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Purpose: To report on a patient with Stargardt disease (STGD1) and with an intronic mutation in the ABCA4 gene.
Patients and Methods: A 69-year-old female patient presented to the clinic complaining of progressive vision loss. The ophthalmic 
evaluation was remarkable for a best corrected visual acuity of counting fingers at 5’ in the right eye and 3’ in the left eye. Imaging 
revealed deep extensive atrophy of the central macula, epithelial pigment hyperplasia, and other areas of multifocal atrophy in the right 
eye. Furthermore, fundus autofluorescence imaging of the macula showed central hypoautofluorescence with bilateral expansion to the 
periphery in both eyes. A full-field electroretinogram showed a normal rod response, with decreased cone response, bilaterally. Genetic 
testing was positive for a homozygous intronic mutation in the ABCA4 gene of the variant c.5714+5G>A.
Conclusions and Importance: Patients with STGD1 due to presumed mild or moderate mutations in the ABCA4 gene may have 
a more severe presentation and progression of the disease. Based on this, the first report of a genotype–phenotype correlation in 
a Puerto Rican patient with STGD1 disease, genotyping all Puerto Rican patients is warranted.
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Introduction
Stargardt disease (STGD1) is known to be one of the most common causes of inherited macular dystrophy in both adults 
and children. Stargardt disease has a typical onset during the early part of the second decade of life and presents initially 
with central vision loss, yellow flecks around the macula and retinal mid-periphery, and progressive atrophy of the retinal 
pigment epithelium (RPE).1–4 The progression of the loss of retinal function is usually slow; however, there is great 
variability in the progression rate among patients.3

Mutations in the ABCA4 gene have been associated with STGD1, cone-rod dystrophy, and retinitis pigmentosa.1,3,5 

ABCA4 is an ATP-binding cassette transporter found at the rim of the outer segments of the rods and cones.1,2,6 Defects 
in this protein lead to the accumulation of N-retinylidene-phosphatidylethanolamine in the photoreceptor disc membrane. 
This, in turn, condenses to phosphatidyl-pyridinium bisretinoid and accumulates in the RPE, forming a major component 
of lipofuscin, which is toxic to this tissue.7

STGD1 is inherited in an autosomal recessive manner and is caused by mutations in the ABCA4 gene.1–7 Made up of 
50 exons, ABCA4 is a highly polymorphic gene. Hundreds of disease-associated variants have been reported.1–7 This 
gene’s highly polymorphic nature leads to great phenotypic variation, making STGD1 a clinical and diagnostic challenge. 
Most patients are compound heterozygous for pathogenic variants of the gene.4,8 Studies have suggested that missense 
variants are associated with a milder and later onset of disease and that those with null alleles are associated with more 
severe disease.3 Intronic mutations in the ABCA4 gene have been described. Studies in Newfoundland and Greece found 
the intronic allele c.5714+5G>A to be the most common in their cohorts.4,8 This allele was associated with mild-to- 
moderate disease. Both studies found some degree of founder effect in patients affected with this mutation.
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Up to this day, there is no study describing the genotype–phenotype correlation of a Puerto Rican patient with 
STGD1. Herein, we report on a Puerto Rican patient with STGD1 who had a homozygous intronic mutation in the 
ABCA4 gene.

Case Report
A 69-year-old female patient complained of progressive vision loss. Her parents were first cousins. She had been 
diagnosed with retinitis pigmentosa 27 years previously. The patient had been a smoker for 15 years. She had a past 
medical history of hyperlipidemia and hypothyroidism.

Upon a comprehensive ophthalmic evaluation, the patient was found to have a best corrected visual acuity (BCVA) of 
counting fingers at 5’ and 3’ in the right and left eyes, respectively. Retinoscopy showed a refraction of –1.00 + 0.50×70 
and –2.00 + 1.00×5 in the right and left eyes, respectively. As depicted in Figure 1A and B, the patient had pale optic 
discs with extensive deep atrophy of the central macula, epithelial pigment hyperplasia, and other areas of multifocal 
atrophy in the right eye. In addition, the patient had macular atrophy in the left eye. In the patient’s fundus autofluor-
escence (FAF) imaging, there was evidence of central hypoautofluorescence of the macula, with diffuse outward 
centrifugal extension from its center to its periphery (depicted in Figure 1C and D).

Macular optical coherence tomography (OCT) determined that the average macular thickness was 191 µM and 193 
µM in the right and left eyes, respectively. Macular volume was 6.9 mm3 and 7.0 mm3 in the right and left eyes, 
respectively. No macular edema, cysts, or subretinal fluid was found in either eye. Figures 2A and B depict Macular OCT 
imaging.

