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Dear editor

We have read the paper by Wang et al on Long Term Characteristic of Clinical Distribution and Resistance Trends of
Carbapenem-Resistant and Extended-Spectrum p-Lactamase Klebsiella Pneumoniae Infections.'. We congratulate the
authors for providing data in the form of an overview of Klebsiella pneumoniae (KP) infection patterns and KP resistance
to several antibiotics, which are useful for the treatment and prevention and control of bacterial infections that are
resistant to various antibiotics used in hospitals.

The study conducted by Wang et al showed that carbapenem-resistant KP (CRKP) had the highest proportion of
carbapenem-resistant Enterobacteriaceae and most of the infected patients were >60 years old, an increasing trend
every year. However, it should be noted that carbapenem resistance is determined when imipenem or meropenem are
resistant by antimicrobial susceptibility testing.” There are several things to be considered, namely virulence factors, drug
resistance, and types of KP sequences in different samples to be identified by wire-drawing tests, polymerase chain
reactions, drug susceptibility tests, and multi-site sequence typing.’

In the study by Wang et al, they conducted strain identification using the BD PhoenixTM100 system in which the
minimum inhibitory concentration of antibiotics was determined by the broth method.! The method used is appropriate,
however we recommend continuing with a modified carbapenem inactivation method in which the isolates studied are
determined by multilocus sequence types, and the presence of carbapenemase genes and virulence are examined using
the polymerase chain reaction test. In addition, the modified carbapenem inactivation method (mCIM) and the EDTA-
carbapenem inactivation method (eCIM) also help to determine the phenotype of the carbapenemase.” In addition,
phenotypic carbapenemase production could also be confirmed by a modified Hodge test, followed by conventional
polymerase chain reaction to determine isolates undergoing antibiotic sensitivity test.’

In conclusion, we agree that the level of KP resistance to conventional antibiotics is generally high as well as
susceptibility to common antibiotics, especially cefotaxime,' therefore it is necessary to build a multidisciplinary
collaborative mechanism to manage infection and jointly suppress the spread of bacterial resistance. However, with
increasing percentage of hypervirulent Klebsiella pneumoniae, the level of antimicrobial resistance of Klebsiella
pneumoniaec may decrease, therefore we recommend conducting a virulence study of Klebsiella pneumoniae
(Shanghai, China) and also creating strategies to combat the persistent challenges created by AMR and developing
MDR.’
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