa04933>/&1 "8 8 [ 12.02121 | SRTE06| T L S bRk CZ, TOFBRI 100 8644 | 11.15355| 1.30E-03 | 8.69E-05 | 5.56E-05
complications
. GSK3B, TGFB1, ABCB1, TERT,
G_PATHY hsa05226|Gastric cancer 9 |13.63636| 8.78E06 | bes LGrR. TGFBRL MTOR| 4 8644 [8.421303| 1.95E-03 | 1.22E-04 | 7.79E-05
Human GSK3B, CREBBP, TERT, CASP3,
G_PATHY hsa05165 |papillomavirus 12 |18.18182| 1.65E-05| EP300, BAX, TNF, TP53, PRKCZ, | 331 8644 | 5.054478| 3.66E-03 | 2.16E-04 | 1.38E-04
infection IKBKE, EGFR. MTOR




Human

CCRI1, GSK3B, SRC, CASP3, BAX,

G_PATHY hsa05163 cytomegalovirus 10| 15.15152| 250E05| T 1n’ "INE Tps3. EGFR, MTOR | 225 8644 |6.196416| 5.53E-03 | 3.08E-04 | 1.97E-04
infection
IL-17 signaling GSK3B, MMP13, CASP3, MMP3,
G_PATHYhsa04657| - 7 |10.60606 | 4.83E-05 INF. IKBKE. MMPO 94 8644 [10.38229| 1.07E-02 | 5.64E-04 | 3.61E-04
MicroRNAS in ABCC1, CREBBP, ABCB1, CASP3,
G_PATHY hsa05206| 7 11 |16.66667|5.40E-05|  EP300, MDM4, SIRTI, TP53, 310 8644 | 4.947138| 1.19E-02 | 6.00E-04 | 3.84E-04
MMP9, EGFR, MTOR
GSK3B, BAX, ESRI, TP53, EGFR,
G_PATHY hsa05224 |Breast cancer 8 |12.12121| 7.22E05 FSR2. MTOR. FGER] 147 8644 |7.587448| 1.59E-02 | 7.63E-04 | 4.88E-04
Diabetic GSK3B, TGFBI, PARP1, MMP2,
G_PATH\ hsa05415| 2> 9 |13.63636|8.16E-05| CTSD, PRKCZ, MMPY9, TGFBR1, | 203 8644 | 6.181154| 1.79E-02 | 8.23E-04 | 5.26E-04
- cardiomyopathy
MTOR
HIF-1 signaling CREBBP, NOS2, SERPINEL, EP300,
G_PATHY hsa04066 7 |10.60606| 1.11E-04 109 8644 [8.953537|2.43E-02 | 1.05E-03 | 6.73E-04
- sa pathway HIF1A, EGFR, MTOR
- GSK3B, CASP3, BAX, RIPK1, TNF,
G_PATHY hsa05160 |Hepatitis C 8 |12.12121| 1.14E-04 PS5, IKBKE. EGFR 158 8644 [ 7.059208| 2.49E-02 | 1.05E-03 | 6.73E-04
Central carbon
G_PATHY hsa05230 | metabolism in 6 [9.090909| 126504 NTRKL HIFIA, TPS3, EGFR, 70 8644 [11.95023|2.76E-02 | 1.12B-03 | 7.16E-04
= MTOR, FGFR1
cancer
G_PATHY hsa04115[P>3 Signaling 6 [9.090909| 1.645-04| CASP3 IGFBP3, SERPINEL BAX, | 8644 |11.30427|0.035822 1.37E-03 | 8.77E-04
- pathway MDM4, TP53
Hepatocellular GSK3B, TGFBI, TERT, BAX, TP53,
G_PATHY hsa05225| "% 0% 8 |12.12121| 1.67E-04 EGFR. TOFBR. MTOR 168 8644 | 6.639017|0.036349 | 1.37E-03 | 8.77E-04
. TGFBI, BAX, TP53, EGER,
G_PATHY hsa05212 |Pancreatic cancer 6 |9.090909| 1.86E-04 TGFBRI. MTOR 76 8644 | 11.00679|0.040544 | 1.43E-03 | 9.16E-04
G_PATH\ hsa05219|Bladder cancer 5 |7.575758] 1.87E-04| SRC, MMP2, TP53, MMP9, EGFR | _ 41 8644 | 17.00236] 0.040669 | 1.43E-03 | 9.16E-04
EGFR tyrosine
G_PATHY hsa01521 |kinase inhibitor 6 |9.000000|2.248-04| GSK3B: SRC’I\?TIJO%BAX’ EGFR, 79 8644 [ 10.58881|0.048467 | 1.66E-03 | 1.06E-03
resistance
Transcriptional
) Ona NTRK 1, IGFBP3, MMP3, BAX,
G_PATHY hsa05202 ::szfulauon in 8 (1202121 3.90E04] T L0 PO, TPS3. MMPO 193 8644 [5.779041|0.083024 | 2.80E-03 | 1.79E-03
Fluid shear stress SRC, MMP2, KDR, TNF, TP53,
G_PATHYhsa0s418[ 5 2“7 2% | 7 11060606 4.17E-04 PRKCZ. MMPO 139 8644 [7.021119]0.088385 | 2.89E-03 | 1.85E-03
‘Alcoholic liver GSK3B, ALDH2, CASP3, RIPK1,
G_PATHY hsa04936 . *° 7 7 |10.60606 | 4.67E-04 SIRTL TNF. IKBKE 142 8644 | 6.872785|0.098526 3.14E-03 | 2.01E-03