A visual field test revealed that the patient had mean deviations of –23.75 dB and –24.56 dB in the right and left eyes, 
respectively. Pattern standard deviations were +3.69 dB and +4.69 dB in the right and left eyes, respectively 
(Supplementary Figures 1 and 2). The results of a full-field electroretinogram (ERG) showed a normal rod response 
and decreased cone response, bilaterally (Supplementary Figure 3). For these reasons, a clinical diagnosis of STGD1 
disease was made.

A B

C D

Figure 1 Color fundus photography and autofluorescence showing the extent of macular dystrophy. (A) Right eye, demonstrating pale optic discs with extensive deep 
atrophy of the central macula, epithelial pigment hyperplasia, and other areas of multifocal atrophy. (B) Left eye, depicts macular atrophy. (C) Right eye, central area of 
hypoautofluorescence at the macula. Diffuse outward centrifugal extension from the center to the periphery of the macula and at the nasal side of the optic disc, with sparing 
of peripapillary area. Very few hyperfluorescent flecks near the outer border of the affected area. (D) Hypoautoflourescent areas at the central macula and nasal to the optic 
disc. Outward centrifugal extension from the center to the periphery of the macula and at the nasal side of the optic disc. Very few hyperfluorescent flecks near the outer 
border of the affected area.
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A single pathogenic homozygous intronic variant c.5714+5G>A of the ABCA4 gene was found upon sequencing and 
deletion/duplication analysis using next-generation sequencing (Invitae Corporation, San Francisco, California). She had 
six additional variants of uncertain significance (VUS) at the CACNA1F, EYS, KCNV2, KLHL7, MKKS, and USH2A 
genes (Table 1, Supplementary Figure 4).

Discussion
Previous studies have reported that patients with a mutation on the ABCA4 gene have a broad spectrum of phenotypic 
presentations due to many variants. In general, patients with STGD1 have progressive bilateral central vision loss. 
Disease onset typically occurs in childhood, early adulthood, or, sometimes, after the fourth decade of life. Several 
studies have found that disease severity is linked to the commencement of disease presentation, with earlier onset being 
associated with more severe disease.3,9–11 In early-onset STGD1, spectral-domain OCT usually shows a loss of central 
macular architecture and the relative preservation of the peripheral macula.3 Later-onset STGD1 usually has a milder 
phenotype with a better prognosis and is associated with foveal sparing. Using OCT, a study in Hungarian patients with 

A

B

Figure 2 Macular optical coherence tomography demonstrating macular dystrophy with retinal pigment epithelium atrophy. (A) Right eye. (B) Left eye.

Table 1 Next-Generation Sequence Analysis of Our Patient

Gene Variant Zygosity Variant Classification

ABCA4 c.5714+5G>A (Intronic) Homozygous Pathogenic

CACNA1F c.3901A>G (p. Met1301Val) Heterozygous Uncertain significance

EYS c.2027C>T (p.Thr676Met) Heterozygous Uncertain significance

KCNV2 c.731G>A (p.Arg244His) Heterozygous Uncertain significance

KLHL7 c.1372A>C (p.Thr458Pro) Heterozygous Uncertain significance

MKKS c.1161+3A>G (Intronic) Heterozygous Uncertain significance

USH2A c.14531C>T (p.Thr4844Met) Heterozygous Uncertain significance
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STGD1 found decreased foveolar thinning and decreased macular thinning.12 Investigators also found a linear correlation 
between BCVA and foveolar and macular thickness. Upon OCT, our patient had significant visual acuity loss associated 
with decreased macular thickness and volume. Our patient findings are comparable with those of the Hungarian cohort.

Additionally, Hargitai et al12 found that all the patients with the c. 5714+5G>A allele had a retinal phenotype defined 
by extensive atrophy of the RPE. Our patient had retinal ophthalmoscopic and OCT findings compatible with macular 
atrophy in both eyes. Our findings were consistent with those of Hargitai’s study.12

Fundus autofluorescence of patients with STGD1 initially demonstrates reduced central autofluorescence in the macula, 
which represents RPE atrophy, surrounded by an increased signal or a bull’s eye maculopathy appearance.3 Longitudinal 
studies on the course of STGD1 disease have observed RPE atrophy expansion to progress at a rate of 4.47 mm2 per year in 
patients with FAF imaging showing multiple areas of low autofluorescence signal at the posterior pole with a heterogeneous 
background.13 This rate was faster compared to those of patients with other morphologies visible on FAF imaging.13 Our 
patient had extensive RPE atrophy, which is similar to the increased rate of atrophy found in the former group.