Chemical
! . SRC, VDR, CYP3A4, ESR1, IKBKE,
G_PATHY hsa05207 carcinogenesis - 8 |12.12121| 6.85E-04 EGFR. ESR2. MTOR 212 8644 [5.261108]0.141189 | 4.48E-03 | 2.86E-03
receptor activation
Cellular TGFBL, IGFBP3, SERPINEL, SIRTI,
G_PATHYhsa04218| > ** 7 |10.60606 | 7.68E-04 P33, TGFBRL MTOR 156 8644 |6.255997|0.156858 | 4.87E-03 | 3.12E-03
Human T-cell
e CREBBP, TGFB1, TERT, EP300,
G_PATHY hsa05166 leukemia virus 1 8 |12.12121|9.00E-04 BAX. TNF. TP53, TGFBR1 222 8644 [5.024121]0.181159 5.55E-03 | 3.55E-03
infection
MAPK signaling NTRK1, TGFBI, CASP3, KDR, TNF,
G_PATHYhsa04010] * 0 9 |13.63636| LI6E03| 0 o TGFBR). FGERI 301 8644 | 4.168685|0.227727| 6.87E-03 | 4.40E-03
G_PATHY\ hsa01523 i::;f;if: 4 |6.060606|1.19E-03| ABCCI, TYMS, TNF, ABCG2 30 8644 | 18.58925]|0.231507 | 6.87E-03 | 4.40E-03
G_PATHY hsa0d668| T signaling 6 |9.090900|1.21E-03| MMPI4, CASP3, MMP3, RIPKI, 114 8644 [7.337861| 0.23522 | 6.87E-03 | 4.40E-03
- pathway TNF, MMP9
CREBBP, CASP3, EP300, BAX,
G_PATHY hsa05164|Influenza A 7 |10.60606| 1.24E-03 PLG. TNF. IKBKE 171 8644 |5.707225]0.240559 | 6.88E-03 | 4.40E-03
G_PATHY hsa4071 | SPhingolipid 6 |9.090009|1.57E-03| ABCCH BAX, TNF, CTSD,TPS3, | 5, 8644 | 6.913356|0.295166 | 8.52E-03 | 5.45E-03
— signaling pathway PRKCZ
- GSK3B, SRC, BAX, RIPK1, TNF,
G_PATHY hsa05131|Shigellosis 8 |12.12121| 1.67E-03 %3, EGFR. MTOR 247 8644 [ 4.515607|0.310308 | 8.84E-03 | 5.65E-03
G_PATH\ hsa05216] Thyroid cancer 4 |6.060606] 2.19E-03|  NTRKI, BAX, PPARG, TP53 37 8644 | 15.07236]0.385428| 1.13E-02 | 7.21E-03
FoxO signaling CREBBP, TGFBI, EP300, SIRTL,
G_PATHY hsa04068 6 |9.0909092.23E-03 131 8644 |6.385619|0.391307| 1.13E-02| 7.21E-03
- sa pathway EGFR, TGFBRI
Pathogenic
G_PATHY hsa05130 |Escherichia coli 7 |1060606| 2.618-03| SRS CASP3’§;)T(I’\II;TPN6’ RIPKL | o 8644 | 4.928967|0.440061 | 1.29E-02 | 8.23E-03
infection >
Viral CREBBP, SRC, CASP3, EP300,
G_PATHYhsa05203( /% = 7 |10.60606 3.03E-03 BAX IL6ST. 193 204 8644 | 4.783997|0.489862 | 1.46E-02 | 9.35E-03
G_PATHY hsa04211 | -On&eVitY 5 |7.575758|3.50E-03 | BAX, PPARG, SIRTI, TP53, MTOR | 89 8644 |7.832548|0.541317| 1.66E-02 | 1.06E-02
- regulating pathway]
G_PATHY hsa04932 |Non-2leoholic 6 |9.000009|4.61E-03| OSK3B, TGFBL, CASP3, BAX, 155 8644 |5.396878|0.641473 | 2.13E-02 | 1.36E-02
- fatty liver disease PPARG, TNF
G_PATH\ hsa04148 | Efferocytosis 6 |9.090909|4.74E-03 TGFBI’CI‘;I?&PSTHP;I;T’ PPARG, 156 8644 |5.362283]0.651503 | 2.15E-02| 1.37E-02
G_PATHY hsa05142 [Chagas disease 5 |7.575758|5.70E-03 TGFBI’NO%FSIfg INEL, TNF, 102 8644 |6.834282|0.7188452.53E-02 | 1.62E-02
G _PATHY hsa04630| ASTAT 6 |9.0000096.158-03| CREBBP, EP300, PTPNG, IL6ST, 166 8644 [5.039254|0.745779 | 2.68E-02 | 1.71E-02
- signaling pathway EGFR, MTOR
Parathyroid
G PATHY hsa04928|20rmone s |7.575758|6.52803| MMP14, MMPI3, VDR, EGFR, 106 8644 |6.576385|0.766188 | 2.79E-02 | 1.78E-02
- synthesis, FGFR1
secretion and
G_PATHY hsaod6s9| 17 cell s |7.575758|6.976-03| TOFBIL IL6ST, HIFIA, TGFERI, 108 8644 | 6.4546 |0.788138|2.81E-02 | 1.80E-02