Similarly, a genotype–phenotype study by Lee et al in patients with STGD1 found that patients with an FAF-identified 
morphology of macula-wide atrophy, affected mid-periphery, and central scotoma with confluent fleck accumulation to 
be associated with the allele c.5714+5G>A.14 In addition, this study found, contrary to prior studies, that this allele was 
associated with a clinically severe phenotype.14 Our patient’s findings are comparable to those of Lee and team, in terms 
of FAF findings of and the presence of the pathogenic allele in our patient.

Later-onset STGD1 patients usually have good visual acuity and isolated macular dysfunction that will be present on 
a normal full-field ERG.9,11 Full-field electroretinography can be helpful in confirming the diagnosis and serves as 
a classification and prognosis predictor. Patients with ERGs that show a generalized loss of cone function but preserved 
rod function are classified as having moderately severe disease.3 Our patient’s ERG showed a loss of cones with 
preserved rod function. Our patient’s history and clinical findings are compatible with those of later-onset-STGD1 
studies.3,9 Furthermore, her ERG showed functional cone loss. This finding is consistent with Green et al’s study on 
patients with homozygous mutations on the c.5714+5G>A allele.8

Earlier studies on the c.5714+5G>A allele have described homozygous patients with this mutation as having milder 
disease with later onset and slower progression.4,8,15 Green et al observed that, in their study population, this mutated allele 
was associated with a “definite” phenotype that leads to vision loss by middle age.8 Interestingly, a genotype–phenotype 
analysis of patients with this variant showed that, in patients with the c.5714+5G>A allele, the vision loss was mild to 
moderate and that homozygotes had less severe disease that appeared later compared to compound heterozygotes. Patients in 
this cohort with the homozygous inheritance of this allele experienced disease onset at or after the fourth decade of life, mild-to 
-moderate loss of visual acuity, central scotoma, and normal rod response with normal to decreased cone response. Our patient 
had late-onset disease and bilateral central scotoma. Our findings are compatible with those of Green’s report.

A study of patients with late-onset STGD1 (after the fourth decade of life) found that late-onset disease had clinical 
overlap with juvenile-onset disease except for the factors of later age at onset, slower disease progression, and greater 
visual acuity.9 However, visual acuity, fundus imaging results, and disease progression varied greatly in their cohort. Our 
patient had late-onset disease and a significant loss of visual acuity. The severity of her disease could have been due to 
factors such as smoking and late diagnosis.

ABCA4 intronic variants have been previously studied.16 Intronic variants that are located at splice donor sites are 
mostly situated at +3 to +6 downstream of exons, while intronic noncanonical splice-site variants at acceptor sites are 
located at positions −14 to −3 upstream of exons. Sangermano and co-workers found that the intronic allele c.5714G>A, 
which corresponds to exon 40, resulted in approximately 40% normally spliced ABCA4 mRNA, which leads to residual 
protein activity.16 Therefore, the residual activity of ABCA4 mutants may play a significant role in determining disease 
severity.16–18 Our patient had an intronic mutation in the ABCA4 gene, which could explain the severity of her disease. 
Moreover, she had additional variants of uncertain significance (VUS) in other retinal disease-associated genes. These 
results should be considered with caution due to the clinical unpredictability of VUS.19 There is no consensus on the 
interpretation of VUS, and further studies should clarify their roles on phenotypic expression of inherited macular 
dystrophies and the possibility of molecular interactions.19–21 Findings could potentially reveal a role in our patient’s 
disease severity.
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The consanguinity present in relatively isolated populations may be responsible for the founder effect that is 
commonly found in patients of this disease. Our patient’s parents were first cousins.4,9,12 Finding this degree of 
consanguinity in the parents of an individual with STGD1 is not unusual, which is supported by previous reports.

Much of the immigration from Canada to Puerto Rico took place during the War of 1812. This gene may have reached the 
island during that period of time. Additionally, this gene is relatively common in European populations,22 which is an 
interesting finding that reflects social and migratory genetics.

Conclusion
This is the first report of a genotype–phenotype correlation in a Puerto Rican patient with STGD1. Patients with STGD1 
due to presumed mild or moderate mutations in the ABCA4 gene may have a more severe presentation and progression 
of the disease. Genotyping all Puerto Rican patients with STGD1 is warranted.

Ethics Approval and Informed Consent
Institutional Review board (IRB) approval for this study was not required. The patient provided informed written consent 
for the case and images to be published.

Disclosure
Dr Natalio J Izquierdo-Encarnacion reports personal fees from Rhythm Corporation, outside the submitted work. The 
authors report no other conflicts of interest in this work.

References
1. Del Pozo-Valero M, Riveiro-Alvarez R, Blanco-Kelly F, et al. Genotype–phenotype correlations in a Spanish cohort of 506 families with biallelic 

ABCA4 pathogenic variants. Am J Ophthalmol. 2020;219:195–204. doi:10.1016/j.ajo.2020.06.027
2. Zhong M, Molday, LL, Molday, RS. Role of the C terminus of the photoreceptor ABCA4 transporter in protein folding, function, and retinal 

degenerative diseases. J of Biol Chem. 2009;284(6):3640–3649. doi:10.1074/jbc.M806580200
3. Tanna P, Strauss RW, Fujinami K, Michaelides M. Stargardt disease: clinical features, molecular genetics, animal models and therapeutic options. 

Br J Ophthalmol. 2017;101(1):25–30. doi:10.1136/bjophthalmol-2016-308823
4. Smaragda K, Vassiliki K, George K, et al. Mutation spectrum of the ABCA4 gene in a Greek cohort with stargardt disease: identification of novel 

mutations and evidence of three prevalent mutated alleles [published correction appears in J Ophthalmol. 2018 Dec 16;2018:3039672]. 
J Ophthalmol. 2018:5706142. doi:10.1155/2018/5706142

5. Riveiro-Alvarez R, Lopez-Martinez MA, Zernant J, et al. Outcome of ABCA4 disease-associated alleles in autosomal recessive retinal dystrophies: 
retrospective analysis in 420 Spanish families. Ophthalmology. 2013;120(11):2332–2337. doi:10.1016/j.ophtha.2013.04.002

6. Thiadens AA, Phan TM, Zekveld-Vroon RC, et al. Clinical course, genetic etiology, and visual outcome in cone and cone-rod dystrophy. 
Ophthalmology. 2012;119(4):819–826. doi:10.1016/j.ophtha.2011.10.011

7. Al-Khuzaei S, Broadgate S, Foster CR, et al. An overview of the genetics of abca4 retinopathies, an evolving story. Genes. 2021;12(8):1241. 
doi:10.3390/genes12081241

8. Green JS, O’Rielly DD, Pater JA, et al. The genetic architecture of Stargardt macular dystrophy (STGD1): a longitudinal 40-year study in a genetic 
isolate. Eur J Hum Genet. 2020;28(7):925–937. doi:10.1038/s41431-020-0581-4

9. Westeneng-van Haaften SC, Boon CJ, Cremers FP, et al. Clinical and genetic characteristics of late-onset Stargardt’s disease. Ophthalmology. 
2012;119(6):1199–1210. doi:10.1016/j.ophtha.2012.01.005

10. Fujinami K, Lois N, Davidson AE, et al. A longitudinal study of Stargardt disease: clinical and electrophysiologic assessment, progression, and 
genotype correlations. Am J Ophthalmol. 2013;155(6):1075–1088.e13. doi:10.1016/j.ajo.2013.01.018

11. Fujinami K, Sergouniotis PI, Davidson AE, et al. Clinical and molecular analysis of Stargardt disease with preserved foveal structure and function. 
Am J Ophthalmol. 2013;156(3):487–501.e1. doi:10.1016/j.ajo.2013.05.003

12. Hargitai J, Zernant J, Somfai GM, et al. Correlation of clinical and genetic findings in Hungarian patients with Stargardt disease. Invest Ophthalmol 
Vis Sci. 2005;46(12):4402–4408. doi:10.1167/iovs.05-0504

13. Fujinami K, Lois N, Mukherjee R, et al. A longitudinal study of Stargardt disease: quantitative assessment of fundus autofluorescence, progression, 
and genotype correlations. Invest Ophthalmol Vis Sci. 2013;54(13):8181–8190. doi:10.1167/iovs.13-12104

14. Lee W, Zernant J, Su PY, et al. A genotype-phenotype correlation matrix for ABCA4 disease based on long-term prognostic outcomes. JCI Insight. 
2022;7(2):e156154. doi:10.1172/jciinsight.156154

15. Gerth C, Andrassi-Darida M, Bock M, et al. Phenotypes of 16 Stargardt macular dystrophy/fundus flavimaculatus patients with known ABCA4 mutations 
and evaluation of genotype-phenotype correlation. Graefes Arch Clin Exp Ophthalmol. 2002;240(8):628–638. doi:10.1007/s00417-002-0502-y