differentiation

MTOR




TGF-beta

CREBBP, TGFBI, EP300, TNF,

G_PATHY\ hsa04350| > 5 |7.575758 6.97E-03 108 8644 | 6.4546 |0.7881382.81E-02| 1.80E-02
— signaling pathway TGFBR1
G_PATHY hsa04931 | Insulin resistance s |7.575758|6.978-03| OSK3B TN};/’;SI}:CZ’ PTPRF, 108 8644 | 6.4546 |0.7881382.81E-02| 1.80E-02
Endometrial
G_PATHYhsa05213| " 4 |6.060606| 7.83E-03 GSK3B, BAX, TP53, EGFR 58 8644 [9.615128|0.825511|3.11E-02| 1.99E-02
G_PATHY hsa04020| C21cium signaling 7 | 10.60606 | 8.568-03 | NTREL OXTR, NOS2, KDR, NOSL, | 54 8644 |3.857453|0.851827| 3.34E-02 | 2.13E-02
— pathway EGFR, FGFR1
G_PATHY hsa00140 | Steroid hormone 4 |6.060606|9.416-03| HSDIIBL HSDIIB2, CYP3A4, 62 8644 [8.994797|0.8774770.036027| 2.30E-02
— biosynthesis CYPI9A1
Growth hormone
G_PATHY hsa04935|Y"thesis, s |7.575758| 1.008-02| GSK3B, CREBBP, IGFBP3, EP300, | 8644 | 5.80914 | 0.89333 |0.037742| 2.41E-02
- secretion and MTOR
action
G_PATHY\ hsa05211 f;‘jr'l;g 4 |6.060606| 1.26E-02| CREBBP, TGFBI, EP300, HIFIA 69 8644 [8.082281|0.940014 | 0.046598 | 2.98E-02
G_PATHY hsa04917 E:t’fl‘\’:;;‘“gnahng 4 |6.060606| 1.31E-02 GSK3B, SRC, ESR1, ESR2 70 8644 | 7.96682 | 0.94638 | 0.04765 | 3.05E-02
G_PATHY hsaos160|EPStein-Barrvirus | g 490009 | 1 37p-02| CASP3, BAX, RIPRI TNF, TPS3, |, 8644 [4.141169]0.9531020.049013| 3.14E-02
- infection IKBKE
G _PATH\ hsa05218|Melanoma 4 |6.060606] 1.41E-02 BAX, TP53, EGFR, FGFR1 72 8644 | 7.74552 | 0.957486] 0.049771| 3.18E-02
G_PATHY hsa04380|OSte0ctast s |7.575758|1.498-02| TOFBL CTSK, PPARG, TNF, 135 8644 | 5.16368 | 0.9646760.051846| 3.32E-02
- differentiation TGFBR1
G_PATH\ hsa05214|Glioma 4 |6.060606] 1.58E-02 BAX, TP53, EGFR, MTOR 75 8644 | 7.435699]0.970566] 0.053785| 0.034403
G _PATH\ hsa05162|Measles 5 |7.575758] 1.61E-02 |GSK3B, CASP3, BAX, TP53, IKBKE| 138 8644 |5.051426] 0.972667] 0.053785 0.034403
G_PATHY hsa05220 lceiz’e‘[‘r‘l‘jamyel‘”d 4 |6.060606|1.63E-02| TGFBI, BAX, TP53, TGFBR1 76 8644 [7.337861|0.974098 | 0.053785| 0.034403
G_PATHY hsa04371 | APelin signaling 5 |7.575758| 1.65E-02 | OS2 SERPINEL, NOSI, TGFBRI, | 5 8644 [5.015085|0.9749750.053785| 0.034403
- pathway MTOR
G_PATH\ hsa05140|Leishmaniasis 6.060606] 1.69E-02| __ TGFBI, NOS2, PTPN6, TNF 77 8644 | 7.242564] 0.977265] 0.054374] 0.03478
. . CREBBP, CASP3, EP300, BAX,
G_PATHY hsa05016 |Huntington disease| 7 | 10.60606 | 2.03E-02 PPARG, TPS3. MTOR 306 8644 [3.189332]0.9895360.064475| 0.041241
ErbB signaling