16. Sangermano R, Khan M, Cornelis SS, et al. ABCA4 midigenes reveal the full splice spectrum of all reported noncanonical splice site variants in 
Stargardt disease. Genome Res. 2018;28(1):100–110. doi:10.1101/gr.226621.117

17. Garces F, Jiang K, Molday LL, et al. Correlating the expression and functional activity of ABCA4 disease variants with the phenotype of patients 
with Stargardt disease. Invest Ophthalmol Vis Sci. 2018;59(6):2305–2315. doi:10.1167/iovs.17-23364

18. Rivera A, White K, Stöhr H, et al. A comprehensive survey of sequence variation in the ABCA4 (ABCR) gene in stargardt disease and age-related 
macular degeneration. Am J Hum Genet. 2000;67(4):800–813. doi:10.1086/303090

International Medical Case Reports Journal 2022:15                                                                          https://doi.org/10.2147/IMCRJ.S391001                                                                                                                                                                                                                       

DovePress                                                                                                                         
697

Dovepress                                                                                                                                                     Lugo-Merly et al

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1016/j.ajo.2020.06.027
https://doi.org/10.1074/jbc.M806580200
https://doi.org/10.1136/bjophthalmol-2016-308823
https://doi.org/10.1155/2018/5706142
https://doi.org/10.1016/j.ophtha.2013.04.002
https://doi.org/10.1016/j.ophtha.2011.10.011
https://doi.org/10.3390/genes12081241
https://doi.org/10.1038/s41431-020-0581-4
https://doi.org/10.1016/j.ophtha.2012.01.005
https://doi.org/10.1016/j.ajo.2013.01.018
https://doi.org/10.1016/j.ajo.2013.05.003
https://doi.org/10.1167/iovs.05-0504
https://doi.org/10.1167/iovs.13-12104
https://doi.org/10.1172/jciinsight.156154
https://doi.org/10.1007/s00417-002-0502-y
https://doi.org/10.1101/gr.226621.117
https://doi.org/10.1167/iovs.17-23364
https://doi.org/10.1086/303090
https://www.dovepress.com
https://www.dovepress.com


19. Vears DF, Sénécal K, Borry P. Reporting practices for variants of uncertain significance from next generation sequencing technologies. Eur J Med 
Genet. 2017;60(10):553–558. doi:10.1016/j.ejmg.2017.07.016

20. Falsini B, Placidi G, de Siena E, et al. Genetic characteristics of 234 Italian patients with macular and cone/cone-rod dystrophy. Sci Rep. 2022;12 
(1). doi:10.1038/s41598-022-07618-1

21. Chiang JPW, Trzupek K. The current status of molecular diagnosis of inherited retinal dystrophies. Curr Opin Ophthalmol. 2015;26(5):346–351. 
doi:10.1097/ICU.0000000000000185

22. Carss KJ, Arno G, Erwood M, et al. Comprehensive rare variant analysis via whole-genome sequencing to determine the molecular pathology of 
inherited retinal disease. Am J Hum Genet. 2017;100(1):75–90. doi:10.1016/j.ajhg.2016.12.003

International Medical Case Reports Journal                                                                                      Dovepress 

Publish your work in this journal 
The International Medical Case Reports Journal is an international, peer-reviewed open-access journal publishing original case reports from all 
medical specialties. Previously unpublished medical posters are also accepted relating to any area of clinical or preclinical science. Submissions 
should not normally exceed 2,000 words or 4 published pages including figures, diagrams and references. The manuscript management system is 
completely online and includes a very quick and fair peer-review system, which is all easy to use. Visit http://www.dovepress.com/testimonials. 
php to read real quotes from published authors.  

Submit your manuscript here: https://www.dovepress.com/international-medical-case-reports-journal-journal

DovePress                                                                                              International Medical Case Reports Journal 2022:15 698

Lugo-Merly et al                                                                                                                                                     Dovepress

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1016/j.ejmg.2017.07.016
https://doi.org/10.1038/s41598-022-07618-1
https://doi.org/10.1097/ICU.0000000000000185
https://doi.org/10.1016/j.ajhg.2016.12.003
https://www.dovepress.com
http://www.dovepress.com/testimonials.php
http://www.dovepress.com/testimonials.php
https://www.facebook.com/DoveMedicalPress/
https://twitter.com/dovepress
https://www.linkedin.com/company/dove-medical-press
https://www.youtube.com/user/dovepress
https://www.dovepress.com
https://www.dovepress.com

	Introduction
	Case Report
	Discussion
	Conclusion
	Ethics Approval and Informed Consent
	Disclosure