G_PATHYhsa04012| "0 78 4 |6.060606]2.19E-02|  GSK3B, SRC, EGFR, MTOR 85 8644 | 6.560911]0.992727 | 0.068583 | 0.043869
Coronavirus
G_PATHY hsa05171|disease - COVID- 6 [9.090909| 235802 MMP3.F2, ILSCS;{TNF’ IKBKE, 232 8644 [3.605673]0.994869 | 0.072367| 0.046289
19
Hippo signaling g GSK3B, TGFBI1, SERPINEI,
G_PATHYhsa04390| E0" 5 |7.575758| 2.46B-02 PRKCZ. TOFBRI 157 8644 | 4.440107]0.995988 | 0.073191]0.046816
G_PATHY hsa04110|Cell cycle s |7.575758] 2.46E-02| GSK3Bs CREB]TB;);;GFBI’EBOO’ 157 8644 |4.440107]0.995988 | 0.073191]0.046816
PD-L1 expression
G_PATHY hsa05235 23::;1;;“1 4 |6.060606|2.47E-02|  PTPN6, HIF1A, EGFR, MTOR 89 8644 | 6.266038|0.9961450.0731910.046816
pathway in cancer
Small cell lung
G_PATHYhsa05222( ™ 4 |6.060606| 2.69E-02 NOS2, CASP3, BAX, TP53 92 8644 | 6.061711]0.997673 | 0.078698 | 0.050339
G_PATHY hsa04912 i‘iggggnalmg 4 |6.060606]0.027703|  MMP14, SRC, MMP2, EGFR 93 8644 [5.996531]0.998044 | 0.078847 0.050434
Rheumatoid
G_PATHYhsa05323| 4 |6.060606]0.027703|  TGFBI1, CTSK, MMP3, TNF 93 8644 [5.996531]0.998044 | 0.078847 0.050434
G_PATHY hsa04310 Xf;;;g;‘ahng s |7.575758|0.034058| GSK3B CREBT]?)I;EWOO’ SIRTL | 4 8644 | 4.006303]0.9995440.095707|0.061218
G_PATH\ hsa05146] Amocbiasis 4 |6.060606]0.035068]  TGFBI, NOS2, CASP3, TNF 102 8644 | 5.467426]0.999638 0.097314 0.062246
G_PATHY hsa02010]ABC transporters 3 |4.545455]0.039942 ABCCL, ABCBI, ABCG2 45 8644 |9.294624] 0.999883 ] 0.10829 | 0.069267
G_PATHY hsa04151 [P IPK-AKE 7 | 10.60606 | 0.040122 | NTRKL GSK3B, KDR, TP33, EGFR,| 35 8644 [2.718483]0.999887| 0.10829 | 0.069267
- signaling pathway MTOR, FGFR1
Toll-like receptor
G_PATHY hsa04620[ - *" 4 |6.060606]0.040487|  CTSK, RIPK1, TNF, IKBKE 108 8644 | 5.16368 | 0.999896| 0.10829 | 0.069267
- signaling pathway
G_PATHY hsa04930 zﬁ’l‘i’tgsd‘abetes 3 |4.545455(0.041572 TNF, PRKCZ, MTOR 46 8644 [9.092567|0.9999190.109869 | 0.070277
G_PATHY hsa05014 | Amyotrophic 7 | 10.60606| 0.042461| NOS2 CASP3, BAX, NOSL, TNF, | 3¢, 8644 |2.6811410.9999340.1108990.070935
- lateral sclerosis TP53, MTOR
G_PATH\ hsa05145 | Toxoplasmosis 4 |6.060606]0.043347] _ TGFBI, NOS2, CASP3, TNF 111 8644 |5.024121]0.999947] 0.111896] 0.071573
G_PATHY hsa00330 r‘igli‘;g‘““d 3 |4.545455(0.048334 ALDH2, NOS2, NOS1 50 8644 [8.365161]0.999983 | 0.123335| 0.07889
Pathways of
G PATHY hsa05022 |neurodegeneration| 8 | 12.12121 | 0.049187| COSK3B, NOS2, CASP3, LRRK2, 476 8644 [2.343182]0.999986 | 0.124086| 0.079371

- multiple diseases

BAX, NOS1, TNF, MTOR




Supplementary Table 8 Details of targets and components for molecular docking

. . . . Compounds Compounds
Target | PDBID | Center coordinates Docking grid box size Mol ID PubChem ID Name
PPARG 1fm6 18.12,-15.81,3.01 47.26,52.53,61.26 MOL000358 222284 beta-sitosterol
HIF1A 519b 5.83,15.91,0.61 22.07,19.50,34.63 MOL005503 46191017 Cornudentanone
ESR1 1a52 101.15,23.01,97.18 56.21,75.75,34.44 MOL002883 5363269 Ethyl oleate
TGFB1 4kv5 20.27,28.31,10.89 63.87,35.72,35.79 MOL005530 5318214 Hydroxygenkwanin
TNF | 1tmf | 19.9549.6839.93 61.27,63.26,60.65 MOL005557 11190577 lan"f)tf‘ffc:;:t‘:“‘3‘
SRC 1a07 44.80,18.24,19.23 37.90,28.58,37.02 MOL003137 442659 Leucanthoside
CASP3 Icp3 10.35, 7.49,22.20 59.48,59.43, 67.90 MOL001494 5282184 Mandenol
EGFR | 1ml4 | 26.20,9.51,58.60 56.75, 64.35, 49.34 MOL001771 457801 p°“3ff;“tzt_fl'en'
TP53 Sole 98.13,82.80,-30.17 38.96,45.60,47.02 MOL000359 12303645 sitosterol
MOL000449 5280794 Stigmasterol




